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2003 Genetic Map of Caenorhabditis elegans 

 
Introduction 
 
 The 2003 Genetic Map Issue of the Worm Breeder's Gazette (Volume 17#5)  has 
been assembled at the Genetics Unit, Department of Biochemistry, University of Oxford 
and the Wellcome Trust Sanger Institute, Cambridge, England, as part of a subcontract 
from the Caenorhabditis Genetics Center, which is funded by Contract No. N01-RR-2-
2101 from the NIH National Center for Research Resources.   
 
 This will be the last printed issue of the Genetic Map under the present contract.   
All the information provided in this map booklet can be obtained at least as easily, and 
much more interactively, via the main public database for C. elegans research, 
WormBase:  <http://www.wormbase.org/>   
New releases of WormBase are issued at fortnightly intervals, and therefore contain 
frequently updated and corrected information.   
 
 For contributions to the compilation of this issue, we would like to acknowledge 
in particular the advice and assistance of Bob Herman, John Yochem and Theresa 
Stiernagle, and much help from the curators of WormBase.    
 
 As in previous years, the assembly and production of the Map issue has been 
based on ACeDB, a C. elegans database developed by Richard Durbin and Jean Thierry-
Mieg, which is currently the major repository for genetic map data from C. elegans.  
ACeDB also underlies WormBase.  AceDB, and to a lesser extent WormBase, can be 
used interactively to display all available map information in a much more flexible and 
informative way than is possible with a single hard-copy print-out.   This printed issue is 
therefore a compromise representation, which represents much of the map sub-optimally.   
For reasons of space, we have omitted or curtailed the display of some datasets that were 
shown on the map pages in previous Map Issues.    
 
 The 2003 Genetic Map can be referenced as:   
 
Chen, C-K, Bradnam K, Durbin R, Hodgkin J  (2003).  2003 genetic map of 
Caenorhabditis elegans.   Caenorhabditis Genetics Center, St. Paul, Minnesota. 
 
 
      Jonathan Hodgkin 
      Genetics Unit, Department of Biochemistry 
      University of Oxford 
      Oxford OX1 3QU, England 
      tel:   +44 1865 275317 
      fax:   +44 1865 275318 
      e-mail:   jah@bioch.ox.ac.uk 
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Guide to the Map Issue 
 
 This issue contains five tables, as well as sheets displaying the current genetic 
map. 
 

For a guide to the nomenclature conventions used in C. elegans genetics, see 
Horvitz et al., Molecular and General Genetics  175: 129-133 (1979) and WBG 10.1: 1-5 
(1987).   A summary of these conventions can be found on the CGC site: 
<http://biosci.umn.edu/CGC/Nomenclature/nomenguid.htm> 
 
The Tables 
 
Table One:  Laboratory designations 
  This table lists registered principal investigators and their affiliations, together 
with the strain designation and the allele designation, for each laboratory.  3-letter 
laboratory designations are also listed; these are mostly used by laboratories working on 
nematodes other than Caenorhabditis species. 
 
Table Two:  Gene name classes and descriptions.   
 This table lists the 3-letter gene names in current and past use, together with 
listings of the assigning laboratory and a description or explanation, for each name.  The 
assigning laboratory, indicated by its strain code, is responsible for allocating gene 
numbers within each category.   
 This list does not include non-standard names, which can be found in Table 8, nor 
does it include gene names that have been assigned in confidence. 
 
Table Three:  Genes listed alphabetically 
   Genes are listed in alphabetical order, together with linkage group (LG) and 
chromosomal position (POS).   Genes are assigned to one of four categories (NOTE):  
C  =  defined genetic map position, cloned (corresponding sequence known) 
G  =  defined genetic map position, uncloned (corresponding sequence unknown) 
N  =  linkage group known, but map position not well defined, uncloned 
P  =  predicted from genomic sequence; standard gene name assigned but no mutations 
         yet known; genetic map position deduced by interpolation from flanking markers. 
 
Genes in categories C and G are shown on the Map Sheets and listed in Table Six. 
Genes in categories N and P are not shown on the Map Sheets and not listed in Table Six. 
 

Note that the majority of the 20,000+ loci believed to exist in the C. elegans 
genome have not yet been assigned standard 3-letter names, and are not listed in Table 3.  
Also omitted are the ‘tag-‘ genes, which are genes that have been given the designation 
tag (Temporarily Assigned Gene name) by the C. elegans Gene Knockout Consortium: 
< http://celeganskoconsortium.omrf.org/> 
 
Table Four.  Rearrangements listed by genetic map position. 
 The columns from left to right are: 
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REARR (rearrangement name, either Df (deficiency) or Dp (duplication), LG (linkage 
group), LB and RB (best estimates of left and right breakpoints, in map coordinates), 
LGO (the first outside gene to the left, that is the first leftward gene not included by the 
rearrangement), LGI (the leftmost gene included by the rearrangement), RGI (the 
rightmost gene included),  RGO (the first outside gene to the right).  
 Breakpoints are estimated as follows:  if both LGI and LGO have been reported, 
then LB is taken as the midpoint between these genes.  If no LGO has been reported, then 
LB is given the same location as LGI.   The right breakpoint, RB, is estimated 
correspondingly. 
 Some deficiencies or duplications are associated with at least one piece of 
anomalous data, and may therefore be more complex or unreliable rearrangements, or 
may have been misplaced.  These rearrangements are indicated by an asterisk, *. 
  
Table Five.  List of balancers. 
 The columns from left to right are; 
NAME (name of balancer), LG (affected linkage groups), REGION BALANCED 
(balanced region on each linkage group),  COMMENT  (additional properties and 
associated mutations).   
 LE = left end of linkage group, RE = right end of linkage group.  The end point of 
a balanced region must often be estimated as lying somewhere between two known 
genes, and this is indicated by a<b for genes a and b.  For example, the region balanced 
by eT1 on LGV extends from the left end to a point beyond dpy-11, but not as far as unc-
4; this is written:   LE to dpy-11<unc-42. 
 This is not an exhaustive list of all known balancers, only of those that have been 
widely used.  
 
 
Three additional tables are available in downloadable PDF format: 
 
Table Six:  Genes listed by genetic map position  
 The columns from left to right are: 
GENE (gene name), LG (linkage group), POS (most likely position), LFG (leftward 
closest known flanking gene), RFG (rightward closest known flanking gene), LLIM (left 
limit), RLIM (right limit), CLONE (corresponding clone on the physical map, if 
applicable).  The limits are usually determined by multifactor data, or by 
deficiency/duplication data, but in some cases (marked by an asterisk, *), they are 
determined from 2-factor linkage data.  In these instances the limit defines the point on 
the map beyond which the likelihood of location drops to less than 0.1 of the peak 
likelihood.  Likelihoods are calculated assuming the reference genes are fixed at their 
best positions.    
 
Table Seven: Polymorphism markers 

This lists a set of RFLPs and STSs that have been genetically mapped and 
extensively used for mapping in the past, along with their map locations and 
corresponding clones on the physical map.    These markers are now largely superseded 
by SNP markers. 
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Table Eight:  Alternative gene names 
 This lists alternative names and names that do not conform to standard C. elegans 
gene nomenclature, together with the corresponding main names and sequences. 
 
 
The Map Sheets   
 
 Linkage groups are displayed at constant magnification, so that sheets can be 
photocopied and assembled into a single wall chart, if so desired. Alternatively, two 
poster sized wall charts (LG I-III, LG IV-X) are available at the CGC web site 
<http://biosci.umn.edu/CGC/CGChomepage.htm> in powerpoint format.  Cluster regions 
on each autosome are displayed at higher resolution.  The scale bar is marked in 
centiMorgans.  Genes that have been cloned are indicated by underlining.     
 Rearrangements (deficiencies and duplications) are not displayed, in contrast to 
previous printed maps, but are listed in Table Five and can be viewed via WormBase. 
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AA dh Adam Antebi MPI, Berlin, Germany 
AB aa Alan Bird CSIRO Adelaide, Australia 
AC ik Caroline Goutte Amherst College, Amherst MA 
AD as Andrew Singson Waksman Institute, Piscataway NJ 
AE at Ann Sluder Cambria Biosciences, Bedford MA 
AF sz Andras Fodor Hungarian Academy of Sciences, Szeged 
AG av Andy Golden NCI, Frederick MD 
AH zh Alex Hajnal University of Zurich, Zurich, Switzerland 
AJ es Jaime Garcia-Anoveros Northwestern University, Chicago IL 
AK th Ann Corsi Catholic Univ of America, Washington DC 
AL ic Aixa Alfonso University of Illinois, Chicago IL 
AM rm Richard Morimoto Northwestern University, Evanston IL 
AN ty Anna Newman Baylor College of Medicine, Houston TX 
AP pu Alessandro Puoti University of Fribourg, Fribourg, Switzerland 
AQ lj William Schafer UCSD, La Jolla CA 
AR mr Mark Roth FHCRC, Seattle WA 
AS id Andrew Spence University of Toronto, Canada 
AT yj Samuel Politz Worcester Polytechnic Institute, Worcester MA 
AU ag Frederick Ausubel Massachusetts General Hospital, Boston MA 
AV me Anne Villeneuve Stanford University, Stanford CA 
AW ou Alison Woollard University of Oxford, Oxford, England 
AX db Mario De Bono MRC-LMB, Cambridge, England 
AY ac Alejandro Aballay Duke University, Durham NC 
AZ ru Judith Austin University of Chicago, Midway IL 
BA hc Samuel Ward University of Arizona, Tucson AZ 
BB uu Brenda Bass University of Utah, Salt Lake City UT 
BC s David Baillie Simon Fraser University, Vancouver, B.C. 
BD ss Shiro Suetsugu University of Tokyo, Tokyo, Japan 
BE sc Bob Edgar University of California, Santa Cruz CA 
BF ff Emmanuel Culetto University of Paris, Orsay, France 
BG nw Elizabeth Goodwin University of Wisconsin, Madison WI 
BH hb Barry Honda Simon Fraser University, Vancouver, B.C. 
BK qp Matthew Buechner University of Kansas, Lawrence KS 
BL in Thomas Blumenthal University of Colorado, Denver CO 
BM bb David Mitchell Boston Biomedical Research Institute,Boston MA 
BP hy Benjamin Podbilewicz Technion IIT, Haifa, Israel 
BR by Ralf Baumeister Bioinf. and Mol. Genetics, Freiburg, Germany 
BS oz Tim Schedl Washington University, St. Louis MO 
BT em Bruce Vogel University of Maryland, Baltimore MD 
BU kq Myeongwoo Lee Baylor University, Waco TX 
BW ct William Wood University of Colorado, Boulder CO 
BX wa John Browse Washington State University, Pullman WA 
BY vt Randy Blakely Vanderbilt University, Nashville TN 
BZ eg Steven McIntire University of California, San Francisco CA 
CA ie Abby Dernburg Lawrence Berkeley National Lab, Berkeley CA 
CB e Jonathan Hodgkin University of Oxford, Oxford, England 
CC xg Catharine Conley NASA Ames Research Center, Moffat Field CA 
CD dc Carl Johnson Axys Pharmaceuticals, South San Francisco CA 
CE ep Jenny Kopczynski Exelixis Pharmaceuticals, San Francisco CA 
CF mu Cynthia Kenyon University of California, San Francisco CA 
CG rg Luis Rene Garcia Texas A&M University, College Station TX 
CH cg James Kramer Northwestern University, Chicago IL 
CK bk Gerard Schellenberg University of Washington, Seattle WA 
CL dv Christopher Link University of Colorado, Boulder CO 
CM gu Helen Chamberlin Ohio State University, Columbus OH 
CP nm Eric Haag University of Maryland, College Park MD 
CR -- Charles Rubin Albert Einstein College of Medicine, Bronx NY 
CS qc Cathy Savage-Dunn Queens College/CUNY, Flushing NY 
CT za Frank Slack Yale University, New Haven CT 
CU sm Ding Xue University of Colorado, Boulder CO 
CW fc Phil Morgan Case Western Reserve University, Cleveland OH 
CX ky Cori Bargmann University of California, San Francisco CA 
CY bv Catherine Wolkow National Institute on Aging, Baltimore MD 
CZ ju Andrew Chisholm University of California, Santa Cruz CA 
DA ad Leon Avery UT Southwestern Med Ctr, Dallas TX 
DB rv David Bird North Carolina State University, Raleigh NC 
DC br Creg Darby University of Alabama, Birmingham AL 
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DD d Anthony Otsuka Illinois State University, Normal IL 
DE dn James Dennis Mt Sinai Hosp. Res. Inst., Toronto, Canada 
DF ny David Fitch New York University, New York NY 
DG tn David Greenstein Vanderbilt University, Nashville TN 
DH b David Hirsh Columbia University, New York NY 
DJ dj Melanie Cobb UT Southwestern Med Ctr, Dallas TX 
DL mx Scott Cameron UTSW Medical Center, Dallas TX 
DM ra Donald Moerman University of British Columbia, Vancouver B.C. 
DP ed David Pilgrim University of Alberta, Edmonton, Canada 
DR m Donald L Riddle University of Missouri, Columbia MO 
DS tx Diane Shakes College of William & Mary, Williamsburg VA 
DT jb Dan Stinchcomb Synergen, Boulder CO 
DU un Margaret Titus University of Minnesota, Minneapolis MN 
DV re David Reiner University of North Carolina, Chapel Hill NC 
DW dw Simon Boulton ICRF Clare Hall, South Mimms, UK 
DX hr Danielle Hamill Ohio Wesleyan University, Delaware OH 
DZ ez David Zarkower University of Minnesota, Minneapolis MN 
EA ls Eric Aamodt LSUMC, Shreveport LA 
EC ee Ekkehard Schulze University of Gottingen, Gottingen, Germany 
ED mb Mark Blaxter University of Edinburgh, Edinburgh, Scotland 
EE up Elizabeth Bucher University of Pennsylvania, Philadelphia PA 
EF ab Chip Ferguson University of Chicago, Chicago IL 
EG ox Erik Jorgensen University of Utah, Salt Lake City UT 
EH lw Jocelyn Shaw University of Minnesota, St. Paul MN 
EJ dx Eric Lambie Dartmouth College, Hanover NH 
EK cm Eric Kandel Columbia University, New York NY 
EL om Eleanor Maine Syracuse University, Syracuse NY 
EM bx Scott Emmons Albert Einstein College of Medicine, Bronx NY 
EN kr Jean-Louis Bessereau Ecole Normale Superieure, Paris, France 
EP fy Javier Apfeld Elixir Pharmaceuticals 
ER jd Bill Walthall Georgia State University, Atlanta GA 
ES kg Einhard Schierenberg University of Cologne, Germany 
ET ek Edward Kipreos University of Georgia, Athens GA 
EU or Bruce Bowerman University of Oregon, Eugene OR 
EW de David Eisenmann UMBC, Baltimore, MD 
EX ex Tae Ho Shin Ho        Baylor College of Medicine, Houston TX 
EY ey Ann Ehrenhofer-Murray MPI Molecular Genetics, Berlin, Germany 
EZ vv Monique Zetka McGill University, Montreal, Canada 
FA af Anne Spang Max Planck Gesellschaft, Tuebingen, Germany 
FC zz William Mohler University of Connecticut, Farmington CT 
FF f Danielle Thierry-Mieg NCBI, Bethesda MD 
FH ec Philip Meneely Haverford College, Haverford PA 
FK ks Yasumi Ohshima Kyushu University, Fukuoka, Japan 
FN fn Fern P. Finger Rensselaer Polytechnic Institute, Troy NY 
FP ip Francesc Palau Institut de Biomedicina, Valencia, Spain 
FR sw Fritz Mueller University of Fribourg, Fribourg, Switzerland 
FS tf Tom Roberts Florida State University, Tallahassee FL 
FX tm Shohei Mitani Tokyo Women's Medical College, Tokyo, Japan 
FY gr Bruce Bamber University of Utah, Salt Lake City UT 
FZ bj Johannes Bos Utrecht University, Utrecht, The Netherlands 
GA wu David Gems University College, London, UK 
GB sf Guy Benian Emory University, Atlanta GA 
GC na Jane Hubbard New York University, New York NY 
GE t Ralf Schnabel TU Braunschweig, Braunscshweig, Germany 
GG g Gunter von Ehrenstein MPI, Gottingen, Germany 
GH kx Greg Hermann Lewis and Clark College, Portland OR 
GJ gj Gert Jansen Erasmus University, Rotterdam, The Netherlands 
GL rf Gordon Lithgow Buck Institute, Novato CA 
GM pv Manuel Munoz Universidad Pablo de Olavide, Seville, Spain 
GN pg Miriam Goodman Stanford University, Stanford CA 
GP fa Garth Patterson Rutgers University, Piscataway NJ 
GR mg Gary Ruvkun Massachusetts General Hospital, Boston MA 
GS ar Iva Greenwald Columbia University, New York NY 
GT a David Dusenbery Georgia Institute of Technology, Atlanta GA 
GU ng Giuseppe Cassata IFOM, Milano, Italy 
GX sk Christopher Shelton SKB Pharmaceuticals, King of Prussia PA 
GY fh Fred Hagen University of Rochester, Rochester NY 
GZ is Pierre Gonczy ISREC, Lausanne, Switzerland 
HA rt Anne Hart MGH, Charlestown MA 
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HB jw Howard Baylis University of Cambridge, Cambridge, UK 
HC qt Craig Hunter Harvard University, Cambridge MA 
HE su Henry Epstein Baylor College of Medicine, Houston TX 
HG yw David Wilson University of Miami, Coral Gables FL 
HH hs Ralph Hecht University of Houston, Houston TX 
HJ zn Hwai-Jong Cheng University of California, Davis CA 
HK kh Hiroaki Kagawa Okayama University, Okayama, Japan 
HL jm Masako Asahina Inst. Parasitology, Branisovska, Czech Republic 
HM -- Hugh Robertson University of Illinois, Urbana IL 
HN lv Laura G. Vallier Hofstra University, Hempstead NY 
HP pd Neil Hopper University of Southampton, Southampton, UK 
HQ bf John Kalb Canisius College, Buffalo NY 
HR sb Paul Mains University of Calgary, Calgary, Canada 
HS os Hitoshi Sawa RIKEN, Kobe, Japan 
HT lp Heidi Tissenbaum University of Massachusetts, Worcester MA 
HU jv Jacob Varkey Humboldt State University, Arcata CA 
HV ps Wendy Hanna-Rose Penn State, University Park PA 
HX eh Alan Coulson Wellcome Trust Sanger Institute, Cambridge UK 
HY ye Raffi Aroian UCSD, La Jolla CA 
IA ij Iain Johnstone University of Glasgow, Scotland 
IB np Jean-Francois Brunet IBDM, Marseille, France 
IC qu Ian Chin-Sang Queen's University, Kingston ON, Canada 
IF if Gregg Jongeward University of the Pacific, Stockton CA 
IG fr Jonathan Ewbank Centre d'Immunologie, Marseille, France 
IK nj Ikue Mori Nagoya University, Nagoya, Japan 
IM ur William Wadsworth UMDNJ, Piscataway NJ 
IN dt Jim Waddle UTSW Medical Center, Dallas TX 
IP nb Tilde Carlow New England Biolabs, Beverley MA 
IQ ih Iqbal Hamza University of Maryland, College Park MD 
IR uv Nektarios Tavernarakis IMBB, Heraklion, Crete, Greece 
JA we Julie Ahringer University of Cambridge, Cambridge, England 
JB -- James Baldwin UC Riverside, Riverside CA 
JC ut Isao Katsura National Inst. of Genetics, Mishima, Japan 
JD vu Joseph Dent McGill University, Montreal, Canada 
JE mw Jean Schwarzbauer Princeton University, Princeton NJ 
JF mt Jonathan Freedman Duke University, Durham NC 
JG vp John Gilleard University of Glasgow, Glasgow, Scotland 
JH ax Geraldine Seydoux Johns Hopkins University, Baltimore MD 
JJ zu James Priess FHCRC, Seattle WA 
JK q Judith Kimble University of Wisconsin, Madison WI 
JL fm James Lissemore John Carroll Univ., University Heights, OH 
JM ca James McGhee University of Calgary, Calgary, Canada 
JN pe Yuichi Iino University of Tokyo, Tokyo, Japan 
JP gn Gregory Nelson Jet Propulsion Laboratory, Pasadena CA 
JR w Joel Rothman UC Santa Barbara, Santa Barbara CA 
JS vw Jill Schumacher University of Texas, Houston TX 
JT sa James Thomas University of Washington, Seattle WA 
JU mf Marie-Anne Felix Institut Jacques Monod, Paris, France 
JV jr Jacques Vanfleteren University of Gent, Gent, Belgium 
JW je Jeffrey Way Fuji ImmunoPharmaceuricals, Lexington MA 
JX xj James Lechleiter University of Texas, San Antonio TX 
JY yz Ji Ying Sze University of California, Irvine CA 
JZ py Noelle L'Etoile University of California, Davis CA 
KA lk Kathy Suprenant University of Kansas, Lawrence KS 
KB um Karen Bennett University of Missouri, Columbia MO 
KC wx King Chow HKUST, Hong Kong 
KD ej Jonathan Scholey University of California, Davis CA 
KE ha Kaye Edwards Haverford College, Haverford PA 
KF rx Ken-ichi Kariya University of the Ryukyus, Okinawa, Japan 
KG ce Ken Miller OMRF, Oklahoma City OK 
KH yb Hidehito Kuroyanagi Tokyo Medical & Dental Univ, Tokyo, Japan 
KJ jh Joohong Ahnn K-JIST, Kwangju, Korea 
KK it Kenneth Kemphues Cornell University, Ithaca NY 
KL -- Peter Keightley University of Edinburgh, Edinburgh, Scotland 
KM gv Michael Krause NIH, Bethesda MD 
KN hu Hendrik Korswagen Hubrecht Lab., Utrecht, The Netherlands 
KP nu Joshua Kaplan UC Berkeley, Berkeley CA 
KR h Ann Rose University of British Columbia, Vancouver B.C. 
KS mh Michael Herman Kansas State University, Manhatten KS 
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KT -- Kelley Thomas UNH HCGS, Durham NH 
KU km Kunihiro Matsumoto Nagoya University, Nagoya, Japan 
KV kv Marta Kostrouchova Charles University, Prague, Czech Republic 
KW ck William Kelly Emory University, Atlanta GA 
KX eu Brett Keiper East Carolina Univ, Greenville NC 
KY tg Kouichi Iwasaki NIBHT, Tsukuba, Japan 
KZ kj Kazunori Kondo Soka University, Tokyo, Japan 
LA pf Bernard Lakowski Institut Pasteur, Paris, France 
LB ua Bernard Lemire University of Alberta, Edmonton, Alberta 
LC pa Curtis Loer University of San Diego, San Diego CA 
LD ld Keith Blackwell Harvard Medical School, Boston MA 
LE lq Erik Lundquist University of Kansas, Lawrence KS 
LF cf Douglas Fantz Wake Forest University, Winston-Salem NC 
LG ge Leonard Guarente MIT, Cambridge MA 
LH eq Lihsia Chen University of Minnesota, St Paul MN 
LJ ys Junho Lee Yonsei University, Seoul, Korea 
LK gs James Manser Harvey Mudd College, Claremont CA 
LL cb Leo Liu Cambria Biosciences, Waltham MA 
LM sd David Sattelle University of Oxford, Oxford, England 
LN rc Lynn Boyd University of Alabama, Huntsville AL 
LP cp Bob Goldstein Univ. of North Carolina, Chapel Hill NC 
LR rk Luis Rokeach Universite de Montreal, Montreal, Canada 
LS cx Laurent Segalat Universite de Nice, Nice, France 
LT wk Richard Padgett Waksman Institute, Piscataway NJ 
LU lr Elizabeth De Stasio Lawrence University, Appleton WI 
LV wc Lee Venolia Williams College, Williamstown MA 
LW jj Jun Kelly Liu Cornell University, Ithaca NY 
LX vs Michael Koelle Yale University, New Haven CT 
LY nf Lawrence Salkoff Washington University, St Louis MO 
LZ gx Giovanni Lesa ICRF, London, England 
MA sx Michele Arduengo Morningside College, Sioux City IA 
MB ib Ann Burnell St. Patrick's College, Maynooth, Ireland 
MC gc Mike Crowder Washington University, St Louis MO 
MD bc Barbara Conradt Dartmouth College, Hanover NH 
ME ae Eric Moss Fox Chase Cancer Center, Philadelphia PA 
MF hm Millet Treinin The Hebrew University, Jerusalem, Israel 
MG xs Michael Glotzer IMP, Vienna, Austria 
MH ku Min Han University of Colorada, Boulder CO 
MJ k Johji Miwa NEC Fundamental Research Labs, Tsukuba, Japan 
MK hx Mike Klass Abbott Labs, Abbott Park IL 
ML mc Michel Labouesse IGBMC, Strasbourg, France 
MM an Michel Hamelin Merck Research Labs, Rahway NJ 
MN mq Sara Mole University College London, London UK 
MP lb Eve Wolinsky NYU Medical School, New York NY 
MQ qm Siegfried Hekimi McGill University, Montreal, Canada 
MR rr Richard Roy McGill University, Montreal, Canada 
MS ir Morris Maduro UC Riverside, Riverside CA 
MT n Bob Horvitz MIT, Cambridge MA 
MU bw Bruce Wightman Muhlenberg College, Allentown PA 
MV vm Marc Vidal Harvard Medical School, Boston MA 
MW wm Marv Wickens University of Wisconsin, Madison WI 
MX nx Michel Leroux Simon Fraser University, Burnaby BC, Canada 
MZ mz Colette Witkowski SW Missouri State Univ., Springfield MO 
NA gb Paolo Bazzicalupo IIGB, Napoli, Italy 
NB yk Hyeon-Sook Koo Yonsei University, Seoul, Korea 
NC wd David Miller Vanderbilt University, Nashville TN 
NE rp Ruth Pertel FDA, Washington, D.C. 
NF tk Kiyoji Nishiwaki NEC Fundamental Research Labs, Tsukuba, Japan 
NG gm Gian Garriga University of California, Berkeley CA 
NH ay Michael Stern Yale University, New Haven CT 
NJ rh Edward Hedgecock Johns Hopkins University, Baltimore MD 
NL pk Ronald Plasterk Hubrecht Laboratory, Utrecht, The Netherlands 
NM js Michael Nonet Washington University, St Louis MO 
NN hk Nancy Hawkins Simon Fraser University, Burnaby, Canada 
NP cd Hanna Fares University of Arizona 
NR kz Kozo Kaibuchi NAIST, Nara, Japan 
NS nr Michael Basson Axys Pharmaceuticals, South San Francisco CA 
NT uc Marc Perry University of Toronto, Toronto, Canada 
NU nk Naoto Ueno Natl. Inst. for Basic Biology, Okazaki, Japan 
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NV nv Neville Ashcroft University of Sussex, Brighton, England 
NW ev Joe Culotti Mt. Sinai Hospital Res. Inst., Toronto, Canada 
NY yn Chris Li Boston University, Boston MA 
OA fu Oscar Aurelio California State University, Fullerton CA 
OC bs Kevin O'Connell NIDDK/NIH, Bethesda MD 
OD lt Karen Oegema UCSD, San Diego CA 
OD lt Arshad Desai UCSD, San Diego CA 
OE of Peter Swoboda Karolinska Institute, Huddinge, Sweden 
OH ot Oliver Hobert Columbia University, New York NY 
OK cu Peter Okkema University of Illinois, Chicago IL 
OM pb Miguel Estevez University of Pittsburgh, Pittsburgh PA 
ON kt Shoichiro Ono Emory University, Atlanta GA 
OR od Christopher Rongo Rutgers University, Piscataway NJ 
OS ns Shai Shaham Rockefeller University, New York NY 
OT er John Plenefisch University of Toledo, Toledo OH 
OU zy Antonio Colavita Ottawa Health Res. Inst., Ottawa, Canada 
OX pj Martha Soto UMDNJ, Piscataway NJ 
OZ ly Tim Lindblom Lyon College, Batesville AR 
PA hv Carol Trent Western Washington University, Bellingham WA 
PB bd Scott Baird Wright State University, Dayton OH 
PC ub Peter Candido University of British Columbia, Vancouver B.C. 
PD cc Andrew Fire Stanford University, Stanford CA 
PE fe Jonathan Pettitt University of Aberdeen, Aberdeen, Scotland 
PF nn Fabio Piano NYU, New York NY 
PG kw Patricia Graham Carthage College, Kenosha WI 
PH hf Phil Hartman Texas Christian University, Fort Worth TX 
PJ j Lewis Jacobson University of Pittsburgh, Pittsburgh PA 
PK cr Patricia Kuwabara University of Bristol, Bristol UK 
PL lu Pamela Larsen Andrus Gerontology Center, Los Angeles CA 
PM pn Pamela Padilla University of North Texas, Denton TX 
PN qs Placido Navas Universidad Pablo de Olavide, Seville, Spain 
PP hh Thorsten Hoppe Hamburg University, Hamburg, Germany 
PQ ap Amy Pasquinelli UCSD, La Jolla CA 
PR p Dick Russell University of Pittsburgh, Pittsburgh PA 
PS sy Paul Sternberg Caltech, Pasadena CA 
PT my Maureen Barr University of Wisconsin, Madison WI 
PW pt Patrick Tan National Cancer Centre, Singapore 
PX fx Patrick Phillips University of Texas, Arlington TX 
PY oy Piali Sengupta Brandeis University, Waltham MA 
PZ ph Pamela Hoppe Washington University, St Louis MO 
QA yt Adrian Streit MPI for Developmental Biology, Tuebingen, Germany 
QC et Marc Pilon Gvteborg University, Gveteborg, Sweden 
QP ea Judith Yanowitz Carnegie Inst. of Washington, Baltimore MD 
QQ cv Jeffrey Simske Rammelkamp Center, Cleveland OH 
QT nz Stephen Nurrish University College London, London, England 
RA rd Laura Mathies North Carolina State University, Raleigh NC 
RB ok Robert Barstead Oklahoma Med. Res. Found., Oklahoma City OK 
RC g Randy Cassada Universitat Freiburg, Freiburg, Germany 
RD pp Renaud Legouis CNRS-CGM, Gif-sur-Yvette, France 
RE v Ronald Ellis University of Michigan, Ann Arbor MI 
RG ve Ann Rougvie University of Minnesota, St. Paul MN 
RH bu Russell Hill Ohio State University, Columbus OH 
RJ rn Richard Nass Vanderbilt University, Nashville TN 
RK us Rebecca Kohn Ursinus College, Collegeville PA 
RL da Lesilee Rose University of California, Davis CA 
RM md James Rand Oklahoma Med. Res. Found., Oklahoma City OK 
RN xm Rosa Navarro UNAM, Mexico City, Mexico 
RP tr Peter Roy University of Toronto, Toronto, Canada 
RR oe Randall Reed Johns Hopkins University, Baltimore MD 
RS tu Ralf Sommer MPI, Tuebingen, Germany 
RT pw Barth Grant Rutgers University, Piscataway NJ 
RU kd Ruth Chiquet-Ehrismann Friedrich Miescher Inst, Basel, Switzerland 
RV gd Harold Smith CARB/UMBI, Rockville MD 
RW st Robert Waterston Washington University, St. Louis MO 
RX sp Armand Leroi Imperial College, Silwood Park, England 
RY mp Elizabeth Ryder Worcester Polytechnic Institute, Worcester MA 
RZ rz Zaven Kaprielian Albert Einstein College of Medicine, Bronx NY 
SA tj Asako Sugimoto University of Tokyo, Tokyo, Japan 
SB be Walter Sudhaus Freie Universitaet Berlin, Berlin, Germany 
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SC lm Leilani Miller Santa Clara University, Santa Clara CA 
SD ga Stuart Kim Stanford University, Stanford CA 
SE sr Sean Eddy Washington University, St. Louis MO 
SF pc Philip Coffino University of California,  San Francisco CA 
SG ds Jochen Scheel MPI, Tuebingen, Germany 
SH ke Diane Levitan Schering-Plough Research Inst., Kenilworth NJ 
SJ zc David Ron Skirball Institute, New York NY 
SK zd Scott Clark Skirball Institute, New York NY 
SL eb Steven L'Hernault Emory University, Atlanta GA 
SM px Susan Mango University of Utah, Salt Lake City UT 
SN mk Shin Murakami University of Michigan, Ann Arbor MI 
SP mn Robert Herman University of Minnesota, St. Paul MN 
SQ zk Shahid Siddiqui University of Illinois, Chicago IL 
SR rs Robert Shmookler Reis University of Arkansas, Little Rock AR 
SS bn Susan Strome Indiana University, Bloomington IN 
ST nc Shin Takagi Nagoya University, Nagoya, Japan 
SU jc Jeff Hardin University of Wisconsin, Madison WI 
SV he Sander van den Heuvel MGH, Charlestown MA 
SW se David Waring FHCRC, Seattle WA 
SY ja Janet Richmond will be University of Illinois, Chicago IL 
SZ az Alan Zahler University of California, Santa Cruz CA 
TA ob Taylor Allen Oberlin College, Oberlin OH 
TB ch Thomas Burglin Karolinska Institutet, Huddinge, Sweden 
TC jt Jeremy Turnbull University of Birmingham, Birmingham UK 
TD tc Ken Lew Forsyth Dental Center, Boston MA 
TE oc Thomas Evans UCHSC, Denver CO 
TF ht Yo Tabuse NEC Fundamental Research Labs, Tsukuba, Japan 
TG gt Anton Gartner MPI Martinsried, Germany 
TH dd Tony Hyman MPI Dresden, Germany 
TJ z Thomas Johnson University of Colorada, Boulder CO 
TK kn Naoaki Ishii Tokai University Med. School, Kanagawa, Japan 
TL cy Marc Tessier-Lavigne University of California, San Francisco CA 
TM sj Shuji Honda Tokyo Met. Inst. Ger., Tokyo, Japan 
TN cn Ryuji Hosono Kanazawa University, Ishikawa, Japan 
TP ka Antony Page University of Glasgow, Scotland 
TR r Philip Anderson University of Wisconsin, Madison WI 
TS va Terrance Snutch UBC, Vancouver BC, Canada 
TT tb Padmanabhan Babu Tata Institute, Bombay, India 
TU u Martin Chalfie Columbia University, New York NY 
TW cj John Collins University of New Hampshire, Durham NH 
TX te Rueyling Lin UTSW Medical Center, Dallas TX 
TY y Barbara Meyer University of California, Berkeley CA 
UA ba Guy Caldwell University of Alabama, Tuscaloosa AL 
UB ws Rock Pulak Union Biometrica, Somerville MA 
UC la Jorge Mancillas University of California, Los Angeles CA 
UH uh John Scott University of Hawaii, Hilo HI 
UK ln William Nawrocki University College, London, England 
UL le Ian Hope University of Leeds, Leeds, England 
UM pr Michel Raymond University of Montpellier, Montpellier, France 
UP cs Meera Sundaram University of Pennsylvania, PA 
UQ wr Paul Ebert University of Queensland, St Lucia, Australia 
UR fs Douglas Portman University of Rochester, Rochester NY 
US rz Rebecca Lyczak Ursinus College, Collegeville PA 
UT mm Derek van der Kooy University of Toronto, Toronto, Canada 
UU pq Mary Beckerle University of Utah, Salt Lake City UT 
UV jf Josef Loidl University of Vienna, Vienna, Austria 
UW wb Robin Woods University of Winnipeg, Winnipeg, Canada 
VA pm Eve Stringham Trinity Western University, Langley, Canada 
VB sv Simon Tuck University of Umea, Sweden 
VC gk Erin Gilchrist UBC, Vancouver, BC, Canada 
VD sn Kevin Van Doren Syracuse University, Syracuse NY 
VH hd Harald Hutter MPI, Heidelberg, Germany 
VJ fg Verena Gobel MGH, Boston MA 
VK vk Gary Silverman Children's Hospital, Boston MA 
VM ak Andres Maricq University of Utah, Salt Lake City UT 
VP kb Kevin Strange Vanderbilt Univ Medical Center, Nashville TN 
VT ma Victor Ambros Dartmouth College, Hanover NH 
VU vb Elizabeth Link Vanderbilt Univ Med Center, Nashville TN 
WA nh Charles Warren University of New Hampshire, Durham NH 
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WB zp Ben Williams University of Illinois, Urbana IL 
WD on William Derry Hospital for Sick Children, Toronto, Canada 
WE aj Man-Wah Tan Stanford University, Stanford CA 
WF cw Wayne Forrester Indiana University, Bloomington IN 
WG au Warwick Grant CSIRO, Armidale, Australia 
WH oj John White University of Wisconsin, Madison WI 
WJ sh William Sharrock University of Minnesota, St. Paul MN 
WK lx Wendy Katz University of Kentucky, Lexington KY 
WL ah Brit Corneliussen AstraZeneca R&D, Molndal, Sweden 
WM ne Craig Mello University of Massachusetts, Worcester MA 
WP dm David Merz University of Manitoba, Canada 
WQ -- John Spieth Washington University, St Louis MO 
WR oh William Morgan The College of Wooster, Wooster OH 
WS op Michael Hengartner University of Zurich, Zurich, Switzerland 
WT wt Carolyn Behm ANU, Canberra, Australia 
WU am Kerry Kornfeld Washington University, St. Louis MO 
WV wv Wayne Van Voorhies New Mexico State University, Las Cruces NM 
WW xx Martin Samoiloff University of Manitoba, Winnipeg, Canada 
WX og Stephen Wicks Boston College, Boston MA 
WY fd David Fay University of Wyoming, Laramie WY 
XG gp Samuel Henderson Genoplex Inc., Denver CO 
XL nt Shawn Lockery University of Oregon, Eugene OR 
XR kk Richard Kolesnick Sloan Kettering Institute, New York NY 
XX yy Lisa Timmons University of Kansas, Lawrence KS 
XY lg Karlheinz Tovar EleGene, Martinsried, Germany 
YA yp Shawn Ahmed University of North Carolina, Chapel Hill NC 
YC gh Yoshio Goshima Yokohama City University, Yokohama, Japan 
YG -- Yosef Gruenbaum Hebrew Univ.of Jerusalem, Jerusalem, Israel 
YH yh Bradley Yoder University of Alabama, Birmingham AL 
YK ms Yuji Kohara National Institute of Genetics, Mishima, Japan 
YL vr Valerie Reinke Yale University, New Haven CT 
YM bt Masayuki Yamamoto University of Tokyo, Tokyo, Japan 
YS bm Yang Shi Harvard Medical School, Boston MA 
YT tz Yoshishige Kimura Tokyo Medical and Dental University, Tokyo, Japan 
YW tp Yi-Chun Wu National Taiwan University, Taiwan 
ZA cq Alexander van der Bliek UCLA, Los Angeles CA 
ZB bz Monica Driscoll Rutgers University, Piscataway NJ 
ZE ze Stephen Adam Northwestern University Med School, Chicago IL 
ZG ia Jo Anne Powell-Coffman Anne    Iowa State University, Ames IA 
ZH en Zheng Zhou Baylor College of Medicine, Houston TX 
ZK aw Aguan Wei Washington University, St Louis MO 
ZM hp Mei Zhen Samuel Lunenfeld Res Inst, Toronto, Canada 
ZR zr Lisa Salcini European Inst. of Oncology, Milano, Italy 
ZS zs Stephen Sturzenbaum Cardiff School of Biosciences, Cardiff, Wales 
ZT fj Hiroaki Tabara Kyoto University, Kyoto, Japan 
ZV hn Ricardo Azevedo University of Houston, Houston TX 
ZW zw Zhao-Wen Wang University of Connecticut, Farmington CT 
ZZ x Jim Lewis University of Texas, San Antonio TX 

 
 
3-LETTER LAB DESIGNATIONS (NO ALLELE DESIGNATION ) 
 
BAD - Byron Adams Brigham Young Univ, Provo UT 
BSS - Bjorn Sohlenius Naturhistorikiska Riksmuseet, Stockholm, Sweden 
CEW - Carlos Winter University of Sao Paulo, Sao Paulo, Brazil 
DRW - David Wolstenholme University of Utah, Salt Lake City UT 
DWF - Diana Freckman Colorado State University, Fort Collins CO 
EPH - Eric Hoberg ARS USDA, Beltsville MD 
GBC - Gaetan Borgonie Universiteit Gent, Gent, Belgium 
GWJ - George Joshua LSHTM, London, UK 
KCG - Kirsten Crossgrove Loyola College, Baltimore MD 
KMW - Katherine Walstrom New College of USF, Sarasota FL 
LKC - Lynn Carta ARS USDA, Beltsville MD 
LSJ - Nancy Lu San Jose State University, San Jose CA 
MED - Marcelo Doucet Centro de Zoologica Apl., Cordoba, Argentina 
MJW - Michael Wilson University of Aberdeen, Aberdeen UK 
MLU - Ming Luo University of Alabama, Birmingham AL 
MLY - Michael Lynch Indiana University, Bloomington IN 
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PDL - Paul De Ley Universiteit Gent, Gent, Belgium 
PFR - Francesca Palladino Ecole Normale Sup. de Lyon, Lyon, France 
RGD - Robin Giblin-Davis University of Florida, Fort Lauderdale FL 
SAN - Steve Nadler University of California, Davis CA 
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aap GR phosphoinositide kinase AdAPter 
subunit 

aat CGC Amino Acid Transporter 
abc WH Anaphase Bridging of Chromatin 
abf CGC AntiBacterial Factor related 
abi MH ABnormal Invagination of Vulva 
abl CGC related to oncogene ABL 
abt BC ABC Transporter family 
abu SJ Activated in Blocked Unfolded 

protein response 
ace PR abnormal ACEtylcholinesterase 
ach - See fli 
acm - See gar 
acn UL ACE(angiotensin converting 

enzyme)-like Non-peptidase 
aco CGC ACOnitase 
acr CGC AcetylCholine Receptor 
act DH ACTin 
acy KP Adenylyl CYclase 
adc MT Aromatic amino acid deCarboxylase 

family 
add CGC ADDucin 
adm BP ADAM (disintegrin plus 

metalloprotease) family 
adn NJ ADhesioN defect 
adp CX sensory ADaPtation abnormal 
adr BB Adenosine Deaminase Acting on RNA 
ads CGC Alkyl-Dihydroxyacetonephosphate 

Synthase 
adt TN ADAMTS family 
aex JT Aboc, EXpulsion defective 
age TJ AGEing alteration 
ags JA Activator of G protein Signalling 
agt CGC AlkylGuanine DNA alkylTransferase 
aha BW Aryl Hydrocarbon receptor 

Associated protein 
aho IK Abnormal Hunger Orientation 
ahr BW Aryl Hydrocarbon Receptor related 
aip SJ Arsenite Inducible Protein 
air AG Aurora/Ipl1 Related kinase 
ajm SU Apical Junction Molecule 
aka CGC A Kinase Anchor protein 
akt CD AKT kinase family 
ale ML Abnormal Lin-26 Expression 
alg WM Argonaute (plant)-Like Gene 
alh FF ALdehyde deHydrogenase 
ali CB lateral ALae Inconspicuous 
alt IM Axons Lose Track 
aly IA Ref/ALY RNA export adaptor family 
ama DR AMAnitin resistant 
amo GE Abnormal MOrphogenesis 
amt CGC AMmonium Transporter homolog 
amx RM AMine oXidase family 
anc CB abnormal nuclear ANChorage 
aos PC Activator Of Sumo (yeast AOS 

homolog) 
apc AG Anaphase Promoting Complex; see 

also mat 
ape PK APoptosis Enhancer 
aph JJ Anterior PHarynx defective 
apl NY Amyloid Precursor-Like 
apm PS AP-2 Medium chain (clathrin 

associated complex) 
apn CGC APurinic/apyrimidinic endoNuclease 
apo GZ Anaphase spindle POsitioning 
app UL AminoPeptidase P 
apr WM APC Related 
aps LJ AP-2 Small chain (clathrin 

associated complex) 

apt PS AdaPTin or adaptin-related protein 
apx JJ Anterior Pharynx in eXcess 
arc CGC ARF-related in C-term (ARD family) 
ard CGC Alcohol/Ribitol Dehydrogenase 

family 
arf CGC ADP-Ribosylation Factor related 
arg JJ Apex-Related Genes 
ark PS A Ras-regulating Kinase 
arl CGC ARF-Like 
arm CGC Ankyrin-binding Repeat Muscle 

protein 
arp RW Actin-Related Proteins 
arr CGC ARRestin family 
ars CGC Alanyl tRNA Synthetase 
art PK steroid Alpha ReducTase family 
arx BD ARp2/3 compleX component 
asb JN ATP Synthase B homolog 
asc CGC human Activating Signal 

Cointegrator homolog 
asg JN ATP Synthase G homolog 
ask KU ASK (MAPKKK) kinase family (see 

nsy) 
asm WS Acid SphingoMyelinase 
asp JF ASpartyl Protease 
ast VH Axonal STeering 
atg CGC Amino acid Transporter 

Glycoprotein subunit 
atl MV ATM(ataxia telangectasia mutated)-

Like 
atm MV ATM (ataxia telangectasia mutated) 

family 
atn RW AcTiniN 
atp LB ATP synthase subunit 
atx CGC human ATX (ataxin) related 
avr CD altered AVeRmectin sensitivity 
bac PS Big Anchor Cell 
bad CX Branching of Axons Defective 
baf KM Barrier to Autointegration Factor 
bag AM BAG1 (human) homolog 
bah DC Biofilm Absent on Head (after 

Yersinia exposure) 
bam TL Branching AbnorMal 
bar SD Beta-catenin/Armadillo Related 
bas LC Biogenic Amine Synthesis related 
bbs MX BBS (Bardet-Biedl Syndrome) 

protein 
bca CGC Beta Carbonic Anhydrase 
bcc JK BiCaudal C (Drosophila) homolog 
bch DW human BACH helicase related 
bec CGC BEClin (human autophagy) homolog 
ben TU BENzimidazole resistant 
bgs - See unc 
bin PE Beta-catenin INteracting protein 
bir WS BIR (baculovirus inhibitory 

repeat) family 
bli CB BLIstered cuticle 
blm MV human BLM1 (Bloom's syndrome) 

related 
bmk JS BiMC related Kinase 
bop - See mom 
bor RC BORdering behaviour 
bpr KJ BisPhenol-A Resistant 
bra NU BMP receptor Associated protein 

family 
brc MV BRCa homolog (tumor suppressor 

gene Brca1) 
brd MV BaRD homolog (tumor suppressor 

gene Bard1) 
bre HY BT (Bacillus thuringiensis) toxin 
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REsistant 
brf CGC BRF (transcription factor) homolog 
bro TB BRO (Drosophila Brother) homolog 
brp PS Bypass of Response to Pheromone in 

yeast 
btf CGC BTAF (TBP-associated factor) 

homolog 
bub TH yeast BUB homolog 
bus CB Bacterially Un-Swollen (M. 

nematophilum resistant) 
byn YL mammalian BYstiN (adhesion 

protein) related 
cab KY C-terminus-of-AEX-Binding protein 
cad PJ abnormal CAthepsin D 
caf PH abnormal CAFfeine-resistance 
cah CGC Carbonic AnHydrase 
cal CB CALmodulin related genes 
cam NG CAN cell Migration defective 
can NJ CAN cell abnormality 
cap RW CAP-z protein 
cas TU Cyclase ASsociated protein Homolog 
cat CB abnormal CATecholamine 

distribution 
cav DD CAVeolin 
cbp WM CBP/p300 homolog 
cca TS Calcium Channel, Alpha subunit 
ccb TS Calcium Channel, Beta subunit 
ccf CGC yeast CCR4 Associated Factor 

family 
cch DA Calcium Channel 
cco JA Cytochrome C Oxidase 
ccp CGC CytoChrome P450 
ccr CGC CCR (yeast CCR4/NOT complex 

component) homolog 
cct PC Chaperonin Containing TCP-1 
cdc CGC Cell Division Cycle related 
cdd CGC CytiDine Deaminase 
cdf WU Cation Diffusion Facilitator 

family 
cdh BW CaDHerin family 
cdk KM Cyclin-Dependent Kinase family 
cdl SA Cell Death Lethal 
cdr JF CaDmium Responsive 
cds - See chk 
cdt ET CDT (S. pombe licensing factor) 

homolog 
cec FR C.Elegans Chromodomain protein 
ced CB CEll Death abnormality 
ceh TB C.Elegans Homeobox 
cej CGC CEll Junction protein 
cel CGC mRNA Capping Enzyme Like 
cem - See sma 
cen EU CENtrosomal defective 
cep JR C.Elegans P-53-like protein 
ces MT CEll death Specification 
cet - See dbl 
cey PD C.Elegans Y-box 
cfi OS CEM Fate Inhibitor 
cft BC Cystic Fibrosis Transmembrane 

conductance regulator homolog 
cfz NG Caenorhabditis FriZzled homolog 
cgh CGC Conserved Germline Helicase 
cgk RE Cyclic-GMP-dependent Kinase 
cgp KM Caenorhabditis GTP-binding Protein 
cgt LZ Ceramide Glucosyl Transferase 
cha PR abnormal CHoline Acetyltransferase 
chb BZ CHe-3 small Body size suppressor 
chd JA CHromoDomain protein 
che CB abnormal CHEmotaxis 

chi BR CHItin synthase 
chk MV CHeckpoint Kinase 
chn AM C-term of Hsp70-iNteracting 

protein (CHIP family) 
cho RM CHOline transporter 
chp CGC CHORD protein 
cht CGC CHiTinase 
cib GE Changed Identity of Blastomeres 
cip OS CED-9 Interacting Protein 
cit CGC CyclIn T 
cka CGC Choline Kinase A 
ckb CGC Choline Kinase B 
ckc CGC Choline Kinase C 
ckd MV DNA damage ChecKpoint Defective 
cki ET CKI family (Cyclin-dependent 

Kinase Inhibitor) 
ckk YT CaM Kinase Kinase 
cks - See dom 
cku MV Caenorhabditis KU 
cky ZG CKY homolog 
clb CH CoLlagen, Basement membrane type 
clc CGC CLaudin-like in Caenorhabditis 
cle CH CoLlagen with Endostatin domain 
clh CGC CLC-type  chloride cHannel 
cli CGC Cystatin-LIke protease inhibitor 
clk MQ CLocK (biological timing) 

abnormality 
cln CGC human CLN (neuronal ceroid 

lipofuscinosis) related 
clp PK CaLPain family 
clr CB CLeaR 
cls TH CLASP family of microtubule-

binding proteins 
clu CGC yeast CLU (mitochondrial 

clustering) related 
clx CGC CoLlagen sequence X-hybridizing 
cmd WH CalModulin 
cmk YT CaM Kinase 
cna - See tax 
cnb KJ CalciNeurin B 
cnd CZ C. elegans Neuro D homolog 
cnk UP Connector/eNhancer of KSR 
cnp KJ CalciNeurin binding Protein 
cnr - See nhr 
cnt CGC CeNTaurin 
cnx CD CalNeXin 
cod PS COpulation Defective 
cog PS Connection Of Gonad defective 
coh CGC COHesin family 
col CH COLlagen 
coq MQ COenzyme Q (ubiquinone) 

biosynthesis 
cor HY CORonin 
cow EU COntractile Waves in embryo 
cpb MW CPEB polyA binding family 
cpf BL Cleavage and Polyadenylation 

Factor 
cpi OR CyPIn (guanine aminohydrolase) 

homolog 
cpl CGC CathePsin L family 
cpn MT CalPoNin 
cpr CGC Cysteine PRotease related 
cps CU CED-3 Protease Suppressor 
cpz CGC CathePsin Z 
crb CGC Drosophila CRumBs homolog 
crf - See nhr 
crh MT CREB Homolog 
crl CGC Drosophila CRumbs-Like 
crn CU Cell-death-Related Nuclease 
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crs CGC Cysteinyl tRNA Synthetase 
crt CGC CalReTiculin 
csb CGC human CSB (Cockayne Syndrome B) 

homolog 
csc MG Chromosome Segregation and 

Cytokinesis defective 
csg GE Chromosome SeGregation 
csk FK C-terminal Src Kinase 
csn KB COP-9 SigNalosome subunit 
csp OS CaSPase 
csq KJ CalSeQuestrin 
cta GE CyToplasmic Appearance 
ctb MQ CyTochrome B 
ctl TU CaTaLase 
ctn PE alpha-CaTuliN (catenin/vinculin 

related) 
cts SJ CiTrate Synthase 
cua CGC CU (copper) ATPase 
cuc CGC CU (copper) Chaperonin 
cul NJ CULlin 
cup NP Coelomocyte UPtake defective 
cut NA CUTiclin 
cux MQ Clk-2 Upstream, human gene XE7 

related 
cwn CF C. elegans WNT family 
cwp EM Coexpressed With Polycystins 
cya CGC CYclin A 
cyb CGC CYclin B 
cyd KM CYclin D 
cye KM CYclin E 
cyk EU CYtoKinesis defect 
cyp TP CYcloPhilin family 
cyt CGC CYTochrome 
dab NG DAB (Drosophila disabled) homolog 
dac GP DAChsund transcription factor 

homolog 
dad JR DAD (Defender against Apoptotic 

Death) homolog 
daf DR abnormal DAuer Formation 
dam WS DNA damage response abnormal 
dao PL Dauer or Aging adult 

Overexpression 
dap CGC mammalian cell Death Associated 

Protein related 
dat RM DopAmine transporter 
daz SA human DAZ (Deleted in Azoospermia) 

homolog 
dbl BW DPP/BMP-Like 
dbr CGC lariat DeBRanching enzyme related 
dcd TH Daughter Centrosome Defective 
dcp EC Deacetylase Complex Protein 
dcr WM DiCer Related 
dcs CGC DeCapping Scavenger enzyme homolog 
dda IA Dumpy DAuer 
ddp CGC human DDP related 
deb RW DEnse Body 
dec JT DEfecation Cycle abnormal 
ded DR expression DEpendent on Daf-16 

activity 
deg TU DEGeneration of certain neurons 
del ZB DEgenerin Like 
des TU DEgeneration Suppressor 
dgk QT DiacylGlycerol Kinase 
dgn CH DystroGlycaN 
dhc RW Dynein Heavy Chain 
dhp YC DiHydroPyrimidinase 
dhs FF DeHydrogenases, Short chain 
die JR Dorsal Intercalation and 

Elongation defect 

dif JA DIFferentiation abnormal 
dig MT DIsplaced Gonad 
dim DM DIsorganized Muscle 
dis CGC DIS3 (yeast disjunction abnormal) 

exonuclease homolog 
div EU cell DIVision defective 
dlc EU Dynein Light Chain 
dlg CGC Drosophila Discs Large homolog 
dli MH Dynein Light Intermediate chain 
dlk KU DAP (Death Associated Protein 

kinase) Like Kinase 
dml AE yeast DiM Like 
dmo GE Defective MOrphogenesis (pka mod-) 
dna NB yeast DNA helicase/endonuclease 

family 
dnc WH DyNactin Complex component 
dnj PS DNaJ domain (prokaryotic heat 

shock protein) 
dod CF Downstream Of DAF-16 (regulated by 

DAF-16) 
dog KR Deletions Of G-rich DNA 
dom SS Downstream Of Mes (in same operon) 
dop OH DOPamine receptor 
dpl MT vertebrate transcription factor 

DP-Like 
dpr JR Dauer Pheromone Responsive 
dpy CB DumPY : shorter than wild-type 
dre AA Daf-12, REdundant with 
drh WM Dicer Related Helicase 
dro TU DR1 (One) transcription factor 

family 
drp ZA Dynamin Related Protein 
drs CGC aspartyl(D) tRNA Synthetase 
dsc MQ Defecation Suppressor of Clk-1 
dsh NG DiSHevelled related 
dsl GS Delta/Serrate/Lag-2 domain 
duf - See idf 
duo CGC Deubiquitylating with USP/UBP and 

OTU domains 
dur CGC Dauer Up-Regulated 
dwa LT DWArfin family 
dyb LS DYstroBrevin homolog 
dyc LS DYB-1 binding and Capon related 
dyf SP abnormal DYe Filling 
dyn CX DYNamin related 
dys LS DYStrophin related 
dyt - See tor 
eak GR Enhancer of AKt-1 null 
eat DA EATing: abnormal pharyngeal 

pumping 
eel JJ Enhancer of EfL-1 mutant phenotype 
eff WH Epithelial Fusion Failure 
efk ZB Elongation Factor Kinase 
efl MT E2F-like (mammalian transcription 

factor) 
efn NW Eph(F)riN 
eft CGC Elongation FacTor 
egf CGC EGF motif related 
egl MT EGg Laying defective 
ego EL Enhancer of Glp-One (glp-1) 
egr JA EGl-27 Related 
egs WS EGl-1 Suppressor 
eha CGC Egg laying Hormone (putative 

Aplysia homolog) 
ehn JK Enhancer of HAND mutation hnd-1 
ehs NA Eps15 (endocytosis protein) 

Homologous Sequence 
eif CGC Eukaryotic Initiation Factor 
elb ET ELongin B 
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elc ET ELongin C 
eld ML ELongation Defective 
elf - See eff 
elm SV Enhancer of Lin-12(gf) Multivulva 

phenotype 
elo BX fatty acid ELOngation 
elp KA Emap-LIKE Protein 
elr - See exc 
elt BL Erythroid-Like Transcription 

factor family 
emb RC abnormal EMBroygenesis 
emo BS EndoMitotic Oocytes 
emr CGC human EMeRin homolog 
ena SQ ENdocytosis Abnormal 
enc PE ENhancer of Cadherin defect 
end JR ENDoderm determining 
eno OH Ectopic Neurite Outgrowth 
ent UK Equilibrative Nucleoside 

Transporter 
enu CB ENhancer of Uncoordination 
eor UP Egl-1 suppressor/DiO uptake 

defective/raf enhancer 
eos KP Enhancer of OSm defect 
epi NJ abnormal EPIthelia 
eps NA EPS (human endocytosis) related 
erd CGC ERD (yeast endoplasmic reticulum 

retention defective) related 
erf NW Enhancer of sensory-Ray Fusion 
eri GR Enhanced RNAI (RNA interference) 
erm VJ Ezrin/Radixin/Moesin 
ero SJ Endoplasmic Reticulum Oxidase 
erp ZA Endophilin-Related Protein 
ers CGC glutamyl(E)/glutaminyl(Q) tRNA 

Synthetase 
esp AU Enhanced Susceptibility to 

Pathogens 
est YA EST (Ever Shorter Telomeres) 

homolog 
etr CB ELAV-Type RNA binding protein 

family 
evl GS abnormal Eversion of VuLva 
exc NJ EXCretory canal abnormal 
exl OH EXC-4 (ion channel) Like 
exo MV EXOnuclease 
exp JT EXPulsion defective (defecation) 
eya SA EYA (Drosophila eyes absent) 

homolog 
fab KP Foraging behavior ABnormal 
faf GE FAst phase of Female pronuclear 

migration abnormal 
fam NG FAsciculation and cell Migration 

defective 
far CGC Fatty Acid/Retinol binding protein 
fat CGC FATty acid desaturase 
fax MU defective FAsciculation of aXons 
fbf JK Fem-3 mRNA Binding Factor 
fbl CGC FiBuLin 
fbp CGC Fructose-1,6-BiPhosphatase 
fcd DW human FANCD2 (Fanconi's anemia 

defect) ortholog 
fce CGC Farnesylated-proteins Converting 

Enzyme (FACE) family 
feb - See ssb 
fed XX FEeding Defective for RNAi 
feh NA mammalian FE65 Homolog 
fem CB FEMinization of XX and XO animals 
fer BA FERtilization defective (abnormal 

sperm) 
fgd RE See exc 

fib BL FIBrillarin family 
fis MD S. cerevisiae FIS1-related 
fkb TP FK506-Binding protein family 
fkh JM ForKHead transcription factor 

family 
fli CGC FLI-I (Drosophila flightless) 

homolog 
flp NY FMRF-Like Peptide 
flr JC FLuoRide resistant 
flt KJ FLecTin 
flu TT abnormal FLUorescence under UV 

illumination 
fmi NG FlaMIngo (cadherin plus 7TM 

domain) homolog 
fmo CGC Flavin-containing MonoOxygenase 

family 
fog CB Feminization Of Germline 
fox CB Feminizing gene On X 
fre CGC Flavin REductase 
frh FP FRataxin (involved in human 

Friedrich's ataxia) Homolog 
frk JH Fer oncogene Related Kinase 
frm VJ FERM domain (protein4.1-ezrin-

radixin-moesin) family 
frs CGC phenylalanyl (F) tRNA Synthetase 
fsn ZM F-box SyNaptic Protein 
ftn CGC FerriTiN 
ftt DS Fourteen-Three-Three family 
fum SJ FUMarase 
fus JR hyperFUSion of epithelial cell 
fut CGC FUcosyl Transferase 
fzr SA FiZzy Related family 
fzy KR FiZzY (CDC20 protein family) 

homolog 
gab JD GABa receptor subunit 
gad BW GAstrulation Defective 
gak BC Germline-enhanced AT-HooK protein 
gap SD GTPase Activating Protein family 
gar DA G-protein-linked Acetylcholine 

Receptor 
gas CW General Anaesthetic Sensitivity 

abnormal 
gbh NA Gamma Butyrobetaine Hydroxylase 
gbr CGC GABA Receptor family 
gck JS Germinal Center Kinase family 
gcp - See cpr 
gcs LD gamma GlutamylCysteine Synthetase 
gcy JT Guanylyl CYclase 
gdi TN GDI (RabGDP Dissociation 

Inhibitor) family 
gei NR GEX Interacting protein 
gem EJ Gon-2 Extragenic Modifier 
ges JM abnormal Gut ESterase 
gex WM Gut on EXterior 
gfi NR GEI-4(Four) Interacting protein 
gfl LP human GAS41-Like 
ggr JC GABA/Glycine Receptor family (see 

gbr) 
gip TH Gamma-tubulin Interacting Protein 
gla WS Germ Line Apoptosis abnormal 
glb ED GLoBin 
glc DA Glutamate-gated ChLoride channel 
gld BS defective in Germ Line Development 
glh KB Germ-Line Helicase 
gln CGC GLutamiNe synthetase (glutamate-

ammonia ligase) 
glo JP Gut granule LOss 
glp JK abnormal Germ Line Proliferation 
glr CX GLutamate Receptor family (AMPA) 
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gls JK Germ Line Survival 
glt CGC GLutamate Transporter family 
glv - See mek 
gly WA GLYcosylation related 
gmp CB Growth iMPaired on M. nematophilum 
gna CGC Glucosamine phosphate N-Acetyl 

transferase 
gnd JK GoNad primordium Defective 
goa PS G protein,O, Alpha subunit 
gob JM Gut OBstructed or defective 
gon CB abnormal GONad development 
gop MQ Gro-1 OPeron gene 
gpa PS G Protein, Alpha subunit 
gpb PS G Protein, Beta subunit 
gpc NL G Protein, Gamma subunit 
gpd HH GPD (glyceraldehyde 3-phosphate 

dehydrogenase) 
gpn CH GlyPicaN 
gpr SV G Protein Regulator 
gpx ED Glutathione PeroXidase 
gqa PS G protein, class Q, Alpha subunit 
grd TB GRounDhog (hedgehog-like family) 
grh CGC GRainyHead (Drosophila 

transcription factor) homolog 
grk HA G-protein-coupled Receptor Kinase 
grl TB GRound-Like (grd related) 
grm FY Gaba Receptor Mislocalized 
gro CB abnormal GROwth rate 
grp CGC GTP exchange factor for ARFs 
grs CGC Glycyl tRNA Synthetase 
gsa FK G protein, Subunit Alpha 
gsk EU Glycogen Synthase Kinase family 
gsp TX yeast Glc Seven-like Phosphatases 
gst CGC Glutathione S-Transferase 
gsy GM Glycogen SYnthase 
gta RM GABA TransAminase family 
gtl HB Gon-Two Like (TRP subfamily) 
gum EJ GUt Morphology abnormal 
gur HM GUstatory Receptor family 
gus NA abnormal GlUcoronidaSe 
gut EH GUT differentiation defective 
hab TN HABituation abnormal 
haf BC HAlF transporter (PGP related) 
hal AV Homolog ALignment in meiosis 

abnormal 
ham NA HSN Abnormal Migration 
hap MQ yeast HAM (HydroxylAminoPurine 

sensitivity) related 
hbl BW HunchBack Like (fly gap gene 

related) 
hcd PS Hermaphrodite Copulation Defective 
hcf CGC human HCF1 related 
hch CB defective HatCHing 
hcp AR HoloCentric chromosome binding 

Protein 
hcr CGC Homolog of S. Cerevisiae Rad gene 
hda WM Histone DeAcetylase 
hdl BC Histidine Decarboxyase Like 
hel CGC HELicase 
hen JC HEsitatioN behavior 
her CB HERmaphrodization of XO animals 
hgo CGC HomoGentisate Oxidase 
hid JT High temperature-Induced Dauer 

formation 
hif ZG HIF (hypoxia inducible factor) 

homolog 
hil EC HIstone H1 Like 
him CB High Incidence of Males (increased 

X chromosome loss) 

his EM HIStone 
hkp - See hcp 
hlh KM Helix Loop Helix 
hmg CGC HMG 
hmp JJ HuMPback (dorsal lumps) 
hmr JJ HaMmeRhead embryonic lethal 
hmt - See haf 
hnd JK HAND bHLH transcription factor 

family 
hnl JR HNF(hepatocyte nuclear factor)-

Like 
hoe SH Homolog Of ELAC2 (cancer 

susceptibility locus) 
hog TB HOG only (Hedgehog Hog domain 

alone) 
hop GS Homolog Of Presenilin 
hot CX Homolog of Odr-2(Two) 
hpd GR 4-HydroxyPhenylpyruvate 

Dioxygenase (HPD) 
hpk EK Homeodomain interacting Protein 

Kinase 
hpl CGC HP1 Like (heterochromatin protein) 
hpr CGC Homolog of S.Pombe Rad 
hrp IA human HnRNP A1 homolog 
hrs CGC Histidyl tRNA Synthetase 
hsb CH Heat Shock factor Binding protein 
hse OH Heparan Sulfate-glucuronic acid-5-

Epimerase 
hsf CF Heat Shock Factor 
hsl - See dcs 
hsp BC Heat Shock Protein 
hst TC Heparan SulphoTransferase 
htp EZ Him-Three Paralog 
hum CGC Heavy chain, Unconventional Myosin 
hus TG human HUS1 related 
hyl CGC Homolog of Yeast Longevity gene 
hyp MC HYPoxia resistant 
iap - See bir 
icd JR Inhibitor of Cell Death 
icl CGC ICLn ion channel homolog 
icp MG InCenP homolog 
ida BL related to Islet cell Diabetes 

Autoantigen 
idf BP Irregular Dorsal Fusion 
ifa CZ Intermediate Filament, A 
ifb CZ Intermediate Filament, B 
ifc CZ Intermediate Filament, C 
ifd CGC Intermediate Filament, D 
ife EA Initiation Factor 4E (eIF4E) 

family 
iff JN Initiation Factor Five (eIF-5A) 

homologs 
ifg KX Initiation Factor 4G (eIF4G) 

family 
ifp CGC Intermediate Filament Protein, 

class E 
ify KR Interactor of FizzY protein 
igf CGC Insulin-like Growth Factor related 
ikb CD I Kappa B homolog 
ilp CGC Insulin-Like Protein 
ima CGC IMportin Alpha family 
imb SD IMportin Beta family 
ina NG INtegrin Alpha 
inb NJ INtegrin Beta 
inf CGC INitiation Factor 
ins CE INSulin related 
int CF INTegrin 
inx MQ INneXin 
ipp PS Inositol Polyphosphate 5-
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Phosphatase 
ire RE IRE1 kinase related 
iri HB Inositol 1,4,5-trisphosphate 

Receptor Interacting protein 
irk JT Inward Rectifying K (potassium) 

channel family 
irs CGC Isoleucyl tRNA Synthetase 
isp CGC Iron-Sulfur Protein 
ist GR Insulin receptor SubsTrate homolog 
isw MT yeast ISW (imitation SWI) homolog 
isx - See fem 
itr LM Inositol Triphosphate Receptor 
itt TJ Increased ThermoTolerance 
itx CGC InTestinal Neurexin-like 
jac PE Juxtamembrane domain-Associated 

Catenin 
jam SU Junction Associated Molecule 
jip KU JNK Interacting Protein (scaffold 

protein) 
jkk CGC JNK Kinase 
jnk CD Jun N-terminal Kinase 
jph FK JunctoPHilin 
jtr CGC human JTB gene Related 
jud LJ JUDang (Korean for resistant to 

alcohol) 
kal NA human KALlmann syndrome homolog 
kap SQ Kinesin-Associated Protein 
kat GR 3-Ketoacyl-coA Thiolase 
kel JN KELch-repeat containing protein 
kgb KB Kinase, GLH-Binding 
kin CGC protein KINase 
klc SQ Kinesin Light Chain 
klp SQ Kinesin-Like Protein 
klq - See kqt 
knl TH Kinetochore NuLl 
kpc KR Kex-2 Proprotein Convertase family 
kqt JT potassium channel, KvQLT family 
kra HK Ketamine Response Abnormal 
krs CGC lysyl (K) tRNA Synthetase 
ksr MH Kinase Suppressor of activated Ras 
kup BL Kinase UPstream gene (in operon) 
kvs ZB K (potassium) Voltage-gated 

Sensory channel subunit 
lad DD L1 CAM ADhesion molecule homolog 
laf BG Lethal And Feminizing 
lag JK Lin-12 And Glp-1 phenotype 
lam NJ LAMinin related.  See also lmb- 
lan - See ric 
lap CGC Leucine AminoPeptidase 
lar - See ric 
lat NJ LATrophilin receptor 
lbp OT Lipid Binding Protein 
ldb TB LIM domain Binding Protein 
ldh CGC Lactate DeHydrogenase 
lea CGC plant Late Embryo Abundant (LEA) 

related 
lec CGC gaLECtin 
lem CGC LEM domain protein 
lep DF LEPtoderan male tail 
let KR LEThal 
lev ZZ LEVamisole resistant 
lfe PS Let-23 Fertility 

effector/regulator 
lfi SV Lin-5 (Five) Interacting protein 
lgg YT LC3, GABARAP and GATE-16 family 
lgx GS Lin-12 and Glp-1 X-hybridizing 
lig MV LIGase 
lim GR LIM domain family 
lin CB abnormal cell LINeage 

lip AH Lateral-signal-Induced Phosphatase 
lir ML LIn-26 Related 
lis TU LIS-1 (human lissencephaly gene) 

related 
lit GE Loss of InTestine 
liv DR long-LIved and Viable after 

thermal stress 
lmb NJ LaMinin B related 
lmn CGC nuclear LaMiN 
lmp PD LAMP/CD68 related 
lmr CB LaMinin receptor related 
lnr AX LoNeR 
lon CB LONg 
lov PS Location Of Vulva defective 
lpd GR LiPid Depleted 
lpl JK LiPoate Ligase 
lrg RL Let-99 Related Gene 
lrk KU Leucine-rich repeats, Ras-like 

domain, Kinase 
lrn UT LeaRNing abnormal 
lrp GS Low-density lipoprotein Receptor 

Related 
lrs CGC Leucyl tRNA Synthetase 
lrx GS LRP X(cross)-hybridizing 
lsm CGC LSM Sm-like protein 
lss CT Let-Seven (let-7) Suppressor 
lst GS Lateral Signaling Target 
lsy OH Laterally SYmmetric (defective in 

lateral asymmetry) 
ltd LM Lim and Transglutaminase Domain 
lys IG LYSozyme 
mab CB Male ABnormal 
mac RE Member of AAA family binding CED-4 
mad MQ MAternal effect Dumpy 
mag BW Drosophila MAGonashi homolog 
mah TN MAHi (uncoordinated in Japanese) 
mai BL Mitochondrial ATPase Inhibitor 

family 
mal MQ Maternal effect mALformed 
man JK Male Asymmetric goNad defect 
map SV Methionine AminoPeptidase 
mar GE bag-of-MARbles embryonic arrest 
mat AG Metaphase-to-Anaphase Transition 

defect 
mau MQ MAternally affected Uncoordination 
mav CGC Metal AVoidance abnormal 
max CZ Motor AXon guidance 
mbf HL MBF (multiprotein bridging factor) 

transcriptional coactivator 
mbk EK MiniBrain Kinase (Drosophila) 

homolog 
mbr CGC honeybee MBlk-1 Related factor 
mca CGC Membrane Calcium ATPase 
mcb TS MCB (Multi-ubiquitin Chain Binding 

protein) homolog 
mcm SD yeast MCM (licensing factor) 

related 
mdf KR MAD (yeast Mitosis Arrest 

DeFicient) related 
mdh CGC Malate DeHydrogenase 
mdl CGC MAD-Like 
mdt CGC MeDiaTor 
mec TU MEChanosensory abnormality 
med JR Mesoderm and Endoderm 

Determination 
mef KM related to vertebrate MEF2 

transcription factor 
mei KK defective MEIosis 
mek MH MAP kinase kinase or Erk Kinase 
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mel KK Maternal Effect Lethal 
mep JK Mog interacting, Ectopic P 

granules 
mes SS Maternal Effect Sterile 
mev TK abnormal MEthyl Viologen 

sensitivity 
mex JJ Muscle EXcess 
mgl JC Metabotropic GLutamate receptor 

family 
mgm ZA See eat 
mif CGC MIF (macrophage migration 

inhibitory factor) related 
mig CB abnormal cell MIGration 
mio CGC Mlx transcription factor 

InteractOr family 
mir VT MIcro RNA 
mix TY MItosis and X associated 
mkk WS MKK (MAP Kinase Kinase) homolog 
mlc TR Myosin Light Chain 
mlh MV MLH (MutL Homolog) family 
mlk KU human MLK (Mixed Lineage Kinase) 

homolog 
mlp UU MLP/CRP family (Muscle LIM 

Protein/Cysteine-rich Protein) 
mls PD Mesodermal Lineage Specification 
mlt VB MoLTing defective 
mml SM Myc and Mondo-Like 
mms MV yeast MMS related 
moc ME MOlybdenum Cofactor biosynthesis 
mod MT Modulation Of locomotion Defective 
moe - See oma 
mof NY Modifier of Flp gene expression 
mog JK Masculinisation Of Germline 
mom JJ More Of MS 
mor CB MORphological: rounded nose 
mpk SD MAP Kinase 
mpl BA Major sperm Protein-Like 
mps ZB MiRP K channel accessory Subunit 
mpz CGC Multiple PDZ domain protein 
mre AV yeast MRE recombination/repair 

homolog 
mrg CGC human MRG (Mortality factor-

Related Gene) related 
mrp NL Multidrug Resistance Protein 

family 
mrs CGC Methionyl tRNA Synthetase 
mrt CB MoRTal germline 
msg DZ Male-Specific Gonad defective 
msh AV MSH (MutS Homolog) family 
msi MS MuSashI (fly neural) family 
msp BA Major Sperm Protein 
mtd TU Mec-3 (Three) Dependent expression 
mtk KU MTK1/MEKK4 homolog 
mtl CR MeTaLlothionein 
mtm NP MTM (myotubularin) family 
mua NJ MUscle Attachment abnormal 
muc MT human MUColipidosis related 
mud MQ Maternal effect Uncoordinated and 

Dumpy 
mum MQ Maternal effect Uncoordinated and 

Malformed 
mup NJ MUscle Positioning 
mus CGC MUS (Drosophila mutagen sensitive) 

related 
mut CB MUTator 
mxl CGC MaX-Like 
myb CGC related to oncogene MYB 
myo CB MYOsin heavy chain structural 

genes 

nab NC NeurABin 
nad CGC NADC (Na+coupled dicarboxylate 

transporter) family 
nas VH Nematode AStacin protease 
nat CGC Na-coupled electrogenic 

Transporter 
nca TS Novel Channel type/putative 

Nematode CAlcium channel 
ncc CGC Nematode Cell Cycle associated 
ncl CB abnormal NuCLeoli 
ncr JT NPC1 (human Niemann Pick C 

disease) Related 
ncs CGC Neuronal Calcium Sensor family 
ncx CGC Na/Ca eXchangers 
ndc TH Yeast NDC (nuclear division cycle) 

homolog 
ndg MP NorDiHydroGuaiaretic acid 

resistant 
ndx CGC NuDiX family 
ned PC mouse NEDd8 related 
neg EJ NEcrotic Gonad 
nex CGC anNEXin family 
nfi CGC NFI (Nuclear Factor I) family 
nfm VJ NeuroFibroMatosis homolog 
nft CGC NitFhit family 
ngn EM NeuroGeNin 
ngp CT Nuclear/nucleolar GTP-binding 

Protein family 
nha KY Na/H ATPase, Alpha subunit 
nhl CT NHL (ring finger b-box coiled 

coil) domain containing 
nhr AE Nuclear Hormone Receptor family 
nhx CGC Na/H eXchanger 
nic AQ NICotine hypersensitive 
nid CH NIDogen (basement membrane protein 
nka KY Na/K ATPase, Alpha subunit 
nkb KY Na/K ATPase, Beta subunit 
nlp HA Neuropeptide-Like Protein 
nlr CGC Neurexin Like receptor 
nlt MQ Non-specific Lipid Transfer 

protein 
nmr VM NMDA class glutamate receptor 
nmy CGC Non-muscle MYosin 
nnt CGC Nicotinamide Nucleotide 

Transhydrogenase 
nob BW kNOB-like posterior (NO Backside) 
nog GC NO Germ line 
nop KK NO Pseudocleavage 
nos JH NanOS related 
not KP NOse Touch response abnormal 
npa ED Nematode Polyprotein Allergen 

related 
npc - See ncr 
npp CGC Nuclear Pore complex Protein 
npr CX Neuropeptide Receptor family 
nrf JT Nose Resistant to Fluoxetine 
nrs CGC asparagiNyl tRNA Synthetase 
nsf AN NSF (N-ethylmaleimide sensitive 

secretion factor) homolog 
nsh PS Notch Signaling pathway Homolog 
nss JY Neuron Specific Serotonin 

deficient 
nst YL mammalian NucleoSTemin (stem cell 

marker) related 
nsy CX Neuronal Symmetry 
ntl CGC NOT-Like (yeast CCR4/NOT complex 

component) 
nuc CB abnormal NUClease 
nud TU Aspergillus NUclear Division 
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related 
num VB NUMb related 
nuo LB NADH Ubiquinone Oxidoreductase 
nup GE NUclear/pronuclear Position 

abnormal 
nxf CGC Nuclear eXport Factor 
nxt CGC NTF2-related ExporT protein 
oar - See emo 
oat CGC Organic Anion Transporter 
oca HA OCtAnol response defective 
ocr CX Osm-9 and Capsaicin receptor-

Related 
oct CGC Organic Cation Transporter 
odc CGC Ornithine DeCarboxylase 
odd JR Drosophila ODD-skipped-like 
odr CX ODoRant response abnormal 
ofm EG Olfactomedin 
ogr KK Oocyte and Germ line Related 
ogt KM O-Linked GlcNAc Transferase 
oig OH One IG domain 
old TJ Overexpression Longevity 

Determinant 
oma TX Oocyte MAturation defective 
ooc SP abnormal OOCyte formation 
ops CGC OPSin related 
opt CGC OligoPeptide Transporter 
opu - See inx 
ora MQ Onchocerca Related Antigen family 
orc CGC ORC family 
osm HA OSMotic avoidance abnormal 
osr AM Osmotic Stress Resistant 
ost CGC OSTeonectin (SPARC) related 
oxi TK OXidative stress Induced 
oxr TM OXidative stress Resistance 
oxy TM abnormal OXYgen sensitivity 
paa YC Phosphatase 2A regulatory A 

subunit 
pab SD PolyA Binding protein 
pad FR PAtterning Defective 
paf CGC PAF-acetylhydrolase 
pag CGC PAttern of reporter Gene 

expression abnormal 
pak CGC P21-Activated Kinase family 
pal CB Posterior ALae in males 
pam CGC Puromycin-sensitive AMinopeptidase 
pan KB P-granule Associated Novel protein 
pap MW Poly-A Polymerase 
par KK abnormal embryonic PARtitioning of 

cytoplasm 
pas MV Proteasome Alpha Subunit 
pat RW Paralysed Arrest at Two-fold 
pax CM PAX (Paired box) transcription 

factor 
pbm CGC PhD domain, Bromodomain, MBD (MeC 

binding) 
pbo JT PBOc defective (defecation) 
pbs MV Proteasome Beta Subunit 
pcm CGC Protein Carboxymethyltransferase 
pcn MV PCNA (Proliferating Cell Nuclear 

Antigen) homolog 
pcp EC Prolyl Carboxy Peptidase like 
pcs EE PhytoChelatin Synthase 
pct SC PCTAIRE class cell cycle kinase 
pdd KN Post-Deirid Defective 
pdi TP Protein Disulfide Isomerase 
pdk GR PDK-class protein kinase 
pdl DP Phosphodiesterase DeLta-like 
pdr BR Parkinson's Disease Related 
peb OK Pharyngeal Enhancer Binding 

pef CGC Phosphatase with EF hands 
pek RE human PERK kinase homolog 
pel JR Pharynx and ELongation defect 
pen CE Presenilin ENhancer (enhancer of 

sel-12(null)) 
pep - See opt 
pes UL Patterned Expression Site 
pex EJ Pachytene EXit defect 
pfn EU ProFiliN 
pgl SS P GranuLe abnormality 
pgp NL P-GlycoProtein related 
pha GE defective PHArynx development 
phb LB mitochondrial ProHiBitin complex 
phf EC PHd Finger family 
phg CGC PHarynx-associated GAS (growth 

arrest protein) related 
phi AM Protein Homeostasis Interference 
phm DA PHaryngeal Muscle 
pho JM intestinal acid PHOsphatase 
php BW Posterior Hox gene Paralog 
phy TP Proline HYdroxylase 
pie JJ Pharynx and Intestine in Excess 
pif YK PIF1p DNA helicase (yeast) homolog 
pik CD Pelle/IL-1 receptor associated 

Kinase (IRAK) 
pin OH PINch protein family 
pip YK Pos-1 Interacting Protein 
pis CGC PIS (Pax-2, IA-1/6, Smad-2 

interacting protein) homolog 
pkc TF Protein Kinase C 
pkd PS human PKD2 (polycystic kidney 

disease) related 
pla EG PhosphoLipase A 
plc HB PhosphoLipase C 
pld CD PhosphoLipase D 
plg CB copulatory PLuG formation 
plk AG POLO Kinase 
pll HB PhosphoLipase C Like 
plp JR Pur alpha Like Protein 
plx ST PLeXin 
pme CGC Poly(ADP-ribose) Metabolism Enzyme 
pmk KU P38 Map Kinase family 
pmp BC Peroxisomal Membrane Protein 

related 
pmr CGC PMR-type Golgi ATPase 
pms MV PMS (Post Meiotic Segregation) 

family 
pna GE ProNuclear Appearance abnormal 
pnk GR PaNtothenate Kinase 
pnm GE ProNuclear Migration abnormal 
pod HY Polarity and Osmotic sensitivity 

Defect 
pom JH POlarity Misplaced in 1-cell 

embryo 
pop JJ POsterior Pharynx defect 
pos WM POsterior Segregation 
pph SA Protein PHosphatase 
ppk PK PIP Kinase 
ppp PK PyroPhosPhorylase family 
pps CGC 3'-Phosphoadenosine 5'-

Phosphosulfate Synthetase 
ppt CGC Palmitoyl Protein Thioesterase 
ppw NL PAZ/PIWI domain-containing 
pqe HA PolyQ (poly glutamine tract) 

toxicity Enhancer 
pqm CGC ParaQuat (Methylviologen) 

responsive 
pqn PS Prion-like-(Q/N-rich)-domain-

bearing protein 
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pra - See rab 
prc PS PRotraction of spicules 

Constitutive 
pre UQ Phosphine REsistant 
prg CGC Piwi (fruitfly) Related Gene 
pri MV DNA PRImase homolog 
prk NL Pim (mammalian oncogene) Related 

Kinase 
pro GC PROximal proliferation in germline 
prp CGC yeast PRP (splicing factor) 

related 
prs CGC Prolyl tRNA Synthetase 
prx CGC PeRoXisome assembly factor 
pry CF PolyRaY 
psa HS Phasmid Socket Absent 
psr CU PhosphatidylSerine Receptor family 
pst OH PAPS (adenosine 3'-phosphate 5'-

phosphosulfate) Transporter 
ptb IA human PTB (hnRNP) homolog 
ptc PK PaTChed family 
ptd PK disPaTchED family 
ptl CGC Protein with Tau-Like repeats 
ptp WS Protein Tyrosine Phosphatase 
ptr PK PaTched Related family 
puf JK PUF (Pumilio/FBF) domain-

containing 
pug - See prg 
pun BW Pharynx UNattached 
pus LT PseudoUridine Synthase family 
pvf NA PDGF/VEGF growth factor related 
pvl SD Protruding VuLva 
pvp NJ abnormal PVP neuron staining 
pxf FZ PDZ eXchange Factor 
pxn CH PeroXidasiN (Drosophila 

peroxidase) homolog 
pyc JF PYruvate Carboxylase 
pyr OK PYRimidine biosynthesis 
qid CF Q neuroblast Is Defective in 

polarization and migration 
qrs CGC see ers, gln 
qua TB QUAhog (hedgehog related) 
qui NA QUInine non-avoider 
rab NM RAB family 
rac CGC RAC related 
rad CGC RADiation sensitivity 

abnormal/yeast RAD-related 
raf PS related to oncogene RAF 
ram SB abnormal RAy Morphology 
ran CGC associated with RAN (nuclear 

import/export) function 
rap NL RAP homolog (vertebrate Rap GTPase 

family) 
ras CGC R-RAS related 
rba WM RbAp48 related 
rbd TB RBD (RNA binding domain) protein 
rbf NM RaBPHilin 
rbl - See rab 
rbp CGC RNA Binding Protein 
rbr GR RB (Retinoblastoma Binding 

protein) Related 
rbx CGC yeast RBX (ring finger protein) 

homolog 
rcn KJ Regulator of CalciNeurin 
rcq NB ReCQ DNA helicase family 
rde WM RNAi DEfective 
rdh - See rad 
rdy ML Rod-like lethal, DYe-filling 

defective 
rec KR abnormal RECombination 

red LX REsistant to Dopamine 
ref CF REgulator of Fusion 
ret CGC RETiculon protein 
rfc MV RFC (DNA replication factor) 

family 
rfl EU ectopic membrane RuFfLes in embryo 
rfs MV Rad-51 (Fifty one) like, Short 
rgr CGC RGR (yeast transcriptional 

mediator complex) homolog 
rgs LX Regulator of G protein Signaling 
rha CGC RNA HelicAse 
rhi CGC RHo GDI 
rhl CB RNA HeLicase related 
rho MH RHO (small G protein) family 
rhr CGC RH (Rhesus) antigen Related 
rib DA related to mammalian RIB-affecting 

EXT gene family 
ric RM Resistance to Inhibitors of 

Cholinesterase 
rig VH neuRonal IGCAM 
rim NM Rab-3 Interacting Molecule 
rls SZ Regulator of Let-2 Splicing 
rme DH Receptor Mediated Endocytosis 
rnf WS RiNg Finger protein 
rnh CGC RNase H 
rnp TY RNP (RRM RNA binding domain) 

containing 
rnr SV RiboNucleotide Reductase 
rnt TB RuNT related 
rok PS Regulator Of Kinase 
rol CB ROLler: helically twisted, animals 

roll when moving 
rom AH RhOMboid (Drosophila) related 
rop CGC RO (Ro) ribonucleoProtein family 
ros TJ Resistant to Oxygen Stress 
rot GE ROTation of embryonic centromere 

abnormal 
rpa CGC Ribosomal Protein, Acidic 
rpc DB RNA Polymerase, Class III (C) 
rpl CGC Ribosomal Protein, Large subunit 
rpm NM Regulator of Presynaptic 

Morphology 
rpn MV proteasome Regulatory Particle, 

Non-ATPase-like 
rpo DR RNA POlymerase 
rpp BL acidic Ribosomal Protein P21 

family 
rps CGC Ribosomal Protein, Small subunit 
rpt MV proteasome Regulatory Particle, 

ATPase-like 
rpy LJ RaPsYn 
rrf EL RNA-dependent RNA polymerase 

Family 
rrn CGC Ribosomal RNA 
rrp MH Ras-Related Protein 
rrs CGC Ribosomal RNA, Small (5S) 
rrt CGC aRginyl aa-tRNA syntheTase 
rsk - See spk 
rsn BL RNA, Small Nuclear (snRNA) 
rsp IA SR Protein (splicing factor) 
rsr IA SR protein related 
rta CGC tRNA (RNA, Transfer), Alanine 
rtc CGC tRNA (RNA, Transfer), Cysteine 
rtd CGC tRNA (RNA, Transfer), Aspartic 

acid (D) 
rte CGC tRNA (RNA, Transfer), Glutamic 

acid (E) 
rtf CGC tRNA (RNA, Transfer), 

Phenylalanine (F) 
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rtg CGC tRNA (RNA, Transfer), Glycine 
rth CGC tRNA (RNA, Transfer), Histidine 
rti CGC tRNA (RNA, Transfer), Isoleucine 
rtk CGC tRNA (RNA, Transfer), Lysine (K) 
rtl CGC tRNA (RNA, Transfer), Leucine 
rtm BH tRNA (RNA, Transfer), Methionine 
rtn CGC tRNA (RNA, Transfer), Asparagine 

(N) 
rtp CGC tRNA (RNA, Transfer), Proline 
rtq CGC tRNA (RNA, Transfer), Glutamine 

(Q) 
rtr CGC tRNA (RNA, Transfer), Arginine (R) 
rts CGC tRNA (RNA, Transfer), Serine 
rtt CGC tRNA (RNA, Transfer), Threonine 
rtu CGC tRNA (RNA, Transfer), 

Selenocysteine (U) 
rtv CGC tRNA (RNA, Transfer), Valine 
rtw CGC tRNA (RNA, Transfer), Tryptophan 

(W) 
rtx - See rtu 
rty CGC tRNA (RNA, Transfer), Tyrosine (Y) 
ryr - See unc 
sad CX Synapses of Amphids Defective 
saf NF Suppressor of ADAM Family defect 
sag - See dgk, eat 
sai ZM SAD-1 Interacting protein 
sak - See jnk 
sam NM Synaptic vesicle tag Abnormal in 

Mec cells 
san MB Suspended ANimation defective 
sao AC Suppressor of Aph-One (aph-1) 
sap CGC Spliceosome-Associated Protein 
sas GE Spindle ASsembly abnormal 
sax CX Sensory AXon guidance 
sbp CD Sterol regulatory element Binding 

Protein 
sca UG SERCA (Sarco-Endoplasmic Reticulum 

Calcium ATPase) 
scc TY yeast SCC (mitotic condensin 

subunit) homolog 
scd JT Suppressor of Constitutive Dauer 

formation 
sch CGC Sodium CHannel related 
scl CGC SCP-Like extracellular protein 
scm VH SCAMP (synaptic vesicle protein) 

homolog 
scp CD SREBP Cleavage activating Protein 

(SCAP) homolog 
scu EU Sperm CUe abnormal 
sdc TY Sex determination and Dosage 

Compensation defect 
sdf JC Synthetic Dauer Formation 
sdh LB SDH (Succinate DeHydrogenase) 
sdm - See sod 
sdn TC SynDecaN 
sea TY Signal Element on Autosome 
sec IA yeast SEC homolog 
sek KU SAPK/ERK kinase 
sel GS Suppressor/Enhancer of Lin-12 
sem MT SEx Muscle abnormal 
sep WH SEParase 
ser DA SERotonin/octopamine receptor 

family 
set SS SET (trithorax/polycomb) domain 

containing 
seu NW Suppressor of Ectopic Unc-5 
sex TY Signal Element on X 
sft AW SurFeit homolog 
sgg - See gsk 

sgk BR Serum- and Glucocorticoid- 
inducible kinase homolog 

sgn LS SarcoGlycaN 
sgs NL Suppressor of G protein S defect 
shk JT SHaKer family of potassium 

channels 
shn KJ SHaNk related 
sho MT Suppressor of touch-induced Head 

Oscillation 
shv BS SHiVa (4-armed) gonad 
shw JT SHaW family of potassium channels 
sid HC Systemic RNA Interference 

Defective 
sig CC Silencing In Germline defective 
sin VT Small INterfering RNA (natural 

siRNA) 
sip CR Stress Induced Protein 
sir LG yeast SIR related 
ski - See dac 
skn JJ SKiNhead 
skp KV mammalian SKIP (Ski interacting 

protein) homolog 
skr ET SKp1 Related (ubiquitin ligase 

complex component) 
sle WH SLow Embryonic development 
slf CT Suppressor of Lin-Forty one (lin-

41) defect 
slg JP Skn-1-Like Gene 
sli PS Suppressor of LIneage defect 
slm DA Suppressor of Lethal Mek-1 
sln CGC SL1(oNe) transpliced leader 
slo WH SLOwpoke potassium channel family 
slr MH Synthetic with Lin-35/Rb 
sls BL tranSpliced Leader Sequence 
slt CX SLiT (Drosophila) homolog 
sma CB SMAll 
smc MG SMC (structural maintenance of 

chromosomes) family 
smd CGC SAM Decarboxylase 
smf IG yeast SMF (divalent cation 

transporter) homolog 
smg CB Suppressor with Morphological 

effect on Genitalia 
smi LM SMN (survival of motor neuron) 

protein Interactor 
smn FF SMN (human Survival Motor Neuron 

gene) homolog 
smo CGC SUMO (ubiquitin-related) homolog 
smp NW SeMaPhorin related 
smr LM SMN (Survival of Motor Neuron 

protein) Related 
smu SP Suppressor of Mec and Unc defects 
snb CGC SyNaptoBrevin related 
snc VT Small NonCoding RNA 
snd PY Sensory Neuron Defect 
snf RM Sodium:Neurotransmitter symporter 

Family 
sng NM SyNaptoGyrin family 
snn CGC SyNapsiN 
sno PS SNO (small nucleolar RNA) 
snr TE Small Nuclear Ribonucleoprotein 
sns PY Sensory Neuron Specification 

(formerly sensory defect) 
snt RM SyNapTotagmin 
snx RT Sorting NeXin 
soc NH Suppressor Of Clr 
sod CGC SOD (superoxide dismutase) 
sof RE Suppressor Of Fog-1 
sog EL Suppressor Of Glp-1 



TABLE TWO:    GENE NAME CLASSES AND DESCRIPTIONS 
 
N       Lab    Description or explanation                                   N      Lab    Description or explanation 
 

 19 

sol VM Suppressor Of Lurcher movement 
defect 

som AG Suppressor Of Mat-3 
son PS Sheath tO Neuron transformation 
sop SE Suppressor of Pal-1 
sos PS Drosophila SOS homolog 
sox NL SOX (mammalian SRY box) family 
spa CGC Sodium/Potassium ATPase 
spc DM SPeCtrin 
spd WH SPindle Defective 
spe SP defective SPErmatogenesis 
spf JK Somatic gonad Primordium Formation 

abnormal 
spg SJ human SPG (spastic paraplegia) 
sph NM SyaptoPHysin 
spk KU SR Protein Kinase 
spl CGC Sphingosine Phosphate Lyase 
spn RL SPiNdle orientation defective 
spo AV homolog of yeast SPOrulation gene 
spp CGC SaPosin-like Protein family 
spr GS Suppressor of PResenilin defect 
spt CGC SPT transcription factor family 
spy CF Suppressor of PolyraY 
sqt BE SQuaT 
sqv MT SQuashed Vulva 
sra CX Serpentine Receptor, class A 

(alpha) 
srb CX Serpentine Receptor, class B 

(beta) 
src WM SRC oncogene related 
srd CX Serpentine Receptor, class D 

(delta) 
sre CX Serpentine Receptor, class E 

(epsilon) 
srf AT SuRFace antigenicity abnormal 
srg CX Serpentine Receptor, class G 

(gamma) 
srh HM Serpentine Receptor, class H 
sri HM Serpentine Receptor, class I 
srj HM Serpentine Receptor, class J 
srk - See spk 
srl BC Suppressor of Roller Lethality 
srm HM Serpentine Receptor, class M 
srn HM Serpentine Receptor, class N 
sro CX Serpentine Receptor, class O 

(opsin) 
srp VK SeRPin 
srq OH Serpentine Receptor, class Q 
srr HM Serpentine Receptor, class R 
srs CGC Seryl tRNA Synthetase 
sru HM Serpentine Receptor, class U 
srv HM Serpentine Receptor, class V 
srw HM Serpentine Receptor, class W 
ssb FH Single-Stranded DNA-Binding 

protein family 
ssg BA Spermatogenesis-Specific Gene 
ssp BA Sperm-Specific family, class P 
ssq BA Sperm-Specific family, class Q 
ssr BA Sperm-Specific family, class R 
sss BA Sperm-Specific family, class S 
sst BA Sperm Specific Transcript 
stb LJ Single-stranded Telomere Binding 

protein 
stc CGC STCH (truncated HSP) family 
std DG STuck in Diakinesis 
sth HK SpermaTHecal expression 
stl MQ STomatin-Like 
stn LS SynTrophiN 
sto MQ STOmatin 

stp - See ptp 
str CX Seven TM Receptor 
stu CB STerile and Uncoordinated 
sud GE SUpernumerary cell Divisions 
sue AZ SUppressor of Elongation defect 
suf CGC SUppressor-of-Forked (Drosophila) 

homolog 
sul OH SULfatase domain protein 
sum GS SUppressor of Multi-vulva 

phenotype 
sun WH SUN (S. pombe sad1/Ce-UNC-84) 

domain protein 
sup CB SUPpressor 
sur MH SUppressor of activated let-60 Ras 
sus DR SUppressor of Suppressor 
suv MT SUpressor of Vulvaless 
swp CGC splicing factor (Suppressor of 

White aPricot) related 
sxc ED SiX Cysteine domain protein 
syc NG SYnthetic CAN migration defect 
syd CZ SYnapse Defective 
syg CX SYnaptoGenesis abnormal 
syh - See hrs 
sym SP SYnthetic lethal with Mec 
syn MG SYNtaxin 
syp AV SYnaPsis in meiosis abnormal 
syr JW SYnthetic Roller 
sys JK SYmmetrical Sister cell 

hermaphrodite gonad defect 
syt BS SYnthetic Tumorous germline 
tab TU Touch ABnormal 
tac GZ TACC (transforming acid coiled 

coil) protein family 
taf CGC TAF (TBP-associated transcription 

factor) family 
tag VC Temporarily Assigned Gene name 
tam PD Tandem Array expression Modifier 
tap KU TAK1 kinase/MOM-4 binding Protein 
tau - See ptl 
tax GT abnormal CHEmotaxis 
tba CGC TuBulin, Alpha 
tbb CGC Tubulin, Beta 
tbg CGC TuBulin Gamma 
tbh MT Tyramine Beta Hydroxylase 
tbp CGC TATA-Binding Protein 
tbx CGC T BoX family 
tcf - See ric 
tcl KS T Cell Lineage defect 
tcp - See cct 
tdc MT Tyrosin DeCarboxylase 
teg BS Tumorous Enhancer of Glp-1(gf) 
ten RU TENeurin 
tfg CGC human TFG related 
tgt CGC TRNA Guanine Transglycosylase 
tig LT TransformIng Growth factor beta 

family 
tim RG TIMeless (Drosophila/mammal) 

related 
tin CGC Transport to INner mitochondrial 

membrane (yeast TIM) 
tip DZ Tra-1 Interacting Protein 
tir IG TIR (Toll and Interleukin 1 

Receptor) domain protein 
tkr CGC TachyKinin Receptor family 
tlf SM TBP-Like Factor 
tli CGC ToLlIp homolog 
tlk JS Tousled-Like Kinase 
tlp KS T lineage defect, LePtoderan tail 
tmd CGC TropoMoDulin 
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tmr - See lev 
tmy HK TropoMYosin 
tnc HK TropoNin C 
tni HK TropoNin I 
tnt EE TropoNin T 
toc MQ similar to Transporter Of divalent 

Cations 
toh LT TOllisH (Tolloid and BMP-1 family) 
tol CD TOLl (Drosophila) family 
top CGC TOPoisomerase 
tor UA human TORsin related 
tpa MJ TPA (tetradecanoyl phorbol 

acetate) resistant 
tph GR TryPtophan Hydroxylase 
tpi CGC Triose Phosphate Isomerase 
tpp CGC Trehalose 6-Phosphate Phosphatase 
tps CGC Trehalose 6-Phosphate Synthase 
tpx ED Thioredoxin PeroXidase 
tra CB TRAnsformer : XX animals 

transformed into males 
tre CGC TREhalase 
trf CD TNF Receptor Associated Factor 

(TRAF) homolog 
trh - See tre 
trm CGC TRNA Methylase 
trp PS TRP (transient receptor potential) 

channel family 
trs CGC Threonyl tRNA Synthetase 
trt CB Telomerase Reverse Transcriptase 
trx EG ThioRedoXin     [see also xtr] 
tsn NL Tudor Staphylococcal Nuclease 

homolog 
tsp HM TetraSPanin family 
tsr IA Transporter of SR proteins 
ttb CGC TFII(two)B (general transcription 

factor) 
tth ON Tetra THymosin (four thymosin 

repeat protein) 
tts DR Transcribed Telomerase-like 

Sequence 
ttx PR abnormal ThermoTaXis 
tub CD TUBby-related 
twk JT TWiK family of potassium channels 
tyr ED TYRosinase 
uaf BL U2AF splicing factor 
uba PC UBA (human ubiquitin) related 
ubc PC UBiquitin Conjugating enzyme 
ubl PS UBiquitin-Like family 
ubq PC UBiQuitin 
uch KJ Ubiquitin C-terminal Hydrolase 

homolog 
uev PC Ubiquitin E2 (conjugating enzyme) 

variant 
ufd BR Ubiquitin Fusion Degradation 

(yeast UFD homolog) 
ugt OZ UDP-GlucuronosylTransferase 
ula PC yeast ULA (ubiquitin activating) 

homolog 
unc CB UNCoordinated 
upr CGC Unfolded Protein Response abnormal 
usp CGC Ubiquitin Specific Protease 
uts CGC Unidentified Trans-Spliced 

transcript 
uvt BL Unidentified Vitellogenin-linked 

Transcript 
uxt TY Unidentified X-linked Transcript 
vab CB Variable ABnormal morphology 
vac CZ VACuolated appearance 
vap LL Venom-Allergen-like Protein 

vav VM mammalian VAV (oncogene) related 
vbh RN Vasa- and Belle-like Helicase 
vbp TK VHL (von Hippel-Landau) Binding 

Protein 
vem RZ VEMA (mammalian ventral midline 

antigen) related 
ven ST VENtral cord displaced or detached 
ver CGC VEGF (vascular endothelial growth 

factor) Receptor family 
vet BW Very Early Transcript 
vex PS Vulval EXecution defective 
vha CGC Vacuolar H ATPase 
vhl ET Von Hippel-Lindau tumor suppressor 

homolog 
vhp CGC VH1 dual-specificity phosphatase 

family 
vig NL VIG (Drosophila Vasa Intronic 

Gene) ortholog 
vit BL VITellogenin structural genes 

(yolk protein genes) 
vmp - See cut 
vps CGC related to yeast Vacuolar Protein 

Sorting factor 
vrs CGC Valyl tRNA Synthetase 
wah CU Worm AIF (apoptosis inducing 

factor) Homolog 
wee AG WEE homolog 
wly SK WaLlerian-like decaY (axonal 

degeneration) 
wnk KU mammalian WNK-type protein kinase 

homolog 
wnt - See cwn 
wrk OH Wrapper/Rega-1/Klingon homolog 
wrm VT Worm aRMadillo 
wrn MV human WRN (Werner's syndrome) 

related 
wrs CGC tryptophanyl (W) tRNA Synthetase 
wrt TB WaRThog (hedgehog-like family) 
wsp BD WASP (actin cytoskeleton 

modulator) homolog 
wve BD WAVE (actin cytoskeleton 

modulator) homolog 
xbp RE X-box Binding Protein homolog 
xbx OE X-BoX promoter element regulated 
xnp CGC human XNP gene related 
xol TY XO Lethal 
xpa CGC human XPA (Xeroderma pigmentosum 

comp grp A) related 
xrn CGC XRN (mouse/S. cerevisiae) 

ribonuclease related 
xtr PK MX region of TRA-2 Related 
ypp CGC tYrosine PhosPhatase 
yrn CGC Y RNA 
yrs CGC tYrosinyl tRNA Synthetase 
zag SK Zinc finger plus homeodomain, Axon 

Guidance 
zak KU mammalian ZAK kinase homolog 
zen JR Zygotic epidermal ENclosure 

defective 
zfh - See zag 
zfp CGC Zinc Finger Protein 
zif JH ZInc Finger-interacting protein 
zig OH 2 (Zwei) IG-domain protein 
zip OK bZIP transcription factor family 
zmp CH Zinc MetalloProtease 
zyg BW ZYGote defective: embryonic lethal 
zyx KB ZYXin 
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3-LETTER PHENOTYPIC DESCRIPTIORS 
(NO LABORATORY DESIGNATION) 

 
 
 
abs - ABnormal Spindle positioning 
adl - ADult Lethal 
bmd - Body Morphology Defect 
con - CONstipated 

cpa - 
CytoPlasmic Appearance abnormal in 
early embryo 

etv - Embyonic Terminal arrest, Variable 
fgc - Few Germ Cells 
gom - GOnad Migration defect 
hya - HYperActive 
led - Late Embryonic Defect 
lva - LarVal Arrest 
lvl - LarVal Lethal 
mul - MULtinucleate cells in early embryo 
muv - MUltiple Vulval differentiation 
nmo - Nuclear MOrphology abnormal in 

early embryo 

npo - 
Nuclear POsition alteration in 
early embryo 

ocs - One Cell arreSt 
peg - Pale EGg 
pit - Pale InTestine 
prl - PaRaLysed 

prm - 
PRonuclear Migration defect in 
early embryo 

rup - RUPtured 
sck - SiCK 
slu - SLUggish 

spi - 
SPIndle position and orientation 
abnormal 

ste - STErile 
stp - STerile Progeny 
tum - TUMorous germline 
var - Variable terminal ARrest 
vul - VULvaless 
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aap-1 I -0.41 C 
aat-1 IV 4.33 P 
aat-3 X -14.59 P 
abc-1 V 5.71 G 
abf-1 I -1.95 P 
abf-2 I -1.95 P 
abf-3 V 8.92 P 
abf-4 V 25.04 P 
abf-5 X 8.44 P 
abf-6 X 8.45 P 
abl-1 X 2.33 C 
abt-1 IV 4.56 P 
abt-2 I -10.13 P 
abt-3 IV 7.15 P 
abt-4 V -20.01 C 
abt-5 I 13.03 P 
abu-1 V 2.51 P 
abu-2 X -18.22 P 
abu-3 X 24.25 P 
abu-4 V -15.06 P 
abu-5 IV 13.68 P 
abu-6 V -2.94 P 
abu-7 V -2.93 P 
abu-8 V -2.83 P 
abu-9 X -0.18 P 
abu-10 X -9.40 P 
abu-11 II -17.85 P 
ace-1 X 23.92 C 
ace-2 I -3.82 C 
ace-3 II 22.89 C 
ace-4 II 22.83 P 
acn-1 X -6.19 P 
aco-1 X 3.03 P 
aco-2 III -0.47 P 
acr-2 X -2.56 P 
acr-3 X -2.55 P 
acr-5 III -1.19 C 
acr-6 I -1.42 P 
acr-7 II 0.58 C 
acr-8 X 1.88 P 
acr-9 X 14.06 P 
acr-10 X -8.66 P 
acr-11 I 1.25 P 
acr-12 X 12.69 C 
acr-13 X 4.48 P 
acr-14 II 0.79 P 
acr-15 V 1.46 P 
acr-16 V 1.46 P 
acr-17 V -13.45 P 
acr-18 V 8.34 P 
acr-19 I 3.42 C 
acr-20 II 22.95 P 
acr-21 III -1.10 P 
acr-22 X -1.66 P 

acr-23 V -8.71 P 
act-1 V 2.93 P 
act-2 V 2.92 C 
act-3 V 2.92 C 
act-4 X -6.20 P 
act-5 III 21.30 P 
act-123 V 2.92 G 
acy-1 III -2.64 C 
acy-2 V -0.46 C 
acy-3 III -4.25 P 
acy-4 V -1.31 P 
add-1 X -6.20 P 
add-2 V 3.58 P 
adm-2 X 14.30 C 
adm-4 X -1.31 C 
adn-1 I 3.61 G 
adn-2 V -0.09 G 
adp-1 II 2.48 G 
adr-1 I 2.34 C 
adr-2 III -0.77 C 
ads-1 III -26.96 P 
adt-1 X 7.94 P 
adt-2 X -1.52 P 
aex-1 I 2.18 C 
aex-2 X 1.50 G 
aex-3 X -19.49 C 
aex-4 X -11.61 G 
aex-5 I 27.40 C 
aex-6 I 21.23 G 
age-1 II 3.59 C 
age-2 I  N 
ags-3 X -5.76 P 
agt-1 IV 8.61 P 
agt-2 II -1.79 P 
aha-1 I 4.73 C 
ahr-1 I 3.78 C 
aip-1 V 5.92 C 
air-1 V 1.24 C 
air-2 I 0.49 C 
ajm-1 X 0.67 C 
aka-1 II 0.50 C 
akt-1 V 2.42 C 
akt-2 X 16.57 C 
ale-1 III 11.15 G 
alg-1 X 15.59 C 
alg-2 II -15.59 C 
alh-1 III -2.14 P 
alh-2 V -18.09 P 
alh-3 IV 4.79 P 
alh-4 V -0.18 P 
alh-5 V -16.40 P 
alh-6 II -15.49 P 
alh-7 II 17.74 P 
alh-8 II 3.99 P 
alh-9 III -1.44 P 

alh-10 X -1.82 P 
alh-11 III -26.10 P 
alh-12 III -0.73 P 
ali-1 V 3.41 G 
aly-1 IV 4.05 P 
aly-2 IV 4.06 P 
aly-3 IV 5.71 P 
ama-1 IV 0.05 C 
ama-2 V 4.97 G 
amo-7 I  N 
amt-1 X -7.24 P 
amt-2 IV 7.59 P 
amt-3 II 0.79 P 
amt-4 X -7.26 P 
amx-1 III -4.25 C 
amx-2 I 13.97 P 
amx-3 V 25.42 P 
anc-1 I -1.51 C 
aos-1 V 2.28 P 
apc-2 III -0.40 P 
apc-10 V 2.54 C 
apc-11 III -3.04 C 
ape-1 V 3.25 P 
aph-1 I 3.67 C 
aph-2 I 4.95 C 
apl-1 X -6.19 C 
apm-1 I -0.10 P 
apn-1 II 0.67 P 
apo-2 III 6.89 G 
apo-3 III -2.33 G 
apo-4 III  N 
app-1 I -0.43 P 
apr-1 I 2.46 C 
aps-2 X -7.57 P 
apt-1 I 25.72 P 
apt-2 V -0.42 P 
apt-3 III -12.26 P 
apt-4 X 1.07 P 
apt-5 II -6.67 P 
apt-6 I 2.38 C 
apt-7 X -18.88 P 
apt-8 I -16.99 P 
apt-9 X 2.85 P 
apt-10 V 2.23 P 
apx-1 V -10.52 C 
arc-1 II 1.64 C 
ard-1 IV 4.91 P 
arf-1 III -1.45 P 
arf-3 IV 3.54 P 
arf-6 IV 15.83 P 
arg-1 X -17.58 P 
ark-1 IV 6.09 C 
arl-1 II 0.82 P 
arl-3 II 23.18 P 
arl-5 III 1.12 P 
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arl-6 IV 3.36 P 
arl-7 X 21.63 P 
arr-1 X -18.88 C 
ars-1 II 3.48 P 
ars-2 I -1.86 P 
art-1 II 0.18 P 
arx-1 I -5.31 P 
arx-2 V 2.48 P 
arx-3 III 14.39 P 
arx-4 III -25.72 P 
arx-5 III 18.51 P 
arx-6 III -2.44 P 
arx-7 I -4.48 P 
asb-1 III -3.03 P 
asb-2 X -7.54 P 
asc-1 II 24.08 P 
asg-1 I 3.01 P 
asg-2 X -2.34 P 
asm-1 II 0.15 P 
asm-2 X 2.94 P 
asm-3 IV -25.95 P 
asp-1 V 19.25 P 
asp-2 V 1.96 P 
asp-3 X -2.42 P 
asp-4 X 10.42 P 
asp-5 V 1.27 P 
asp-6 V 1.27 P 
atg-1 IV 16.34 C 
atg-2 II 23.27 C 
atl-1 V 2.07 P 
atm-1 I -19.33 C 
atn-1 V 4.36 P 
atp-2 III -1.91 C 
atx-2 III 2.51 P 
avr-14 I 0.50 C 
avr-15 V 5.46 C 
bac-1 I 2.43 G 
baf-1 III 0.57 P 
bag-1 I 1.22 P 
bar-1 X -1.80 C 
bas-1 III -1.46 C 
bas-2 II 0.88 C 
bbs-1 I 24.53 P 
bbs-2 IV 3.50 P 
bbs-7 III 15.53 P 
bbs-8 V 0.13 P 
bca-1 X -3.48 P 
bcc-1 IV 4.83 P 
bec-1 IV 2.05 P 
ben-1 III -6.09 C 
bir-1 V 3.23 C 
bir-2 V 5.49 P 
bli-1 II 2.85 C 
bli-2 II -0.98 C 
bli-3 I -19.39 C 

bli-4 I 0.95 C 
bli-5 III 21.21 C 
bli-6 IV 3.19 G 
bmk-1 V 6.36 C 
brc-1 III -4.25 P 
brd-1 III -0.91 P 
bre-1 IV 8.76 G 
bre-2 III 6.88 G 
bre-3 III 0.34 G 
bre-4 I -1.56 G 
bre-5 IV 5.66 C 
brf-1 II 0.50 C 
brp-1 III 14.15 P 
btf-1 II 15.44 P 
bub-1 I 1.86 P 
byn-1 III -0.88 C 
cab-1 X 6.96 C 
cad-1 II 23.11 G 
cah-1 III -2.13 P 
cah-2 II 0.50 P 
cah-3 X 24.01 P 
cah-4 X 12.70 P 
cah-5 X -1.91 P 
cah-6 I -3.12 P 
cal-1 V 4.40 P 
cal-2 II 0.94 P 
cal-3 IV -2.10 P 
cal-4 IV 4.62 P 
cam-1 II 1.06 C 
cam-2 I 22.91 G 
can-1 III 7.09 G 
cap-1 IV 3.31 C 
cap-2 II 3.13 C 
cas-1 X 24.06 P 
cat-1 X -4.39 C 
cat-2 II -17.84 C 
cat-4 V 2.80 G 
cat-6 V 5.30 G 
cav-1 IV 4.41 C 
cav-2 V 5.48 C 
cbp-1 III 0.99 C 
cca-1 X -1.14 C 
ccb-1 I -3.08 C 
ccf-1 III 13.39 C 
cco-1 I 3.91 P 
ccp-13A7 II 1.72 C 
ccp-14A5 V -2.03 C 
ccp-31A1 IV 4.05 C 
ccp-44 II -1.26 C 
ccr-4 IV 5.86 P 
cct-1 II 0.79 C 
cct-4 II 0.79 P 
cct-5 III -3.16 P 
cct-6 III -1.44 P 
cdc-6 I -1.56 P 

cdc-14 II -1.10 P 
cdc-25.1 I 1.14 C 
cdc-25.2 V -18.40 C 
cdc-25.3 III 0.01 C 
cdc-25.4 II 2.15 P 
cdc-42 II 0.51 C 
cdd-1 X -0.34 C 
cdd-2 IV 3.35 C 
cdf-1 X -2.88 C 
cdh-1 III -9.74 P 
cdh-3 III -0.61 C 
cdh-4 III -3.15 C 
cdh-5 IV 3.93 P 
cdh-6 V 4.83 P 
cdh-7 II 23.61 C 
cdh-8 IV -26.43 P 
cdh-9 X 24.06 P 
cdh-10 IV -7.71 P 
cdh-11 II -0.81 C 
cdh-12 III -23.82 P 
cdk-1 III 0.96 C 
cdk-4 X 12.69 C 
cdk-5 III 21.22 C 
cdk-7 I -9.99 C 
cdk-8 I 3.02 P 
cdk-9 I 8.05 P 
cdl-1 II 2.94 C 
cdr-1 V 9.15 P 
cdt-1 I -4.39 P 
cec-1 III -0.28 C 
ced-1 I 13.02 C 
ced-2 IV -18.71 C 
ced-3 IV 8.51 C 
ced-4 III -2.48 C 
ced-5 IV 4.61 C 
ced-6 III -1.51 C 
ced-7 III 0.73 C 
ced-8 X -0.16 C 
ced-9 III 2.38 C 
ced-10 IV -3.62 C 
ced-11 III 0.17 C 
ced-12 I 4.77 C 
ced-13 X -0.18 C 
ceh-1 X -7.01 P 
ceh-2 I 0.70 C 
ceh-5 I 3.88 P 
ceh-6 I 2.86 C 
ceh-7 II 0.86 P 
ceh-8 I 2.70 P 
ceh-10 III -1.45 C 
ceh-12 I 0.46 P 
ceh-13 III -0.66 C 
ceh-14 X -1.65 C 
ceh-16 III -0.21 P 
ceh-17 I -1.04 C 
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ceh-18 X -9.23 C 
ceh-19 IV 3.50 C 
ceh-20 III -0.85 C 
ceh-21 X -17.48 P 
ceh-22 V 2.72 C 
ceh-23 III -0.55 C 
ceh-24 V 5.60 C 
ceh-26 III -0.41 P 
ceh-27 V 3.24 P 
ceh-28 X 9.73 P 
ceh-30 X -12.63 C 
ceh-31 X -12.63 P 
ceh-32 V 3.26 C 
ceh-33 V -2.37 P 
ceh-34 V -2.40 P 
ceh-35 V 6.27 P 
ceh-36 X 16.66 P 
ceh-37 X 16.66 C 
ceh-38 II 0.17 P 
ceh-39 X -17.47 P 
ceh-40 X 7.02 C 
ceh-41 X -17.48 P 
ceh-43 III -3.17 C 
ceh-44 III -12.69 P 
cej-1 III -3.16 P 
cel-1 I 3.84 P 
cep-1 I 2.73 C 
ces-1 I 2.96 C 
ces-2 I 28.96 C 
ces-3 IV 8.63 G 
cey-1 II 3.14 C 
cey-2 I 0.24 P 
cey-3 I 0.18 C 
cey-4 III 5.48 P 
cfi-1 I 4.12 C 
cft-1 V -1.61 P 
cfz-2 V -9.59 P 
cgh-1 III -0.73 C 
cgp-1 V -20.01 P 
cha-1 IV -3.31 C 
chd-3 X 8.70 C 
che-1 I 1.20 C 
che-2 X -19.76 C 
che-3 I 2.47 C 
che-5 IV  N 
che-6 IV  N 
che-7 V  N 
che-10 II -2.80 G 
che-11 V 3.67 C 
che-12 V 2.28 G 
che-13 I 5.05 C 
che-14 I 0.45 C 
che-15 II  N 
chi-1 I 2.13 P 
chi-2 II -17.85 P 

chk-1 V -8.29 P 
chk-2 V 23.99 C 
chn-1 I 0.82 C 
cho-1 IV 8.51 C 
chp-1 I -0.41 P 
cht-1 X -10.39 C 
cib-1 I -0.29 G 
cib-3 I -6.70 G 
cit-1.1 III -0.45 P 
cit-1.2 III -0.45 C 
cka-1 IV 4.39 P 
cka-2 X -7.79 P 
ckb-1 III -3.18 P 
ckb-2 III -3.18 P 
ckb-3 III -3.18 P 
ckb-4 V -15.87 P 
ckc-1 X -10.06 P 
cki-1 II 0.57 C 
cki-2 II 0.57 C 
ckk-1 III -1.45 P 
cku-70 III 6.54 P 
cku-80 III -3.17 P 
cky-1 V 4.63 P 
clc-1 X 2.85 P 
clc-2 X -1.70 P 
clc-3 X -10.44 P 
clc-4 X 2.47 P 
clc-5 X -1.70 P 
cle-1 I 3.03 C 
clh-1 II 4.11 C 
clh-2 II 3.42 P 
clh-3 II 0.50 P 
clh-4 X -8.40 P 
clh-5 II 1.01 P 
clh-6 V 3.61 P 
cli-1 V -0.39 P 
cli-2 IV 2.98 P 
clk-1 III -1.88 C 
clk-2 III -0.72 C 
clk-3 II 22.20 G 
cln-3.1 V 3.03 C 
cln-3.2 I -0.20 C 
cln-3.3 V 1.53 C 
clp-1 III -0.46 P 
clp-2 III -2.82 C 
clp-3 I 13.04 P 
clp-4 III -18.60 P 
clp-6 IV -19.87 P 
clp-7 IV -19.81 P 
clr-1 II -1.33 C 
cls-2 III 0.13 P 
clu-1 III 0.57 P 
clx-1 IV 3.48 C 
cmd-1 V -19.89 P 
cmk-1 IV -15.54 C 

cnb-1 V 3.09 C 
cnd-1 III -1.90 C 
cnk-1 III 2.16 P 
cnt-1 II 6.17 P 
cnt-2 III 4.50 P 
cnx-1 III 1.10 C 
cod-1 V 1.26 G 
cod-2 I 10.00 G 
cod-4 III -2.01 G 
cod-5 II 0.14 G 
cod-6 III -0.91 G 
cod-7 I 0.10 G 
cod-8 III  N 
cod-9 IV  N 
cod-10 I 8.96 N 
cod-11 I  N 
cod-12 II  N 
cod-13 III  N 
cod-14 V  N 
cod-15 I  N 
cog-1 II 23.70 C 
cog-2 IV 3.28 C 
cog-3 IV -27.06 G 
coh-1 X -1.68 P 
coh-3 V 6.37 C 
col-2 IV 4.46 C 
col-3 IV 3.97 C 
col-5 IV 5.43 G 
col-7 I 2.04 P 
col-8 III -0.85 P 
col-9 X 13.79 P 
col-10 V 1.95 P 
col-12 V 2.54 P 
col-13 V 2.53 P 
col-14 IV 3.48 P 
col-17 II -3.21 P 
col-19 X -19.91 P 
col-20 II -3.20 P 
col-33 IV 0.08 P 
col-34 IV 0.00 C 
col-35 I 2.03 P 
col-36 II 0.50 P 
col-37 V 3.70 P 
col-38 II 0.81 P 
col-39 II 2.84 P 
col-40 II -15.58 P 
col-41 X 22.13 P 
col-43 V 1.02 P 
col-44 X 13.80 P 
col-45 I -19.59 P 
col-46 I -18.69 P 
col-47 I -18.68 P 
col-48 I -5.18 P 
col-49 I -4.48 P 
col-50 I -3.06 P 
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col-51 I -3.05 P 
col-52 I -1.03 P 
col-53 I 0.27 P 
col-54 I 0.46 P 
col-55 I 0.84 P 
col-56 I 0.87 P 
col-57 I 0.88 P 
col-58 I 0.94 P 
col-59 I 1.39 P 
col-60 I 1.72 P 
col-61 I 1.84 P 
col-62 I 2.04 P 
col-63 I 2.70 P 
col-64 I 3.99 P 
col-65 I 8.91 P 
col-66 I 9.28 P 
col-67 II -18.01 P 
col-68 II -17.88 P 
col-69 II -17.45 P 
col-70 II -15.28 P 
col-71 II -6.73 P 
col-72 II -6.70 P 
col-73 II -3.19 P 
col-74 II -0.91 P 
col-75 II -0.31 P 
col-76 II 0.79 P 
col-77 II 0.79 P 
col-78 II 1.05 P 
col-79 II 2.84 P 
col-80 II 2.85 P 
col-81 II 3.13 P 
col-82 II 3.13 P 
col-83 II 3.14 P 
col-84 II 4.12 P 
col-85 II 9.61 P 
col-86 II 14.53 P 
col-87 II 22.33 P 
col-88 III -27.16 P 
col-89 III -2.62 P 
col-90 III -0.48 P 
col-91 III -0.33 P 
col-92 III 5.71 P 
col-93 III 5.71 P 
col-94 III 5.72 P 
col-95 III 11.80 P 
col-96 III 11.81 P 
col-97 III 20.39 P 
col-98 III 20.47 P 
col-99 IV -27.01 P 
col-101 IV -26.59 P 
col-102 IV -25.62 P 
col-103 IV -24.52 P 
col-104 IV -20.41 P 
col-105 IV -20.38 P 
col-106 IV -19.67 P 

col-107 IV -19.05 P 
col-108 IV -16.35 P 
col-109 IV -15.67 P 
col-110 IV 0.86 P 
col-111 IV 0.97 P 
col-112 IV 3.20 P 
col-113 IV 3.30 P 
col-114 IV 3.31 P 
col-115 IV 3.59 P 
col-116 IV 3.75 P 
col-117 IV 3.97 P 
col-118 IV 3.98 P 
col-119 IV 3.99 P 
col-120 IV 4.13 P 
col-121 IV 4.21 P 
col-122 IV 4.31 P 
col-123 IV 4.43 P 
col-124 IV 4.56 P 
col-125 IV 4.93 P 
col-126 IV 4.94 P 
col-127 IV 4.94 P 
col-128 IV 5.00 P 
col-129 IV 5.70 P 
col-130 IV 5.90 P 
col-131 IV 7.70 P 
col-132 IV 7.81 P 
col-133 IV 11.33 P 
col-135 IV 12.96 P 
col-136 IV 15.20 P 
col-137 IV 15.28 P 
col-138 IV 16.20 P 
col-139 V -4.71 P 
col-140 V -0.60 P 
col-141 V 0.29 P 
col-142 V 0.30 P 
col-143 V 0.31 P 
col-144 V 1.94 P 
col-145 V 1.94 P 
col-146 V 2.07 P 
col-147 V 2.07 P 
col-148 V 2.41 P 
col-149 V 2.45 P 
col-150 V 2.45 P 
col-151 V 2.52 P 
col-152 V 2.57 P 
col-153 V 2.85 P 
col-154 V 3.10 P 
col-155 V 3.10 P 
col-156 V 3.13 P 
col-157 V 3.15 P 
col-158 V 3.41 P 
col-159 V 4.98 P 
col-160 V 4.98 P 
col-161 V 5.10 P 
col-162 V 5.32 P 

col-163 V 25.06 P 
col-164 X -17.07 P 
col-165 X -7.78 P 
col-166 X -3.22 P 
col-167 X -3.10 P 
col-168 X -3.09 P 
col-169 X -3.09 P 
col-170 X -3.08 P 
col-171 X -3.07 P 
col-172 X -2.61 P 
col-173 X -2.18 P 
col-174 X -1.61 P 
col-175 X 0.89 P 
col-176 X 1.73 P 
col-177 X 2.82 P 
col-178 X 2.86 P 
col-179 X 2.86 P 
col-180 X 6.13 P 
col-181 X 6.90 P 
col-182 X 7.73 P 
col-183 X 12.61 P 
col-184 X 12.62 P 
col-185 X 12.68 P 
col-186 X 23.01 P 
col-187 X 23.29 P 
coq-1 I -0.02 C 
coq-2 III -0.88 P 
coq-3 IV 12.48 C 
coq-4 I -1.97 P 
coq-5 III -0.54 P 
coq-6 V 1.99 P 
coq-8 III -2.46 P 
cor-1 III 2.09 P 
cow-1 V 2.80 G 
cpb-1 III 0.42 P 
cpb-2 II -0.40 P 
cpb-3 I 0.45 P 
cpf-1 II 0.82 P 
cpf-2 III 21.17 P 
cpi-1 IV 4.24 P 
cpl-1 V 10.63 C 
cpn-1 I 2.96 P 
cpn-2 II -17.16 P 
cpn-3 I -1.86 P 
cpn-4 I 5.90 P 
cpr-1 V 3.55 P 
cpr-2 V 10.50 P 
cpr-3 V 7.78 P 
cpr-4 V 0.11 P 
cpr-5 V -19.90 P 
cpr-6 X -2.71 C 
cps-6 I -1.27 C 
cpz-1 I -7.68 C 
cpz-2 V 5.22 P 
crb-1 X 24.09 P 
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crh-1 III 11.59 C 
crn-1 I -3.57 P 
crn-2 V -1.42 P 
crn-3 II 2.69 P 
crn-4 X -15.96 P 
crn-5 II 2.69 P 
crn-6 III 0.47 P 
crs-1 I -8.04 P 
crs-2 I -8.01 P 
crt-1 V -0.34 C 
csb-1 X 22.98 P 
csc-1 II 18.62 P 
csg-1 III 2.00 G 
csg-2 III -0.59 G 
csg-3 III  N 
csg-4 III  N 
csg-6 III  N 
csg-7 III  N 
csg-8 III  N 
csk-1 I -19.72 P 
csn-1 V 13.42 P 
csn-2 I 0.67 P 
csn-3 IV -27.01 P 
csn-4 IV -22.30 P 
csn-5 IV 2.03 P 
csn-6 IV 8.52 P 
csp-1 II 18.66 P 
csp-2 IV 3.16 P 
csp-3 I 13.02 P 
csq-1 X 19.86 P 
cta-1 III -0.59 G 
cta-2 III -17.51 G 
cta-3 III -0.59 G 
cta-4 III 0.19 G 
cta-5 III  N 
ctl-1 II 22.90 C 
ctl-2 II 22.90 P 
ctn-1 I -8.12 P 
cts-1 III 2.02 P 
cua-1 III 21.22 C 
cuc-1 III -0.53 P 
cul-1 III 2.52 C 
cul-2 III 21.36 C 
cul-3 V -20.01 P 
cul-4 II 0.50 P 
cul-5 V 2.31 P 
cul-6 IV 6.04 P 
cup-1 I 18.53 G 
cup-2 I 4.69 G 
cup-3 II 0.82 G 
cup-4 III -0.53 C 
cup-5 III -0.66 C 
cup-7 IV -6.52 G 
cup-8 V -19.21 G 
cup-9 V 4.54 G 

cup-10 V -0.84 G 
cup-11 X -2.55 G 
cut-1 II 3.39 P 
cut-6 III 5.54 P 
cux-7 III -0.71 P 
cwn-1 II -17.87 C 
cwn-2 IV 4.46 P 
cwp-1 V -4.05 P 
cwp-2 V -4.05 P 
cwp-3 V -4.05 P 
cwp-4 V -3.31 P 
cya-2 II -14.58 P 
cyb-1 IV 4.68 C 
cyb-2.1 IV 4.78 P 
cyb-2.2 I -1.65 P 
cyb-3 V 8.00 C 
cyd-1 II 13.66 C 
cye-1 I 1.32 C 
cyk-1 III -0.83 C 
cyk-2 IV 15.74 G 
cyk-3 III -1.43 C 
cyk-4 III 21.54 C 
cyp-1 V 6.25 P 
cyp-2 III 21.37 P 
cyp-3 V 7.54 P 
cyp-4 II 3.13 C 
cyp-5 I 29.21 P 
cyp-6 III -26.11 C 
cyp-7 V 7.54 P 
cyp-8 X 0.44 C 
cyp-9 III -4.68 P 
cyp-10 II 0.15 P 
cyp-11 II 0.86 P 
cyp-12 IV 3.30 P 
cyp-13 IV 16.09 P 
cyp-14 I 2.97 P 
cyp-15 I 20.72 P 
cyp-16 II 5.78 P 
cyp-17 V -0.69 P 
dab-1 II 0.79 P 
dac-1 III -25.94 C 
dad-1 I 1.22 P 
daf-1 IV -27.01 C 
daf-2 III -9.02 C 
daf-3 X -19.49 C 
daf-4 III -1.46 C 
daf-5 II 22.20 C 
daf-6 X 21.50 C 
daf-7 III -25.97 C 
daf-8 I 3.09 G 
daf-9 X -3.50 C 
daf-10 IV 4.05 G 
daf-11 V 3.27 C 
daf-12 X 2.39 C 
daf-13 X -6.71 G 

daf-14 IV 4.56 C 
daf-15 IV 4.19 G 
daf-16 I 5.06 C 
daf-18 IV -26.05 C 
daf-19 II 2.11 C 
daf-21 V 6.66 C 
daf-22 II 12.11 G 
daf-25 I  N 
daf-28 V 23.52 C 
daf-29 II  N 
daf-30 IV  N 
daf-31 IV  N 
daf-32 V  N 
daf-33 III  N 
daf-34 III  N 
daf-35 III  N 
dao-2 II -4.05 P 
dao-3 X -0.63 P 
dao-4 X 1.73 P 
dao-5 I 4.72 C 
dao-6 III 0.94 P 
dap-3 II 2.68 P 
dat-1 III 0.34 P 
daz-1 II -1.42 C 
dbl-1 V 0.13 C 
dbr-1 I 1.16 P 
dcp-66 I 2.11 P 
dcr-1 III -0.40 C 
dcs-1 V 24.65 P 
ddp-1 III -18.21 P 
deb-1 IV 3.30 C 
dec-1 X 18.37 G 
dec-2 III 21.70 G 
dec-7 III 0.66 G 
dec-9 IV 4.69 G 
dec-10 X 2.22 G 
dec-11 IV 17.00 G 
dec-12 I -10.77 G 
deg-1 X -1.38 C 
deg-3 V 3.11 C 
del-1 X 16.67 C 
del-2 IV 4.35 P 
des-1 X  N 
des-2 V 3.11 C 
des-4 X  N 
dgk-1 X -18.87 C 
dgk-2 X -7.46 C 
dgk-3 III 0.27 C 
dgn-1 X 2.69 P 
dhc-1 I -1.28 C 
dhp-1 I 1.85 P 
dhp-2 IV 4.46 P 
dhs-1 I -0.19 P 
dhs-2 I -0.08 P 
dhs-3 I 2.69 P 
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dhs-4 I 3.83 P 
dhs-5 II -1.43 P 
dhs-6 II -1.04 P 
dhs-7 II 0.50 P 
dhs-8 II 23.02 P 
dhs-9 III -1.77 P 
dhs-11 III 4.30 P 
dhs-12 IV 4.55 P 
dhs-13 V -17.50 P 
dhs-14 V -12.71 P 
dhs-15 V -12.69 P 
dhs-16 V -0.45 P 
dhs-17 V -0.41 P 
dhs-18 V 2.91 P 
dhs-19 V 3.15 P 
dhs-20 V 3.21 P 
dhs-21 V 4.62 P 
dhs-22 V 6.29 P 
dhs-23 V 7.96 P 
dhs-24 V 24.15 P 
dhs-25 X -18.09 P 
dhs-26 X -10.47 P 
dhs-27 X -10.36 P 
dhs-28 X -2.37 C 
dhs-29 X -1.44 P 
dhs-30 X 24.08 P 
die-1 II 1.85 C 
dif-1 IV 3.36 C 
dif-2 IV 4.83 G 
dig-1 III -0.95 G 
dim-1 X -0.70 C 
dis-3 IV 4.52 C 
div-1 III 2.07 C 
div-2 III -22.63 G 
dlc-1 III -1.25 P 
dlg-1 X -5.19 C 
dli-1 IV 7.85 P 
dlk-1 I 13.44 C 
dna-2 II 4.05 P 
dnc-1 IV 4.76 C 
dnc-2 III -1.43 P 
dnj-1 IV 4.95 P 
dnj-2 IV 4.95 P 
dnj-3 V 7.27 P 
dnj-4 I -0.19 P 
dnj-5 II 0.13 P 
dnj-6 V -1.74 P 
dnj-7 X -1.79 P 
dnj-8 II -0.09 P 
dnj-9 II -3.24 P 
dnj-10 III -0.20 P 
dnj-11 IV 3.21 P 
dnj-12 I 26.60 P 
dnj-13 II 3.64 P 
dnj-14 X -6.84 C 

dnj-15 IV -0.30 P 
dnj-16 III -3.76 P 
dnj-17 III 21.21 P 
dnj-18 III -2.83 P 
dnj-19 V -1.75 P 
dnj-20 II 1.62 P 
dnj-21 I 0.31 P 
dnj-22 V 1.41 P 
dnj-23 II 1.02 P 
dnj-24 III -1.71 P 
dnj-25 V 25.10 C 
dnj-26 IV 5.79 P 
dnj-27 I 13.02 P 
dnj-28 I -5.22 P 
dnj-29 I 22.76 P 
dnj-30 I -7.53 P 
dog-1 I 29.14 C 
dom-3 I -0.43 P 
dom-6 IV 3.88 C 
dop-1 X -7.70 C 
dop-2 V 2.07 P 
dpl-1 II 1.06 C 
dpr-1 V 5.80 P 
dpy-1 III -19.14 G 
dpy-2 II 0.06 C 
dpy-3 X -16.99 C 
dpy-4 IV 12.73 C 
dpy-5 I 0.00 C 
dpy-6 X 0.00 C 
dpy-7 X -1.64 C 
dpy-8 X -6.19 C 
dpy-9 IV -27.00 C 
dpy-10 II 0.00 C 
dpy-11 V 0.00 C 
dpy-13 IV 0.00 C 
dpy-14 I 1.38 C 
dpy-17 III -2.18 G 
dpy-18 III 8.78 C 
dpy-19 III -0.18 C 
dpy-20 IV 5.18 C 
dpy-21 V 13.18 G 
dpy-22 X 1.72 C 
dpy-23 X -7.77 C 
dpy-24 I 4.70 G 
dpy-25 II -3.72 G 
dpy-26 IV 5.91 C 
dpy-27 III -4.25 C 
dpy-28 III 5.34 C 
dpy-30 V 3.74 C 
drh-1 IV 3.22 P 
drh-2 IV 3.22 P 
dro-1 III 21.21 P 
drp-1 IV 1.84 P 
drs-1 III 0.57 P 
drs-2 V 3.60 P 

dsc-1 X 21.81 G 
dsc-2 V -17.22 G 
dsc-3 IV 0.92 G 
dsc-4 IV -27.00 G 
dsc-5 II 10.19 G 
dsh-1 II -1.89 P 
dsh-2 II -2.53 C 
dsl-1 IV -21.43 P 
dsl-2 IV -21.45 P 
dsl-3 IV -18.53 P 
dsl-4 X 16.28 P 
dsl-5 IV 5.07 C 
dsl-6 IV 4.97 P 
dsl-7 V 4.79 P 
duo-1 V 3.19 P 
dur-1 IV 4.46 P 
dyb-1 I -15.68 C 
dyc-1 X 16.11 C 
dyf-1 I -0.53 G 
dyf-2 III 21.40 G 
dyf-3 IV -6.09 G 
dyf-4 V 4.31 G 
dyf-5 I 3.62 G 
dyf-6 X 2.19 G 
dyf-7 X 2.18 G 
dyf-8 X 1.44 C 
dyf-9 V 24.22 G 
dyf-10 I 1.52 G 
dyf-11 X -18.26 G 
dyf-12 X 2.18 G 
dyf-13 II 0.25 G 
dyn-1 X 22.90 C 
dys-1 I 9.19 C 
eat-1 IV 3.99 C 
eat-2 II 22.51 C 
eat-3 II 1.34 G 
eat-4 III 0.17 C 
eat-5 I 1.88 C 
eat-6 V 4.96 C 
eat-7 IV -16.70 G 
eat-8 III -25.44 G 
eat-9 I 15.34 G 
eat-10 IV -26.62 G 
eat-13 X 1.39 G 
eat-14 X 5.67 G 
eat-15 I 1.75 G 
eat-16 I 3.88 C 
eat-17 X 23.97 G 
eat-18 I 25.72 C 
eat-20 X 22.80 C 
eca-39 X 8.83 P 
eff-1 II 0.79 C 
efk-1 III -1.42 P 
efl-1 V 11.44 C 
efl-2 II 17.08 P 



TABLE THREE:    GENES LISTED ALPHABETICALLY 
 
GENE        LG     POS       NOTE             GENE        LG      POS       NOTE             GENE        LG     POS       NOTE 
 

 28 

efn-2 IV 4.63 C 
efn-3 X 12.63 C 
efn-4 IV -25.91 C 
eft-1 III -1.43 P 
eft-2 I 3.63 P 
eft-3 III -0.85 P 
eft-4 X -1.23 P 
egl-1 V 6.30 C 
egl-2 V -19.84 C 
egl-3 V 2.30 C 
egl-4 IV -15.05 C 
egl-5 III -0.56 C 
egl-6 X -3.94 G 
egl-7 III -3.20 G 
egl-8 V -20.01 C 
egl-9 V 2.57 C 
egl-10 V 4.34 C 
egl-11 V 3.19 G 
egl-12 V 16.27 G 
egl-13 X -4.58 C 
egl-14 X -3.80 G 
egl-15 X 2.85 C 
egl-17 X -19.75 C 
egl-18 IV -13.51 C 
egl-19 IV 3.33 C 
egl-20 IV 4.42 C 
egl-21 IV 4.61 C 
egl-23 IV 11.14 C 
egl-24 III -0.99 G 
egl-25 III -1.50 G 
egl-26 II -17.88 C 
egl-27 II 0.12 C 
egl-28 II 1.61 G 
egl-30 I -12.56 C 
egl-31 I 3.07 G 
egl-32 I 3.40 C 
egl-33 I 4.02 G 
egl-34 I -2.36 G 
egl-35 III 17.34 G 
egl-36 X 2.40 C 
egl-37 II 1.44 G 
egl-38 IV 4.55 C 
egl-40 IV 4.33 G 
egl-42 II 0.32 G 
egl-43 II 1.82 C 
egl-44 II -0.84 C 
egl-45 III -0.56 C 
egl-46 V 0.13 C 
egl-47 V 2.20 C 
egl-49 X  N 
egl-50 II 23.48 G 
ego-1 I 2.21 C 
ego-2 I 7.52 G 
ego-3 V 6.58 G 
ego-4 III 0.84 G 

ego-5 III 0.72 G 
egr-1 V -8.49 C 
ehn-1 II 0.50 G 
ehs-1 II -0.92 C 
eif-3.B II 23.53 P 
eif-3.C I 4.12 P 
eif-3.D III 0.06 P 
eif-3.E I 5.06 P 
eif-3.F II 1.11 P 
eif-3.G II 0.79 P 
eif-3.H I -1.27 P 
eif-3.I I -8.83 P 
eif-3.K V 4.75 C 
eif-6 I 14.30 P 
elb-1 III 11.91 P 
elc-1 III -21.83 P 
elc-2 X -17.60 P 
eld-1 X -3.49 G 
elo-1 IV 4.29 C 
elo-2 IV 16.82 P 
elo-3 IV 3.31 P 
elo-4 III 0.43 P 
elo-5 IV 1.65 C 
elo-6 IV 1.65 C 
elo-7 IV 4.29 P 
elo-8 III 7.49 P 
elo-9 II 23.86 P 
elp-1 V 25.13 C 
elt-1 IV 4.34 C 
elt-2 X 2.08 C 
elt-3 X 15.53 C 
elt-4 X 2.06 P 
elt-6 IV -13.45 P 
emb-1 III -4.11 G 
emb-2 III -4.71 G 
emb-3 IV 3.53 G 
emb-4 V 21.34 G 
emb-5 III -2.79 C 
emb-6 I -0.49 G 
emb-7 III -2.80 G 
emb-8 III -3.14 G 
emb-9 III 0.43 C 
emb-10 I 5.70 G 
emb-11 IV 4.84 G 
emb-12 I 2.06 G 
emb-13 III -22.50 G 
emb-14 I 1.69 G 
emb-15 X 8.49 G 
emb-16 III -0.77 G 
emb-17 I  N 
emb-18 V 2.20 G 
emb-19 I 2.17 G 
emb-20 I 13.31 G 
emb-21 II 0.60 G 
emb-22 V 1.23 G 

emb-23 II 2.77 G 
emb-24 III 0.03 G 
emb-25 III -0.34 G 
emb-26 IV 2.40 G 
emb-27 II 0.79 C 
emb-28 V 14.07 G 
emb-29 V -18.36 G 
emb-30 III 0.57 C 
emb-31 IV 2.90 G 
emb-32 III -6.66 G 
emb-34 III 0.34 G 
emb-35 IV 0.26 G 
emo-1 V 2.82 C 
emo-2 III  N 
emo-3 IV  N 
emo-4 V  N 
emo-5 II  N 
emo-6 III  N 
emr-1 I -12.54 C 
end-1 V 5.88 C 
end-3 V 5.93 C 
ent-1 IV 5.12 C 
enu-1 II  N 
enu-2 III  N 
eor-1 IV 1.29 C 
eor-2 X 18.42 C 
eos-1 IV  N 
eos-2 III  N 
epi-1 IV 4.65 C 
eps-8 IV 12.60 C 
erd-2 X 1.87 P 
erm-1 I -0.18 P 
ero-1 I 26.31 P 
erp-1 X -9.39 C 
ers-1 IV 12.77 P 
ers-2 I 4.94 P 
ers-3 IV -26.23 P 
est-1 III -13.16 P 
etr-1 II -17.86 P 
evl-1 V 2.41 G 
evl-2 II -1.99 G 
evl-3 II 1.88 G 
evl-4 II 2.00 G 
evl-5 V -0.42 G 
evl-6 IV 6.00 G 
evl-7 IV 1.72 G 
evl-8 III 1.00 G 
evl-9 I 3.00 G 
evl-12 V 3.24 G 
evl-13 IV 3.30 G 
evl-14 III -3.18 C 
evl-15 IV -4.00 G 
evl-16 I 3.00 G 
evl-17 I 3.00 G 
evl-18 III -7.00 G 
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evl-19 III 1.00 G 
evl-20 II 0.79 C 
evl-21 III -7.00 G 
evl-23 IV 3.30 G 
evl-24 IV 4.37 G 
exc-1 X 22.88 G 
exc-2 X -5.81 G 
exc-3 X 1.49 G 
exc-4 I 25.74 C 
exc-5 IV 3.97 C 
exc-6 III -24.37 G 
exc-7 II 1.61 C 
exc-9 IV 3.51 G 
exo-3 I 13.02 P 
exp-1 II -0.41 C 
exp-2 V -0.30 C 
exp-3 V 21.78 G 
exp-4 IV -4.99 G 
eya-1 I 23.37 P 
fab-1 I  N 
fab-2 I  N 
fab-3 III  N 
fab-4 V  N 
faf-1 III  N 
fam-1 III -5.38 G 
fam-2 IV 10.73 G 
far-1 III 0.16 C 
far-2 III 0.16 C 
far-3 V 4.79 C 
far-4 V 4.79 C 
far-5 V 4.79 C 
far-6 IV 8.53 P 
far-7 II -17.31 P 
far-8 III -25.81 P 
fat-1 IV 8.53 C 
fat-2 IV 8.53 C 
fat-3 IV 4.42 C 
fat-4 IV 4.42 C 
fat-5 V 13.12 C 
fat-6 IV 5.39 C 
fat-7 V 0.57 C 
fax-1 X -10.82 C 
fbf-1 II -0.56 C 
fbf-2 II -0.54 C 
fbl-1 IV 4.30 P 
fbp-1 I -8.28 P 
fce-1 I 3.87 P 
fce-2 V 25.00 P 
feh-1 III -12.55 C 
fem-1 IV 1.83 C 
fem-2 III -26.58 C 
fem-3 IV 4.05 C 
fer-1 I 2.96 C 
fer-2 III 7.21 G 
fer-3 II  N 

fer-4 V 2.71 G 
fer-6 I 2.96 G 
fer-7 I -1.69 G 
fer-14 X 6.33 G 
fer-15 II 0.79 G 
fib-1 V 7.13 P 
fis-1 II 0.08 P 
fis-2 X -0.18 P 
fkb-1 IV 4.80 P 
fkb-2 I 14.22 P 
fkb-3 V 0.61 C 
fkb-4 V 4.65 C 
fkb-5 I -1.94 C 
fkb-6 V 25.30 P 
fkb-7 I 5.06 P 
fkb-8 I 14.22 P 
fkh-2 X -9.58 C 
fkh-3 X 12.28 P 
fkh-4 X 12.35 C 
fkh-5 III -2.49 P 
fkh-6 II -4.69 P 
fkh-7 IV 1.94 P 
fkh-8 II -0.40 P 
fkh-9 X -9.32 P 
fkh-10 I 4.69 C 
fli-1 III -0.16 C 
flp-1 IV 4.06 C 
flp-2 X 1.73 P 
flp-3 X 1.73 C 
flp-4 II 1.84 P 
flp-5 X 0.08 C 
flp-6 V 2.03 C 
flp-7 X -4.15 C 
flp-8 X 21.49 C 
flp-9 IV 6.27 C 
flp-10 IV 3.49 C 
flp-11 X -6.94 P 
flp-12 X -7.19 P 
flp-13 IV 3.39 P 
flr-1 X 12.58 C 
flr-2 V 3.52 G 
flr-3 IV -25.23 G 
flr-4 X 21.82 C 
flr-5 V 1.90 G 
flt-1 III -0.64 P 
flu-1 V  N 
flu-2 X -3.65 G 
flu-3 II 0.30 G 
flu-4 X 10.15 G 
fmo-11 IV 4.64 C 
fmo-12 IV 4.66 C 
fmo-13 III 4.75 C 
fmo-14 V 5.50 C 
fmo-15 V -19.99 P 
fog-1 I -4.47 C 

fog-2 V 24.92 C 
fog-3 I 4.50 C 
fox-1 X -15.47 C 
fre-1 V 24.63 C 
frh-1 II -0.85 C 
frk-1 IV 4.46 P 
frm-1 I 27.66 P 
frm-2 III -1.43 P 
frm-3 X 4.66 P 
frm-4 I -0.03 P 
frm-5 IV -27.21 P 
frm-7 V 3.92 P 
frm-8 III -8.44 P 
frm-9 X 2.53 P 
frm-10 V 5.32 P 
frs-1 I 0.85 P 
frs-2 II 0.79 P 
ftn-1 V 0.78 P 
ftn-2 I -2.97 C 
ftt-2 X 4.95 P 
fum-1 III -0.73 P 
fut-1 II 0.88 C 
fut-2 V 0.06 P 
fut-4 II -10.36 C 
fut-8 V -0.45 P 
fzr-1 II 1.62 C 
fzy-1 II -1.27 C 
gab-1 III 18.40 P 
gad-1 V -0.18 C 
gak-1 III -1.48 C 
gap-1 X -16.85 C 
gap-2 X 1.34 C 
gar-1 X -2.89 P 
gar-2 III -1.40 C 
gar-3 V 6.57 C 
gas-1 X 22.92 C 
gas-2 V  N 
gbh-1 II 2.83 P 
gbh-2 II 0.80 P 
gck-1 V 1.89 C 
gcs-1 II 0.98 C 
gcy-1 II 1.48 P 
gcy-2 II 1.47 P 
gcy-3 II 1.46 P 
gcy-4 II 2.31 P 
gcy-5 II 2.32 P 
gcy-6 V 2.46 P 
gcy-7 V 1.37 P 
gcy-8 IV 3.50 P 
gcy-9 X 3.00 P 
gcy-11 X 24.07 P 
gcy-12 II -1.80 C 
gcy-13 V 4.02 P 
gcy-14 V 6.93 P 
gcy-15 II -8.08 P 
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gcy-17 I -10.32 P 
gcy-18 IV 6.70 P 
gcy-19 II -7.80 P 
gcy-20 V 9.87 P 
gcy-21 II -12.28 P 
gcy-22 V 25.25 P 
gcy-23 IV -5.01 P 
gcy-25 IV 14.14 P 
gcy-27 IV 16.74 P 
gcy-31 X -15.53 C 
gcy-32 V 5.76 P 
gcy-33 V 3.57 C 
gcy-34 V 5.22 P 
gcy-35 I 18.03 P 
gcy-36 X 22.73 P 
gcy-37 IV -10.24 C 
gdi-1 IV 12.48 P 
gei-1 III -7.38 P 
gei-3 X 8.50 P 
gei-4 III -26.95 P 
gei-5 IV 10.94 P 
gei-6 V 0.61 P 
gei-7 V -20.00 C 
gei-8 III -0.38 P 
gei-9 IV 3.86 P 
gei-10 X -19.61 P 
gei-11 I 3.40 P 
gei-12 X -17.25 P 
gei-13 III 0.81 P 
gei-14 II 0.79 P 
gei-15 X -2.37 C 
gei-16 III -26.22 P 
gei-17 I 3.53 P 
gei-18 IV 11.08 P 
gem-4 IV 5.24 C 
ges-1 V -18.91 C 
gex-2 IV -25.80 P 
gex-3 IV 5.89 P 
gfi-1 V -0.18 P 
gfi-2 I 3.88 P 
gfi-3 X 16.72 P 
gfi-4 IV 3.36 P 
gfl-1 IV 4.99 P 
ggr-1 II 2.84 P 
ggr-2 X -3.75 C 
ggr-3 II -2.29 C 
gip-1 III -14.18 P 
gip-2 I 3.66 P 
glc-1 V 9.81 C 
glc-2 I -0.63 C 
glc-3 V -1.93 C 
glc-4 II 0.50 C 
gld-1 I 2.30 C 
gld-2 I 1.00 C 
gld-3 II 0.50 C 

glh-1 I 1.40 C 
glh-2 I 1.19 C 
glh-3 I 0.45 C 
glh-4 I -2.81 C 
gln-1 X -3.79 P 
gln-2 III 1.18 P 
gln-3 IV 14.60 P 
gln-4 III 21.29 P 
gln-5 IV 16.34 P 
gln-6 IV 4.39 P 
glo-1 X  N 
glp-1 III 0.17 C 
glp-3 III -0.90 G 
glp-4 I 21.45 G 
glr-1 III -0.24 C 
glr-2 III -0.78 C 
glr-3 I 1.74 P 
glr-4 II 0.56 P 
glr-5 V 1.55 C 
glr-6 X -2.34 P 
glr-7 X -15.55 P 
glr-8 X -2.87 P 
glt-2 X -10.26 C 
gly-1 II 3.13 C 
gly-2 I 1.19 C 
gly-3 III -0.50 P 
gly-4 V 23.87 P 
gly-5 III 20.97 P 
gly-6 III -3.18 P 
gly-7 V -17.26 P 
gly-8 III 11.22 P 
gly-12 X -1.67 C 
gly-13 X 1.00 C 
gly-14 III -6.44 C 
gly-15 I 13.20 P 
gly-16 I 13.17 C 
gly-17 I 13.17 P 
gly-18 I 1.73 C 
gly-19 I 1.73 P 
gly-20 V 3.04 C 
gna-1 V 2.47 P 
gna-2 I 2.31 C 
goa-1 I 2.10 C 
gob-1 X 22.75 P 
gon-1 IV 4.46 C 
gon-2 I 2.92 C 
gon-3 IV 3.81 G 
gon-4 IV 4.56 C 
gon-5 I  N 
gon-6 II  N 
gon-7 V -6.72 G 
gon-9 I  N 
gon-11 I  N 
gop-1 III -1.89 P 
gop-2 III -1.89 P 

gop-3 III -1.89 P 
gpa-1 V 2.98 C 
gpa-2 V 1.36 C 
gpa-3 V 2.00 C 
gpa-4 IV -26.16 C 
gpa-5 X -17.03 C 
gpa-6 X 10.27 C 
gpa-7 IV 4.58 C 
gpa-8 V 4.56 C 
gpa-9 V 4.57 C 
gpa-10 V 0.37 C 
gpa-11 II -5.11 C 
gpa-12 X 0.91 C 
gpa-13 V 4.64 C 
gpa-14 I 0.49 C 
gpa-15 I 2.89 C 
gpa-16 I -18.50 C 
gpb-1 II 4.02 C 
gpb-2 I 1.90 C 
gpc-1 X 8.85 C 
gpc-2 I 1.31 P 
gpd-1 II 2.43 P 
gpd-2 X -12.60 P 
gpd-3 X -12.60 P 
gpd-4 II 2.13 P 
gpn-1 X 22.94 C 
gpr-1 III -0.21 P 
gpr-2 III 0.50 P 
grd-1 X 2.86 C 
grd-2 V 25.06 P 
grd-3 IV -4.04 P 
grd-4 X 0.04 P 
grd-5 V 1.49 P 
grd-6 V 1.96 P 
grd-7 X -1.78 P 
grd-8 V 0.94 P 
grd-9 V -0.54 P 
grd-10 IV -4.04 P 
grd-11 V 24.98 P 
grd-12 V 7.09 P 
grd-13 IV -4.05 P 
grd-14 X 0.04 P 
grd-15 I 20.68 P 
grd-16 IV -7.53 P 
grd-17 V 11.50 P 
grh-1 I -16.72 P 
grk-1 X 1.73 P 
grl-1 V -1.64 P 
grl-2 V 4.74 P 
grl-3 V 3.11 P 
grl-4 IV 3.32 P 
grl-5 V -5.59 P 
grl-6 X -2.89 P 
grl-7 V 3.07 P 
grl-8 V 0.13 P 
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grl-9 V 0.13 P 
grl-10 V 0.91 P 
grl-11 III 0.17 P 
grl-12 V 1.50 P 
grl-13 V -5.79 P 
grl-14 V 25.26 P 
grl-15 III 15.86 P 
grl-16 I -18.89 P 
grl-17 V 5.49 P 
grl-18 V -1.81 P 
grl-19 IV -27.00 P 
grl-20 IV -10.62 P 
grl-21 IV 4.68 P 
grl-22 III -1.71 P 
grl-23 V 4.48 P 
grl-24 IV 16.84 P 
grl-25 III 0.05 P 
grl-26 IV -26.61 P 
grl-27 V -9.04 P 
grl-28 V -9.14 P 
grl-29 V -9.13 P 
grl-30 V -9.12 P 
gro-1 III -1.89 C 
gro-2 IV 10.08 G 
gro-3 I 18.81 G 
grp-1 III -0.40 P 
grs-1 III -2.01 P 
gsa-1 I -17.00 C 
gsk-3 I 14.07 P 
gsp-1 V 2.72 P 
gsp-2 III -0.75 P 
gst-1 III 0.14 P 
gst-2 IV 4.55 P 
gst-3 IV 4.55 P 
gst-4 IV 4.55 P 
gst-5 II 3.13 P 
gst-6 II -3.17 P 
gst-7 II -3.16 P 
gst-8 II -3.16 P 
gst-9 II -3.14 P 
gst-10 V -13.68 P 
gst-11 X -9.92 P 
gst-12 II 18.78 P 
gst-13 II 1.06 P 
gst-14 II 18.77 P 
gst-15 II 18.74 P 
gst-16 II 18.83 P 
gst-17 II 18.87 P 
gst-18 II 18.89 P 
gst-19 II 18.85 P 
gst-20 II 18.71 P 
gst-21 V -17.68 P 
gst-22 V 9.83 P 
gst-23 V -10.41 P 
gst-24 II 18.73 P 

gst-25 I -16.11 P 
gst-26 II 24.41 P 
gst-27 II 24.41 P 
gst-28 II 24.41 P 
gst-29 II 24.42 P 
gst-30 II -3.02 P 
gst-31 II 24.44 P 
gst-32 II 24.44 P 
gst-33 V -9.48 P 
gst-34 II 24.45 P 
gst-35 II 24.46 P 
gst-36 X 1.73 P 
gst-37 V -16.76 P 
gst-38 V 9.14 P 
gst-39 II 24.43 P 
gst-40 IV -24.53 P 
gst-41 V 0.70 P 
gst-42 X 6.30 P 
gst-43 I -5.29 P 
gta-1 IV 4.56 C 
gtl-1 IV 4.94 C 
gtl-2 IV 4.94 P 
gum-1 I  N 
gum-2 IV  N 
gum-3 X  N 
gum-4 X  N 
gum-5 V  N 
gum-6 X  N 
gur-2 X -3.40 C 
gur-3 X 1.88 P 
gur-4 II 22.36 C 
gur-5 II -1.81 P 
gus-1 I 26.37 G 
gut-2 V 5.32 C 
gut-4 IV  N 
haf-1 IV 16.60 C 
haf-2 II 0.50 C 
haf-3 V 8.80 P 
haf-4 I -18.99 C 
haf-5 III 6.02 C 
haf-6 I -16.99 P 
haf-7 V 6.79 P 
haf-8 IV 12.35 C 
haf-9 I 0.73 C 
ham-1 IV 6.01 C 
ham-2 X -7.29 C 
ham-3 III  N 
hap-1 III -1.89 P 
hbl-1 X -4.28 C 
hcf-1 IV 3.48 C 
hch-1 X 20.07 C 
hcp-1 V 0.09 P 
hcp-2 V 2.08 P 
hcp-3 III 0.79 P 
hcp-4 I -1.97 P 

hcp-6 I -0.32 C 
hda-1 V 6.53 C 
hda-2 II 0.65 P 
hda-3 I 13.02 P 
hda-4 X 24.06 C 
hda-6 II 20.97 P 
hdl-1 IV 5.41 P 
hel-1 II 0.79 C 
hen-1 X -1.84 C 
her-1 V 2.09 C 
hgo-1 I 3.45 P 
hid-1 X -14.90 C 
hid-2 X 5.89 G 
hid-3 I 2.33 G 
hid-4 IV 3.25 G 
hid-5 X  N 
hid-6 I  N 
hid-7 IV  N 
hif-1 V 25.16 C 
hil-1 V 7.05 C 
hil-2 IV 3.14 P 
hil-3 X -0.46 P 
hil-4 V -4.35 P 
hil-5 I 0.45 P 
hil-6 V -16.24 P 
hil-7 IV 3.22 P 
hil-8 I 0.04 P 
him-1 I -0.43 C 
him-2 I 6.98 G 
him-3 IV 3.25 C 
him-4 X 1.44 C 
him-5 V 5.98 G 
him-6 IV 6.01 C 
him-7 V -5.16 G 
him-8 IV 4.66 G 
him-9 II 4.84 G 
him-10 III -1.45 C 
him-11 III  N 
him-13 I  N 
him-14 II 0.49 C 
him-17 V 4.98 C 
his-1 V 9.42 P 
his-2 V 9.42 P 
his-3 V 9.41 P 
his-4 V 9.41 P 
his-5 V 1.45 P 
his-6 V 1.45 P 
his-7 V 1.45 P 
his-8 V 1.45 P 
his-9 II 20.47 P 
his-10 II 20.46 P 
his-11 II 20.45 P 
his-12 II 20.45 P 
his-13 II 20.44 P 
his-14 II 20.43 P 
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his-15 II 20.42 P 
his-16 II 20.42 P 
his-17 V 1.73 P 
his-18 V 1.73 P 
his-19 V 1.72 P 
his-20 V 1.72 P 
his-21 V 1.72 P 
his-22 V 1.72 P 
his-24 X 16.72 P 
his-25 II 20.48 P 
his-26 II 20.48 P 
his-27 V 1.72 P 
his-28 V 1.71 P 
his-29 IV 3.74 P 
his-30 IV 3.74 P 
his-31 IV 3.74 P 
his-32 IV 3.74 P 
his-33 IV 3.74 P 
his-34 IV 3.74 P 
his-35 V 2.05 P 
his-36 V 2.05 P 
his-37 V 2.05 P 
his-38 X -1.77 P 
his-39 V 1.45 P 
his-40 X -1.77 P 
his-41 V 2.05 P 
his-42 II 20.51 P 
his-43 II 20.50 P 
his-44 II 20.49 P 
his-45 IV 4.95 P 
his-46 IV 4.95 P 
his-47 IV 4.95 P 
his-48 IV 4.95 P 
his-49 V 1.65 P 
his-50 V 1.65 P 
his-51 V 1.65 P 
his-52 V 1.66 P 
his-53 V 1.66 P 
his-54 V 1.66 P 
his-55 IV 4.95 P 
his-56 IV 4.95 P 
his-57 IV 4.95 P 
his-58 IV 4.95 P 
his-59 IV 3.34 P 
his-60 IV 3.34 P 
his-61 IV 3.34 P 
his-62 IV 3.34 P 
his-63 IV 4.97 P 
his-64 IV 4.97 P 
his-65 IV 4.97 P 
his-66 IV 4.97 P 
his-67 I 4.12 P 
his-68 I 4.12 P 
his-69 III -4.00 P 
his-70 III -4.00 P 

his-71 X -0.81 P 
his-72 III 16.94 P 
his-73 II 15.24 P 
hlh-1 II -4.23 C 
hlh-2 I 1.83 C 
hlh-3 II 1.01 C 
hlh-4 III 0.95 P 
hlh-6 II 1.62 P 
hlh-8 X -0.55 C 
hlh-10 V 1.98 C 
hlh-11 III 0.80 P 
hlh-12 IV 3.85 P 
hlh-13 X -7.87 P 
hlh-14 II -0.96 P 
hlh-15 X -15.56 P 
hlh-16 I 3.08 P 
hlh-17 IV 14.74 C 
hlh-19 X -19.68 P 
hlh-21 III -26.97 P 
hlh-25 II -1.20 P 
hlh-26 II -1.21 P 
hlh-27 II -1.19 P 
hlh-28 X 24.25 P 
hlh-29 X 24.24 P 
hmg-1.1 II 22.90 P 
hmg-1.2 III -1.41 C 
hmg-3 I 0.45 P 
hmg-4 III -0.74 P 
hmg-5 IV 3.36 P 
hmg-11 II -3.73 P 
hmg-12 II 4.16 P 
hmp-1 V 3.44 C 
hmp-2 I 26.54 C 
hmr-1 I 6.86 C 
hnd-1 X 5.83 C 
hoe-1 IV 1.17 P 
hog-1 X -4.22 P 
hop-1 I -1.59 C 
hot-1 V 6.61 P 
hot-2 V 20.00 P 
hot-3 II 21.34 P 
hot-4 III -1.41 P 
hot-5 I 3.00 P 
hot-6 V 2.89 P 
hot-7 II 22.89 P 
hpd-1 III 3.45 P 
hpk-1 X -7.99 C 
hpl-1 X 10.66 P 
hpl-2 III 5.21 P 
hpr-9 III 4.16 P 
hpr-17 II 15.01 P 
hrp-1 IV -4.69 C 
hrp-2 I 13.03 P 
hrs-1 IV 4.73 P 
hsb-1 IV 6.01 C 

hse-5 III -3.18 P 
hsf-1 I 13.02 C 
hsp-1 IV 16.36 C 
hsp-2 X -10.62 P 
hsp-3 X -3.73 P 
hsp-4 II 0.50 P 
hsp-6 V -4.11 P 
hsp-12.2 III -0.38 P 
hsp-12.3 IV 4.24 P 
hsp-12.6 IV 4.24 C 
hsp-16.1 V 1.92 P 
hsp-16.2 V -17.32 C 
hsp-
16.11 

V 1.93 P 

hsp-
16.41 

V -17.32 P 

hsp-
16.48 

V 1.92 C 

hsp-
16.49 

V 1.92 P 

hsp-17 V 1.37 P 
hsp-25 X -3.84 P 
hsp-43 X -3.38 C 
hsp-60 III -20.15 P 
hsp-70 I 3.74 P 
hsr-9 I 3.82 P 
hst-1 IV 3.94 P 
hst-2 X 2.86 C 
hst-3 II -0.41 P 
hst-6 X -5.81 C 
htp-1 IV 1.65 C 
htp-2 IV 3.20 P 
htp-3 I -0.66 C 
hum-1 I 3.20 C 
hum-2 V 2.01 C 
hum-4 X 3.45 C 
hum-5 III -4.04 P 
hum-6 X -15.82 C 
hum-7 I -18.86 P 
hum-8 IV -26.04 P 
hus-1 I -2.92 C 
hyl-1 IV 3.89 C 
hyl-2 X -6.88 P 
icd-1 II -0.10 P 
icl-1 IV 4.04 P 
icp-1 I -9.88 P 
ida-1 III -1.45 C 
ifa-1 X 2.87 P 
ifa-3 X 23.74 P 
ifa-4 X -6.20 P 
ifb-1 II -0.96 C 
ifb-2 II -0.96 P 
ifc-1 V -12.14 P 
ifc-2 X -19.58 P 
ifd-1 X 0.41 P 
ifd-2 X -19.49 P 
ife-1 III 21.21 P 
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ife-2 X -20.01 C 
ife-3 V -20.07 C 
ife-4 X -18.69 C 
ife-5 II 7.88 P 
iff-1 III 0.96 C 
iff-2 II 0.81 C 
ifp-1 X 1.44 P 
ify-1 II -2.64 P 
ima-1 V 3.02 C 
ima-2 I 0.94 C 
ima-3 IV 3.36 C 
imb-1 I -0.54 P 
imb-2 II 22.94 P 
imb-3 I -19.20 P 
imb-4 V 0.92 P 
imb-5 I -19.19 P 
imb-6 IV 3.50 P 
ina-1 III 0.28 C 
inf-1 III -0.88 P 
ins-1 IV 4.60 P 
ins-2 II -0.74 C 
ins-3 II -0.74 P 
ins-4 II -0.72 P 
ins-5 II -0.72 P 
ins-6 II -0.72 P 
ins-7 IV 4.37 P 
ins-8 IV 4.37 P 
ins-9 X 0.42 P 
ins-10 V 5.96 P 
ins-11 II -1.16 P 
ins-12 II -1.17 P 
ins-13 II -1.19 P 
ins-14 II 0.08 P 
ins-16 III -16.58 P 
ins-17 III -3.17 P 
ins-18 I 2.61 P 
ins-19 II -8.39 P 
ins-20 II -0.70 P 
ins-21 III 1.42 P 
ins-22 III 1.43 P 
ins-23 III 1.44 P 
ins-24 I 22.54 P 
ins-25 I 22.51 P 
ins-26 I 22.56 P 
ins-27 I 22.53 P 
ins-28 I 22.49 P 
ins-29 I 22.50 P 
ins-30 I 22.55 P 
ins-31 II -8.38 P 
ins-32 II -6.28 P 
ins-33 I 21.44 P 
ins-34 IV 11.34 P 
ins-35 V 24.98 P 
ins-36 I 7.44 P 
ins-37 II 20.56 P 

ins-38 II -1.21 P 
inx-1 X -1.96 C 
inx-2 X 2.87 C 
inx-3 X -3.92 C 
inx-4 V 1.01 P 
inx-5 X -0.18 P 
inx-6 IV 6.26 C 
inx-7 IV 2.77 P 
inx-8 IV 5.15 C 
inx-9 IV 5.16 P 
inx-10 V 1.96 P 
inx-11 V 4.37 P 
inx-12 I -2.69 P 
inx-13 I -2.72 C 
inx-14 I 1.97 P 
inx-15 I -1.62 P 
inx-16 I -1.62 P 
inx-17 I -1.62 P 
inx-18 IV -25.58 P 
inx-19 I -9.01 P 
inx-20 I 3.98 C 
ipp-5 X -3.85 P 
ire-1 II 0.70 P 
iri-1 V 0.10 P 
irk-1 X -2.45 P 
irk-2 X -19.51 P 
irk-3 X 16.69 P 
irs-1 IV 4.58 P 
isp-1 IV 3.63 C 
ist-1 X -1.82 P 
isw-1 III -0.96 P 
itr-1 IV 3.36 C 
itx-1 I -5.98 P 
jac-1 IV 14.35 P 
jip-1 II -15.45 P 
jkk-1 X -5.53 C 
jnk-1 IV 3.25 C 
jph-1 I 2.42 P 
jtr-1 IV -19.94 P 
kal-1 I 22.83 C 
kap-1 III -0.75 C 
kat-1 II 0.49 P 
kel-1 II 3.94 C 
kgb-1 IV -26.13 C 
kgb-2 IV -3.32 P 
kin-1 I 28.48 C 
kin-2 X -3.97 C 
kin-3 I 5.06 P 
kin-4 IV 4.98 P 
kin-5 IV 4.46 P 
kin-6 II 3.86 C 
kin-9 X -0.08 P 
kin-10 I 2.71 P 
kin-14 I 1.68 P 
kin-15 II 1.30 P 

kin-16 II 1.31 P 
kin-18 III -1.42 C 
kin-19 III -3.95 C 
kin-20 X 22.32 C 
kin-21 IV 4.43 P 
kin-23 I 9.48 C 
kin-24 IV 4.43 P 
kin-25 X 24.08 P 
kin-26 IV 3.49 P 
kin-29 X -12.69 C 
kin-30 V 7.67 P 
kin-31 III -0.17 P 
kin-32 I -0.42 C 
klc-1 IV 4.82 P 
klc-2 V -1.48 C 
klp-3 II 0.58 P 
klp-4 X -11.36 P 
klp-6 III -2.21 P 
klp-7 III 5.39 C 
klp-8 X -11.67 P 
klp-10 IV 3.49 C 
klp-11 IV 3.96 C 
klp-12 IV 4.96 P 
klp-13 X -3.94 P 
klp-15 I 0.18 P 
klp-16 I 3.78 P 
klp-17 II 3.48 C 
klp-18 IV 3.28 P 
klp-19 III 21.21 P 
klp-20 III -26.97 P 
knl-1 III -0.33 P 
kpc-1 I 9.49 C 
kqt-1 X -2.69 P 
kqt-2 X -0.26 C 
kqt-3 II 19.52 C 
krs-1 II 0.49 P 
ksr-1 X -0.19 C 
ksr-2 I 13.03 C 
kup-1 V 3.59 C 
kvs-1 X -1.41 P 
lad-2 IV -6.68 P 
laf-1 III -10.63 G 
lag-1 IV 2.99 C 
lag-2 V -10.67 C 
lam-1 IV 1.58 C 
lam-3 I 5.06 P 
lap-1 III -0.28 P 
lat-1 II 0.92 C 
lat-2 II -4.75 C 
lbp-1 X -10.69 P 
lbp-2 X -10.69 P 
lbp-3 X -10.69 P 
lbp-4 V 0.93 P 
lbp-5 I 1.30 P 
lbp-6 I 1.30 P 
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lbp-7 V 5.70 P 
lbp-8 V 5.72 P 
ldb-1 X 2.85 P 
ldh-1 II 3.99 P 
lea-1 V 2.24 P 
lec-1 II 15.35 P 
lec-2 II 1.82 P 
lec-3 II 1.82 P 
lec-4 III -4.25 P 
lec-5 II -0.91 P 
lec-7 X 1.73 P 
lec-8 X 1.73 P 
lec-9 X 24.37 P 
lec-10 V -0.06 P 
lec-11 IV 3.21 P 
lem-2 II 22.27 P 
lem-3 I 3.80 P 
lep-1 I 3.95 G 
let-1 X 21.82 G 
let-2 X 23.92 C 
let-3 X 23.00 G 
let-4 X 18.21 G 
let-5 X 18.25 G 
let-6 X 25.00 G 
let-7 X 21.24 C 
let-9 X 18.30 G 
let-10 X 23.00 G 
let-11 X 23.00 G 
let-12 X 22.86 G 
let-14 X 23.90 G 
let-15 X 22.94 G 
let-16 X 24.18 G 
let-18 X 22.94 G 
let-19 II 0.88 G 
let-21 II 3.70 G 
let-22 II -0.34 G 
let-23 II 1.06 C 
let-24 II 0.72 G 
let-25 II 2.55 G 
let-26 II 3.89 G 
let-27 II  N 
let-28 II  N 
let-30 II -1.08 G 
let-31 II 1.48 G 
let-32 II  N 
let-33 X 23.46 G 
let-34 X 22.35 G 
let-35 X 23.00 G 
let-36 X 22.88 G 
let-37 X 23.46 G 
let-38 X 22.94 G 
let-39 X 22.88 G 
let-40 X 22.94 G 
let-41 X 23.46 G 
let-42 III 1.64 G 

let-43 X -9.37 G 
let-44 X -8.60 G 
let-45 I 13.60 G 
let-46 I 13.60 G 
let-47 I 13.60 G 
let-48 I 13.60 G 
let-49 I 27.25 C 
let-50 I 27.62 G 
let-51 IV 4.63 G 
let-52 IV 5.50 G 
let-53 IV 4.57 G 
let-54 IV 4.02 G 
let-55 IV 4.59 G 
let-56 IV 5.40 G 
let-59 IV 4.82 G 
let-60 IV 5.18 C 
let-61 IV 4.63 G 
let-63 IV 4.67 G 
let-64 IV 4.81 G 
let-65 IV 5.10 G 
let-66 IV 5.66 G 
let-67 IV 5.66 G 
let-68 IV 5.73 G 
let-69 IV 4.63 G 
let-70 IV 4.81 C 
let-71 IV 4.67 G 
let-72 IV 4.67 G 
let-73 IV 4.82 G 
let-75 I 1.86 C 
let-78 I  N 
let-79 I  N 
let-80 I 2.70 G 
let-81 I 2.30 G 
let-82 I 2.30 G 
let-83 I  N 
let-84 I 2.71 G 
let-85 I 2.30 G 
let-86 I 1.53 G 
let-87 I 2.18 G 
let-88 I 2.30 G 
let-89 I 2.70 G 
let-90 I 2.30 G 
let-91 IV 4.97 G 
let-92 IV 5.33 C 
let-93 IV 5.66 G 
let-96 IV 4.63 G 
let-97 IV 6.13 G 
let-98 IV 4.82 G 
let-99 IV 6.01 C 
let-100 IV 4.82 G 
let-101 I -1.09 G 
let-102 I -1.09 G 
let-103 I -1.09 G 
let-104 I -1.09 G 
let-105 I -1.09 G 

let-106 I -1.09 G 
let-107 I -1.09 G 
let-108 I -1.09 G 
let-109 I -1.09 G 
let-110 I -1.09 G 
let-111 I -0.08 G 
let-112 I -0.04 G 
let-113 I -0.04 G 
let-114 I -0.53 G 
let-115 I 0.91 G 
let-116 I 0.68 G 
let-118 I 1.27 G 
let-119 I 0.68 G 
let-125 I -0.12 G 
let-127 I -0.12 G 
let-133 I -10.42 G 
let-134 I -10.42 G 
let-135 I -8.27 G 
let-136 I -8.27 G 
let-137 I -8.27 G 
let-138 I -8.27 G 
let-139 I -8.27 G 
let-140 I -8.27 G 
let-141 I -8.27 G 
let-142 I -8.27 G 
let-143 I -8.27 G 
let-144 I -8.27 G 
let-145 I -6.13 G 
let-146 I -6.13 G 
let-147 I -6.13 G 
let-148 I -6.13 G 
let-149 I -6.13 G 
let-150 I -6.13 G 
let-151 I -6.13 G 
let-152 I -6.13 G 
let-153 I -6.13 G 
let-154 I -6.13 G 
let-155 I -6.13 G 
let-156 I -6.13 G 
let-157 I -4.16 G 
let-158 I -4.16 G 
let-159 I -4.16 G 
let-160 I -4.16 G 
let-161 I -4.16 G 
let-162 I -4.16 G 
let-163 I -4.16 G 
let-164 I -4.16 G 
let-170 II -11.41 G 
let-171 II -4.22 G 
let-172 II -2.76 G 
let-173 II -2.29 G 
let-174 II -1.81 G 
let-175 II -1.34 G 
let-176 II -1.34 G 
let-178 II -0.19 G 
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let-179 II 0.18 G 
let-180 II 0.57 G 
let-181 II 0.57 G 
let-182 II 0.57 G 
let-183 II 0.57 G 
let-184 II 0.57 G 
let-185 II 0.57 G 
let-186 II 0.57 G 
let-187 II 1.59 G 
let-188 II 1.59 G 
let-189 II 1.59 G 
let-190 II 2.62 G 
let-191 II 2.62 G 
let-192 II 2.62 G 
let-193 II 5.04 G 
let-201 I 24.36 G 
let-202 I 23.67 G 
let-203 I 23.68 G 
let-204 I 24.47 G 
let-205 I 25.73 G 
let-206 I 25.94 G 
let-207 I 26.26 G 
let-208 I 28.94 G 
let-236 II 0.31 G 
let-237 II 0.79 G 
let-238 II 0.85 G 
let-239 II 0.94 G 
let-240 II 1.27 G 
let-241 II 1.62 G 
let-242 II 1.85 G 
let-243 II 1.99 G 
let-244 II 1.99 G 
let-245 II 2.34 G 
let-246 II 2.81 G 
let-247 II 3.40 G 
let-248 II 3.40 G 
let-249 II 3.89 G 
let-250 II 3.77 G 
let-251 II 5.33 G 
let-252 II 0.83 G 
let-253 II 0.51 G 
let-254 II  N 
let-255 II  N 
let-256 II  N 
let-257 II 24.00 N 
let-258 II  N 
let-259 II 23.04 G 
let-260 II  N 
let-261 II  N 
let-262 II  N 
let-263 II 0.19 G 
let-264 II -0.15 G 
let-265 II -0.39 G 
let-266 II 5.33 G 
let-267 II  N 

let-268 II 1.82 C 
let-269 II  N 
let-270 II  N 
let-271 II  N 
let-272 IV -3.42 G 
let-273 IV -2.88 G 
let-274 IV -1.66 G 
let-275 IV -0.55 G 
let-276 IV 0.61 G 
let-277 IV 1.43 G 
let-278 IV -0.07 G 
let-279 IV 0.69 G 
let-280 IV 1.40 G 
let-281 IV 1.59 G 
let-282 IV 1.59 G 
let-284 IV 1.59 G 
let-285 IV  N 
let-286 I  N 
let-287 IV  N 
let-288 IV 0.62 G 
let-289 IV 3.24 G 
let-290 IV 3.18 G 
let-291 IV 3.31 G 
let-292 IV 3.39 G 
let-293 IV 3.11 G 
let-294 IV 3.40 G 
let-295 IV 3.21 G 
let-296 IV 3.39 G 
let-297 IV 3.40 G 
let-298 IV  N 
let-301 IV 7.93 G 
let-302 IV 6.99 G 
let-307 IV 4.63 G 
let-308 IV 4.63 G 
let-309 IV 5.78 G 
let-311 IV 4.86 G 
let-312 IV 4.67 G 
let-313 IV 10.02 G 
let-314 IV 7.99 G 
let-315 IV 8.27 G 
let-316 IV 8.07 G 
let-317 IV 8.06 G 
let-318 IV 10.08 G 
let-319 IV 10.08 G 
let-320 IV 9.32 G 
let-321 IV 10.08 G 
let-322 IV 9.46 G 
let-323 IV 10.41 G 
let-324 IV 10.12 G 
let-325 IV 8.06 G 
let-326 V -19.27 G 
let-327 V -16.10 G 
let-329 V -0.45 G 
let-330 V -11.98 G 
let-331 V -2.89 G 

let-332 V 0.32 G 
let-334 V 1.52 G 
let-335 V 0.88 G 
let-336 V -20.50 G 
let-337 V -0.09 G 
let-338 V -5.90 G 
let-339 V 0.32 G 
let-340 V 1.52 G 
let-342 V -4.98 G 
let-343 V 0.32 G 
let-344 V -5.86 G 
let-345 V -4.61 G 
let-346 V 0.32 G 
let-347 V -12.04 G 
let-348 V -5.56 G 
let-349 V -0.60 N 
let-350 V -2.73 G 
let-351 I -1.27 G 
let-352 I -0.16 G 
let-353 I -1.52 G 
let-355 I -0.00 G 
let-356 I -2.10 G 
let-357 I -3.13 G 
let-359 I -0.23 G 
let-360 I -5.13 G 
let-361 I -0.23 G 
let-362 I -12.48 G 
let-363 I -0.23 C 
let-364 I -0.25 G 
let-365 I -5.17 G 
let-366 I -1.78 G 
let-367 I 0.01 G 
let-368 I -2.50 G 
let-369 I -2.10 G 
let-370 I -0.01 G 
let-371 I -0.20 G 
let-372 I -2.50 G 
let-373 I -1.87 G 
let-374 I -1.48 G 
let-375 I -0.71 G 
let-376 I 0.15 G 
let-377 I 0.23 G 
let-378 I 0.22 G 
let-379 I 0.32 G 
let-380 I 0.95 G 
let-381 I 0.95 C 
let-382 I 1.20 G 
let-383 I 1.23 G 
let-384 I 0.75 G 
let-385 I 1.35 G 
let-386 I 1.20 G 
let-387 I 0.95 G 
let-388 I 0.45 G 
let-389 I 1.53 G 
let-390 I 1.22 G 
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let-391 I 0.87 G 
let-392 I 1.23 G 
let-393 I 0.00 G 
let-394 I 1.38 G 
let-395 I 0.15 G 
let-396 I 0.91 G 
let-397 I 1.23 G 
let-398 I 1.32 G 
let-399 I 1.34 G 
let-400 I 1.56 G 
let-401 V -0.75 G 
let-402 V -0.29 G 
let-403 V -0.18 G 
let-404 V 0.32 G 
let-405 V 0.88 G 
let-406 V 1.02 G 
let-407 V 1.89 G 
let-408 V 0.88 G 
let-409 V 1.37 G 
let-410 V 0.16 G 
let-411 V 0.71 G 
let-413 V 1.02 C 
let-414 V 0.88 G 
let-415 V -1.58 G 
let-416 V 1.37 G 
let-417 V -0.99 G 
let-418 V -0.61 C 
let-419 V -2.62 G 
let-420 V -2.73 G 
let-421 V -0.53 G 
let-422 V -0.61 G 
let-423 V 0.82 G 
let-424 V 1.10 G 
let-426 V -17.78 G 
let-427 V 2.10 G 
let-428 V -2.73 G 
let-429 V -0.38 G 
let-430 V -5.56 G 
let-431 V -19.51 G 
let-433 V 1.36 G 
let-434 V 1.35 G 
let-436 V 1.10 G 
let-437 V -19.97 G 
let-438 V 0.32 G 
let-439 V -0.38 G 
let-440 V -2.73 G 
let-441 V 2.04 G 
let-442 V 0.32 G 
let-443 V -0.87 G 
let-444 V -0.24 G 
let-445 V 1.10 G 
let-447 V -20.35 G 
let-448 V -20.17 G 
let-449 V 0.71 G 
let-450 V -20.50 G 

let-452 V -2.73 G 
let-453 V -19.75 G 
let-454 V 2.04 G 
let-455 V -7.01 G 
let-456 V 1.18 G 
let-458 V -20.35 G 
let-459 V -6.19 G 
let-460 V 1.70 G 
let-462 V -0.38 G 
let-463 V -0.45 G 
let-464 V 1.31 G 
let-466 V -7.18 G 
let-467 V 1.63 G 
let-468 V 0.32 G 
let-469 V 0.16 G 
let-470 V 1.99 G 
let-471 V 0.16 G 
let-472 V 0.16 G 
let-473 V -0.19 G 
let-474 V 0.71 G 
let-475 V 1.99 G 
let-476 V -0.13 G 
let-478 V -9.04 G 
let-479 V -0.38 G 
let-480 V  N 
let-481 V  N 
let-500 III  N 
let-501 I -1.87 G 
let-502 I -0.71 C 
let-503 I -1.51 G 
let-504 I -1.58 G 
let-505 I -1.58 G 
let-506 I -1.52 G 
let-507 I -1.51 G 
let-508 I -1.02 G 
let-509 I -1.87 G 
let-510 I -1.87 G 
let-511 I -1.87 G 
let-513 I 0.68 G 
let-514 I 0.47 G 
let-515 I -2.85 G 
let-516 I  N 
let-517 I -2.30 G 
let-518 I -2.30 G 
let-519 I -0.31 G 
let-520 I 1.61 G 
let-521 I 1.34 G 
let-522 I 1.69 G 
let-523 I 1.69 G 
let-524 I 1.96 G 
let-525 I 1.69 G 
let-526 I -0.17 G 
let-527 I 1.80 G 
let-528 I 1.38 G 
let-529 I 1.34 G 

let-530 I 0.15 G 
let-531 I 0.33 G 
let-532 I 0.45 G 
let-533 I  N 
let-534 I 1.35 G 
let-535 I 2.51 G 
let-536 I 3.16 G 
let-538 I 2.51 G 
let-539 I 1.91 G 
let-540 I 2.05 G 
let-541 I 3.16 G 
let-542 I 2.01 G 
let-543 I 1.35 G 
let-544 I 1.27 G 
let-545 I 1.43 G 
let-546 I -15.00 G 
let-547 I -15.00 G 
let-548 I -10.42 G 
let-549 I -7.08 G 
let-550 I -2.65 G 
let-551 V 17.16 G 
let-552 II -4.52 G 
let-554 II -5.62 G 
let-555 II -3.85 G 
let-556 II -16.89 G 
let-557 II -16.22 G 
let-558 II -17.80 G 
let-559 II -17.87 G 
let-560 V 4.28 G 
let-571 I -7.80 G 
let-572 I -15.00 G 
let-573 I -8.27 G 
let-574 I -2.65 N 
let-575 I -2.65 N 
let-576 I -2.65 N 
let-577 I -2.65 N 
let-578 I -2.65 N 
let-579 I -2.65 N 
let-580 I -2.65 N 
let-581 I -2.65 N 
let-582 I -2.65 N 
let-583 I -2.65 N 
let-584 I -2.65 N 
let-585 I -2.50 N 
let-586 I -2.58 N 
let-587 I -2.58 N 
let-588 I  N 
let-589 I -2.00 N 
let-590 I  N 
let-592 I 0.08 G 
let-593 I -1.58 G 
let-594 I -0.08 G 
let-595 I -0.10 N 
let-597 I -2.58 G 
let-598 I -0.30 G 
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let-599 I -0.13 G 
let-600 I -1.58 G 
let-601 I 1.06 G 
let-602 I 0.89 G 
let-604 I 1.20 G 
let-605 I 1.31 G 
let-607 I 1.22 G 
let-608 I 1.13 G 
let-609 I -0.43 G 
let-610 I 1.13 G 
let-611 I 0.93 G 
let-612 I -1.09 G 
let-613 I -0.80 G 
let-614 I 0.08 G 
let-615 I -2.58 G 
let-618 I -0.15 G 
let-619 I -0.43 G 
let-620 I 0.08 G 
let-621 I 0.08 G 
let-622 I -0.00 G 
let-623 I -0.00 G 
let-624 I -0.43 G 
let-625 I -0.43 G 
let-626 I -0.53 G 
let-627 I -0.53 G 
let-628 I -0.39 G 
let-629 I -0.39 G 
let-630 I -0.39 G 
let-631 I -0.39 G 
let-632 I -0.39 G 
let-633 I -0.39 G 
let-634 I -0.34 G 
let-635 I -0.28 G 
let-636 I -0.34 G 
let-637 I -0.34 G 
let-638 I -0.28 G 
let-639 I -0.28 G 
let-640 I -0.28 G 
let-641 I -0.34 G 
let-642 I -0.10 G 
let-643 I -0.10 G 
let-644 I -0.10 G 
let-645 I 0.02 G 
let-646 I 0.02 G 
let-647 I 0.02 G 
let-648 I 0.02 G 
let-649 I -2.11 G 
let-650 I -2.11 G 
let-651 IV 4.65 G 
let-652 IV 4.65 G 
let-653 IV 5.37 C 
let-655 IV 4.96 G 
let-656 IV 5.75 G 
let-657 IV 4.59 G 
let-658 IV 4.50 G 

let-659 IV 4.50 G 
let-660 IV 5.35 G 
let-661 IV 5.50 G 
let-662 IV 5.66 G 
let-664 IV 5.32 G 
let-700 III -3.33 G 
let-702 III -0.80 G 
let-704 III -0.66 G 
let-705 III -1.47 G 
let-706 III -10.75 G 
let-707 III -2.30 G 
let-709 III -0.40 G 
let-710 III -4.37 G 
let-711 III -0.90 G 
let-712 III -0.40 G 
let-713 III -1.27 G 
let-714 III -0.90 G 
let-715 III -3.18 G 
let-716 III -1.40 G 
let-717 III -0.90 G 
let-718 III -1.41 G 
let-719 III -1.49 G 
let-720 III -20.38 G 
let-721 III -1.27 C 
let-722 III -0.56 G 
let-723 III -1.41 G 
let-724 III -0.90 G 
let-725 III -1.00 G 
let-727 III -1.56 G 
let-728 III -1.40 G 
let-729 III -0.40 G 
let-732 III -2.41 G 
let-733 III -2.37 G 
let-734 III -1.83 G 
let-736 III -3.33 G 
let-737 III -3.33 G 
let-738 III -5.11 G 
let-739 III -4.81 G 
let-741 III -2.33 G 
let-743 III -0.66 G 
let-746 III -0.66 G 
let-747 III -1.27 G 
let-748 III -2.74 G 
let-750 III -0.40 G 
let-752 III -0.66 G 
let-753 III -2.33 G 
let-754 III -0.56 G 
let-755 III -1.26 G 
let-756 III -1.28 C 
let-758 III -10.75 G 
let-759 III -10.75 G 
let-760 III  N 
let-761 III -2.07 G 
let-763 III -3.33 G 
let-764 III -0.90 G 

let-765 III -1.11 G 
let-766 III -0.56 G 
let-767 III -1.40 C 
let-768 III -0.76 G 
let-769 III -1.00 G 
let-771 III -0.90 G 
let-774 III -1.40 G 
let-775 III -1.83 G 
let-776 III -10.75 G 
let-777 III -2.33 G 
let-778 III -2.28 G 
let-780 III -1.41 G 
let-782 III -2.73 G 
let-783 III -0.90 G 
let-784 III -1.59 G 
let-786 III -0.55 G 
let-789 III -1.83 G 
let-791 III -10.75 G 
let-792 III -0.90 G 
let-793 III -0.90 G 
let-794 III -0.80 G 
let-795 III -0.90 G 
let-796 III -3.77 G 
let-797 III -1.41 G 
let-798 III -1.45 G 
let-799 III -1.41 G 
let-805 III -11.62 C 
let-809 III  G 
let-810 III -1.45 G 
let-811 III  N 
let-812 III -4.07 G 
let-813 III -5.41 G 
let-814 III -1.33 G 
let-815 III -1.33 G 
let-816 III -1.33 G 
let-817 III -1.33 G 
let-818 III -1.33 G 
let-819 III -10.61 G 
let-820 III -3.33 G 
let-821 III -0.66 G 
let-822 III -3.33 G 
let-823 III -2.69 G 
let-824 III -2.44 G 
let-825 III -1.49 G 
let-826 III -2.33 G 
let-827 III -2.33 G 
let-828 III -2.91 G 
let-829 III -2.33 G 
let-830 III -2.33 G 
let-831 III -10.75 G 
let-832 III -1.68 G 
let-834 III -0.40 G 
let-835 III -0.40 G 
let-836 III -2.69 G 
let-837 III -2.33 G 



TABLE THREE:    GENES LISTED ALPHABETICALLY 
 
GENE        LG     POS       NOTE             GENE        LG      POS       NOTE             GENE        LG     POS       NOTE 
 

 38 

let-838 III -0.40 G 
let-839 III -0.40 G 
let-840 III -2.61 G 
let-841 III -0.66 G 
let-842 III -0.66 G 
let-843 III -0.90 G 
let-844 III -0.40 G 
let-852 II 3.58 G 
let-853 II 3.58 G 
let-854 II 3.58 G 
let-855 II 3.58 G 
let-856 II 3.58 G 
let-857 II 3.58 G 
let-858 II 3.13 C 
let-908 III -1.60 G 
let-972 III -0.40 G 
let-974 III -0.31 G 
let-975 III -0.31 G 
let-976 III -0.31 G 
let-977 III -0.31 G 
let-978 III -0.31 G 
let-979 III 0.19 G 
let-980 III 0.19 G 
let-981 III 0.02 G 
let-982 III  N 
let-983 III  N 
let-984 III  N 
let-985 III  N 
let-986 III  N 
lev-1 IV 8.39 C 
lev-8 X 5.27 G 
lev-9 X -2.29 G 
lev-10 I 24.62 G 
lev-11 I 26.17 C 
lfe-2 I -0.43 C 
lgg-1 II -0.38 P 
lgg-2 IV 4.76 P 
lgg-3 III -1.45 P 
lgx-1 X -5.04 P 
lig-1 V 2.78 P 
lig-4 III -0.70 C 
lim-4 X -9.16 C 
lim-6 X -18.74 C 
lim-7 I 0.39 P 
lin-1 IV -8.44 C 
lin-2 X 7.07 C 
lin-3 IV 4.81 C 
lin-4 II -0.86 C 
lin-5 II 0.59 C 
lin-6 I -8.03 G 
lin-7 II 22.91 C 
lin-8 II -8.63 G 
lin-9 III -0.01 C 
lin-10 I 2.57 C 
lin-11 I 4.80 C 

lin-12 III 0.14 C 
lin-13 III -0.63 C 
lin-14 X 3.68 C 
lin-15 X 22.94 C 
lin-16 III -0.85 G 
lin-17 I -7.54 C 
lin-18 X -8.88 C 
lin-22 IV -6.67 C 
lin-23 II -0.38 C 
lin-24 IV 5.66 G 
lin-25 V 4.58 C 
lin-26 II 0.51 C 
lin-27 I  N 
lin-28 I 2.79 C 
lin-29 II 4.17 C 
lin-30 IV  N 
lin-31 II -6.00 C 
lin-32 X -16.03 C 
lin-33 IV 2.57 G 
lin-35 I 0.45 C 
lin-36 III -0.44 C 
lin-37 III -0.80 C 
lin-38 II 12.75 G 
lin-39 III -0.67 C 
lin-40 V -8.16 G 
lin-41 I 3.76 C 
lin-42 II -15.57 C 
lin-44 I -1.65 C 
lin-45 IV 3.24 C 
lin-46 V 4.75 C 
lin-47 X 4.64 G 
lin-48 III -4.26 C 
lin-49 IV 3.92 C 
lin-52 III 1.12 C 
lin-53 I 3.81 C 
lin-54 IV 8.39 G 
lin-56 II 1.76 G 
lin-58 V 6.01 G 
lin-59 I -2.86 C 
lin-61 I 1.86 C 
lip-1 IV 3.24 C 
lir-1 II 0.51 C 
lir-2 II 0.51 P 
lir-3 II 3.34 P 
lis-1 III 21.21 P 
lit-1 III 21.39 C 
liv-2 II 2.40 G 
liv-4 V 2.41 G 
liv-5 V 2.50 G 
lmn-1 I 3.07 P 
lmp-1 X -2.98 P 
lon-1 III -1.63 C 
lon-2 X -6.75 C 
lon-3 V 3.74 C 
lov-1 II 1.88 C 

lpd-2 I 0.89 P 
lpd-3 I -3.30 P 
lpd-5 I -1.37 P 
lpd-6 I -4.48 P 
lpd-7 III -0.66 P 
lpd-8 IV 4.58 P 
lpd-9 V 2.57 P 
lpl-1 IV 4.04 P 
lrg-1 III 0.57 P 
lrk-1 I 5.69 C 
lrp-1 I 2.21 C 
lrs-1 III -3.77 P 
lrs-2 I 2.10 C 
lrx-1 V 3.85 P 
lsm-1 II 3.31 P 
lsm-3 IV 8.70 P 
lsm-4 II 0.50 P 
lsm-5 V 8.38 P 
lsm-6 I -13.24 P 
lsm-7 IV 4.76 P 
lsm-8 IV 3.17 P 
lsy-2 X -17.08 P 
ltd-1 II 0.68 P 
lys-1 V 2.44 P 
lys-2 V 2.44 P 
lys-3 V 2.44 P 
lys-4 IV 5.07 P 
lys-5 IV 5.07 P 
lys-6 IV 5.08 P 
lys-7 V -9.43 P 
lys-8 II -1.10 P 
lys-9 I 13.20 P 
lys-10 IV 3.74 P 
mab-2 I 0.36 G 
mab-3 II 1.70 C 
mab-4 III 8.44 G 
mab-5 III -0.58 C 
mab-6 II -0.92 G 
mab-7 X -19.48 C 
mab-8 II -1.17 G 
mab-9 II -15.61 C 
mab-10 II 3.11 G 
mab-12 IV -14.89 G 
mab-17 I  N 
mab-18 X 2.18 C 
mab-19 X -2.84 G 
mab-20 I -13.50 C 
mab-21 III -3.00 C 
mab-22 III  N 
mab-23 V 2.57 C 
mab-24 I  N 
mab-25 I  N 
mab-27 X 18.08 G 
mac-1 II 16.32 P 
mad-1 I 26.96 G 
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mad-2 I 5.60 G 
mad-3 V 5.63 G 
mag-1 I 13.02 P 
mai-1 X -12.59 P 
mal-1 IV 9.82 G 
mal-2 V 21.17 G 
mal-3 I 0.86 G 
mal-4 II 0.86 G 
map-1 IV -2.88 P 
map-2 IV 15.68 P 
mat-1 I -0.41 C 
mat-2 II 3.31 C 
mat-3 III -26.94 C 
mau-1 V -19.89 G 
mau-2 I 2.54 G 
mau-3 IV 3.49 G 
mau-4 X 24.00 G 
mau-5 III -16.17 G 
mau-6 V 2.83 G 
mau-7 IV -27.00 G 
mau-8 IV 3.40 G 
max-1 V 4.93 C 
mbf-1 IV 4.98 P 
mbk-1 X 21.41 C 
mbk-2 IV 7.48 C 
mca-1 IV 4.35 P 
mca-3 IV -6.07 P 
mcm-2 II 5.50 P 
mcm-3 V 7.24 P 
mcm-4 I -9.80 P 
mcm-5 III -3.30 P 
mcm-6 III 1.05 P 
mcm-7 V -5.86 P 
mdf-1 V 2.05 C 
mdf-2 IV -6.77 P 
mdh-1 III -1.08 P 
mdl-1 X -2.50 P 
mdt-6 V 0.51 C 
mec-1 V 0.48 C 
mec-2 X -4.89 C 
mec-3 IV 4.61 C 
mec-4 X 24.06 C 
mec-5 X 23.00 C 
mec-6 I 1.30 C 
mec-7 X -1.37 C 
mec-8 I 3.76 C 
mec-9 V 2.20 C 
mec-10 X 0.00 C 
mec-12 III -8.97 C 
mec-14 III -0.77 G 
mec-15 II 2.12 G 
mec-17 IV 3.59 C 
mec-18 X -7.79 C 
med-1 X 7.07 P 
med-2 III -0.91 P 

mef-2 I 3.51 C 
mei-1 I 2.71 C 
mei-2 I 1.22 C 
mek-1 X -1.68 C 
mek-2 I -5.21 C 
mel-1 II -0.31 G 
mel-2 II  N 
mel-3 II -0.31 G 
mel-4 II  N 
mel-5 II  N 
mel-7 II  N 
mel-8 II 0.97 G 
mel-9 II 1.15 G 
mel-10 II 0.60 G 
mel-11 II 1.15 C 
mel-12 II 0.60 G 
mel-13 II 3.30 G 
mel-14 II  N 
mel-15 II 5.33 G 
mel-16 II  N 
mel-17 II  N 
mel-18 II 3.44 G 
mel-20 II  N 
mel-22 II 5.33 G 
mel-23 III 3.91 G 
mel-24 IV 4.01 G 
mel-25 V 2.92 G 
mel-26 I 3.61 C 
mel-28 III -2.40 G 
mel-29 V 2.13 G 
mel-30 II 1.97 G 
mel-31 III -2.74 G 
mel-32 III -1.27 C 
mel-33 III -3.77 G 
mel-43 IV 3.67 G 
mel-44 III 10.36 G 
mel-45 I  N 
mep-1 IV 4.99 C 
mes-1 X 6.77 C 
mes-2 II 22.97 C 
mes-3 I -0.43 C 
mes-4 V 5.31 C 
mes-5 III -1.63 G 
mes-6 IV 3.88 C 
mev-1 III 2.38 C 
mev-2 X -18.69 G 
mev-3 I 0.59 G 
mex-1 II 5.21 C 
mex-3 I -19.51 C 
mex-5 IV 8.54 C 
mex-6 II 1.50 C 
mgl-1 X 1.73 P 
mgl-2 I 4.98 P 
mif-1 III 12.86 P 
mif-2 V 3.55 P 

mif-3 I 1.89 C 
mif-4 IV 3.17 P 
mig-1 I -17.15 C 
mig-2 X 4.34 C 
mig-5 II 0.79 C 
mig-6 V 0.77 G 
mig-10 III -0.32 C 
mig-13 X -6.20 C 
mig-14 II 20.41 G 
mig-15 X 1.88 C 
mig-17 V 3.13 C 
mig-18 III 21.50 G 
mig-19 II 2.00 G 
mig-20 X 2.23 G 
mig-21 III -4.28 G 
mig-22 III -0.13 G 
mig-23 X -4.52 G 
mig-24 IV 3.80 G 
mig-25 III -0.79 G 
mig-26 I 1.97 G 
mig-30 I -6.95 G 
mir-1 I 0.81 P 
mir-2 I 3.76 P 
mir-34 X -12.68 P 
mir-35 II 3.62 P 
mir-36 II 3.62 P 
mir-37 II 3.62 P 
mir-38 II 3.62 P 
mir-39 II 3.62 P 
mir-40 II 3.62 P 
mir-41 II 3.62 P 
mir-42 II 4.14 P 
mir-43 II 4.14 P 
mir-44 II 4.14 P 
mir-45 II 4.13 P 
mir-46 III 21.34 P 
mir-47 X 15.43 P 
mir-48 V 6.26 P 
mir-49 X 1.73 P 
mir-50 I -13.05 P 
mir-51 IV 4.79 P 
mir-52 IV 11.20 P 
mir-53 IV 4.79 P 
mir-54 X 10.05 P 
mir-55 X 10.05 P 
mir-56 X 10.05 P 
mir-57 II 0.58 P 
mir-58 IV -5.34 P 
mir-59 IV 4.95 P 
mir-60 II -0.38 P 
mir-61 V 3.33 P 
mir-62 X 7.98 P 
mir-63 X 24.37 P 
mir-64 III -15.67 P 
mir-65 III -15.66 P 
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mir-66 III -15.66 P 
mir-67 III -1.43 P 
mir-70 V 0.13 P 
mir-71 I 3.76 P 
mir-72 II -13.99 P 
mir-74 X -15.67 P 
mir-75 X -15.66 P 
mir-76 III -8.92 P 
mir-77 II 9.81 P 
mir-78 IV 13.01 P 
mir-79 I 3.75 P 
mir-80 III -0.02 P 
mir-81 X -15.51 P 
mir-82 X -15.50 P 
mir-83 IV 3.49 P 
mir-84 X 23.17 P 
mir-85 II 0.79 P 
mir-86 III 13.51 P 
mir-87 V 3.59 P 
mir-88 I -0.29 P 
mir-90 III -0.02 P 
mir-124 IV 5.35 P 
mir-227 III -0.02 P 
mir-228 IV 1.88 P 
mir-229 III -15.67 P 
mir-230 X -4.32 P 
mir-232 IV 4.78 P 
mir-233 X 6.89 P 
mir-234 II 23.00 P 
mir-235 I 0.80 P 
mir-236 II 0.33 P 
mir-237 X -0.47 P 
mir-238 III -0.02 P 
mir-
239.1 

X 6.74 P 

mir-
239.2 

X 6.74 P 

mir-240 X -1.06 P 
mir-241 V 6.26 P 
mir-242 IV 0.10 P 
mir-243 IV 0.50 P 
mir-244 I -0.82 P 
mir-245 I 2.40 P 
mir-246 IV 4.76 P 
mir-247 X -6.70 P 
mir-248 X -15.94 P 
mir-249 X -12.67 P 
mir-250 V 3.33 P 
mir-251 X 2.83 P 
mir-252 II 3.47 P 
mir-253 V -0.78 P 
mir-254 X 2.99 P 
mir-257 V 11.83 P 
mir-258 X -20.37 P 
mir-259 V 2.57 P 
mir-262 V 17.50 P 

mir-264 X -12.95 P 
mir-265 IV 6.25 P 
mir-267 II 10.78 P 
mir-268 V 2.96 P 
mir-269 IV -26.88 P 
mir-270 IV -5.18 P 
mir-271 X -10.36 P 
mir-272 III 11.31 P 
mir-273 II 23.82 P 
mix-1 II 3.03 C 
mkk-4 X 1.73 P 
mlc-1 X 24.13 C 
mlc-2 X 24.09 C 
mlc-3 III -1.54 P 
mlc-4 III -7.14 C 
mlh-1 III 21.23 P 
mlk-1 V -3.29 C 
mlp-1 III -1.43 P 
mls-1 III -0.73 C 
mls-2 X -6.69 C 
mml-1 III -0.74 P 
moc-1 X 1.82 C 
moc-2 V -0.02 P 
mod-1 V 1.75 C 
mod-5 I -4.48 C 
moe-3 II 15.07 P 
mog-1 III 1.19 C 
mog-2 II -5.02 G 
mog-3 III -2.58 G 
mog-4 II 23.04 C 
mog-5 II -1.78 C 
mom-1 X -3.17 C 
mom-2 V 1.35 C 
mom-4 I 4.00 C 
mom-5 I 4.12 C 
mor-1 III 1.58 G 
mor-2 IV 1.89 G 
mor-3 I -14.19 G 
mpk-1 III -3.72 C 
mps-1 II -0.39 P 
mpz-1 II 2.90 P 
mre-11 V 2.75 C 
mrg-1 III 18.67 P 
mrp-1 X -19.65 C 
mrp-2 X -19.67 C 
mrp-3 X 22.99 P 
mrp-4 X 1.73 P 
mrp-5 X 21.57 P 
mrp-6 X -8.11 P 
mrp-7 V 22.79 P 
mrp-8 III 16.31 P 
mrs-1 IV 5.09 P 
mrt-2 III 12.12 C 
msh-2 I -2.92 P 
msh-4 II 0.49 P 

msh-5 IV 7.98 C 
msh-6 I -3.65 P 
msi-1 III -4.15 P 
msp-3 II -3.42 P 
msp-10 IV 4.43 P 
msp-19 IV 1.61 P 
msp-31 II -3.07 P 
msp-32 II -3.12 P 
msp-33 II -3.14 P 
msp-36 IV 4.50 P 
msp-37 IV 4.55 P 
msp-38 IV 4.55 C 
msp-40 II -3.32 P 
msp-42 II -3.42 P 
msp-45 II -2.18 P 
msp-49 II -2.00 P 
msp-50 II -1.98 P 
msp-51 IV 1.62 P 
msp-52 IV 1.61 P 
msp-53 IV 1.51 P 
msp-55 IV 1.50 P 
msp-56 IV 4.43 P 
msp-57 IV 1.51 P 
msp-58 IV 1.62 P 
msp-59 IV 1.63 P 
msp-63 II -0.94 P 
msp-64 II -0.93 P 
msp-65 IV 1.63 P 
msp-71 II -2.81 P 
msp-74 II -2.37 P 
msp-76 IV 4.37 P 
msp-77 IV 4.45 P 
msp-78 IV 4.41 P 
msp-79 IV 4.40 P 
msp-81 IV 4.43 P 
msp-113 IV 1.62 P 
msp-142 II -0.94 P 
msp-152 II -3.03 P 
mtd-1 I 29.09 C 
mtk-1 I 0.45 P 
mtl-1 V 0.13 P 
mtl-2 V 5.93 C 
mtm-1 I -0.38 C 
mtm-3 III -4.25 P 
mtm-5 X -5.92 C 
mtm-6 III 21.21 C 
mtm-9 V -8.34 P 
mua-1 II -0.06 C 
mua-2 III 10.51 G 
mua-3 III 1.93 C 
mua-4 III -1.99 G 
mua-5 IV 3.23 G 
mua-6 X 23.72 C 
mua-7 III  N 
mua-9 II  N 
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mua-10 X  N 
mud-1 III -3.06 G 
mum-1 IV 4.63 G 
mum-2 IV 4.20 G 
mum-3 III 2.93 G 
mup-1 II -7.75 G 
mup-2 X -2.90 C 
mup-4 III -0.73 C 
mut-1 IV  N 
mut-2 I 1.53 G 
mut-4 I  N 
mut-5 II  N 
mut-6 IV  N 
mut-7 III 0.57 C 
mut-14 V -1.20 C 
mut-16 I 4.58 P 
mxl-1 V 3.02 P 
mxl-2 III -26.97 P 
mxl-3 X 11.62 C 
myo-2 X 7.09 P 
myo-3 V 3.82 C 
nab-1 I -1.58 C 
nad-1 X 21.51 C 
nad-2 III 1.87 P 
nas-1 III 21.21 P 
nas-2 V -14.13 P 
nas-3 V 2.03 P 
nas-4 III -1.28 P 
nas-5 I 3.99 P 
nas-6 IV 16.88 P 
nas-7 II 0.50 P 
nas-8 IV 3.30 P 
nas-9 V -4.06 P 
nas-10 X 2.76 P 
nas-11 X -2.54 P 
nas-12 IV 4.56 P 
nas-13 X 22.62 P 
nas-14 IV 8.28 P 
nas-15 X -19.49 P 
nas-16 V 3.10 P 
nas-17 V 3.10 P 
nas-18 V 3.10 P 
nas-19 V 3.11 P 
nas-20 V 3.14 P 
nas-21 V 3.14 P 
nas-22 V 3.14 P 
nas-24 V 5.58 P 
nas-25 II 0.90 P 
nas-27 II -15.58 P 
nas-28 III -1.41 P 
nas-29 II -2.25 P 
nas-30 I -17.36 P 
nas-31 V 2.84 P 
nas-32 V -19.99 P 
nas-33 X -2.89 P 

nas-36 I 2.10 P 
nas-37 X 1.73 P 
nas-38 X -19.67 P 
nas-39 X 23.99 P 
nas-40 V 8.97 P 
nat-1 III 0.12 P 
nca-1 IV 3.05 C 
nca-2 III -2.29 C 
ncl-1 III -0.62 C 
ncl-2 IV 4.11 G 
ncr-1 X -7.52 C 
ncr-2 III -0.33 P 
ncs-1 X -18.88 C 
ncs-2 I 4.52 P 
ncs-3 X -18.76 P 
ncx-1 V 24.71 P 
ncx-2 V -2.43 P 
ncx-3 IV 4.68 P 
ncx-4 I 3.92 P 
ncx-5 V 2.57 P 
ncx-6 III 0.91 P 
ncx-7 III 0.92 P 
ncx-8 V -3.55 P 
ncx-9 V -3.52 P 
ncx-10 V 0.99 P 
ndc-80 IV 4.47 P 
ndg-4 III -3.17 C 
ndx-1 I 13.85 P 
ndx-2 V -13.19 P 
ndx-3 II -2.97 P 
ndx-4 I 21.87 P 
ndx-5 IV 9.33 P 
ndx-6 II -1.78 P 
ndx-7 I -1.57 P 
ndx-8 I 20.00 P 
ndx-9 IV 4.79 P 
ned-8 I 4.97 P 
nex-1 III -1.92 C 
nex-2 III 2.36 P 
nex-3 III -3.17 P 
nex-4 V -4.00 C 
nfi-1 II 0.50 C 
nfm-1 III -1.42 P 
nft-1 III 13.44 P 
ngn-1 IV -6.82 P 
ngp-1 I 2.78 P 
nhl-1 III 0.21 C 
nhl-2 III -2.41 P 
nhl-3 II -15.60 P 
nhr-1 X 24.16 C 
nhr-2 I 0.45 C 
nhr-3 X 16.75 C 
nhr-4 IV 4.44 P 
nhr-5 IV 13.39 P 
nhr-6 III -5.74 C 

nhr-7 IV 4.94 P 
nhr-8 IV 3.42 C 
nhr-9 III -0.79 P 
nhr-10 III -0.79 P 
nhr-11 IV 4.03 P 
nhr-12 V 2.27 P 
nhr-13 V -15.45 P 
nhr-14 X 0.01 P 
nhr-15 V -20.01 P 
nhr-16 II -4.50 P 
nhr-17 X 7.86 P 
nhr-18 V -15.29 P 
nhr-19 II 1.62 P 
nhr-20 III -3.66 P 
nhr-21 II 0.50 C 
nhr-22 II -0.28 P 
nhr-23 I 1.84 C 
nhr-25 X 9.44 C 
nhr-28 X 23.90 P 
nhr-31 IV 3.59 P 
nhr-32 X 10.73 P 
nhr-34 IV 4.37 P 
nhr-35 X -7.35 P 
nhr-38 IV 4.38 P 
nhr-40 X -14.38 P 
nhr-41 IV -20.11 C 
nhr-42 V 0.49 P 
nhr-43 IV 5.38 P 
nhr-44 V 1.89 P 
nhr-45 X -6.99 P 
nhr-46 IV 2.25 P 
nhr-47 V -1.73 P 
nhr-48 X 22.94 C 
nhr-49 I 3.97 P 
nhr-50 V 9.32 C 
nhr-51 V 8.61 P 
nhr-52 V 8.62 P 
nhr-53 V 8.67 P 
nhr-54 V 10.43 P 
nhr-55 V -20.00 P 
nhr-56 V -15.33 P 
nhr-57 V -6.74 P 
nhr-58 V -20.00 P 
nhr-59 V -15.05 P 
nhr-60 V 8.82 P 
nhr-61 II 23.56 P 
nhr-62 I 3.95 P 
nhr-63 V 9.33 P 
nhr-64 I -4.48 P 
nhr-65 V 18.09 P 
nhr-66 IV 3.68 P 
nhr-67 IV 4.92 C 
nhr-68 V 3.19 P 
nhr-69 I 3.98 P 
nhr-70 V 16.83 P 
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nhr-71 X 14.58 P 
nhr-72 II -6.21 P 
nhr-73 I 8.62 P 
nhr-74 I 8.59 P 
nhr-75 II -6.18 P 
nhr-76 IV -25.45 P 
nhr-77 I 13.17 P 
nhr-78 IV 0.11 P 
nhr-79 V 20.15 C 
nhr-80 III -27.26 P 
nhr-81 I 13.15 P 
nhr-82 I 13.11 P 
nhr-83 V -20.00 P 
nhr-84 V 9.05 P 
nhr-85 I 15.01 P 
nhr-86 V -16.08 P 
nhr-87 IV -18.35 P 
nhr-88 II -9.04 P 
nhr-89 I 13.19 P 
nhr-90 V -20.00 P 
nhr-91 X 22.39 P 
nhr-92 IV -18.39 P 
nhr-93 V -9.20 P 
nhr-94 V 0.86 P 
nhr-95 V 19.42 P 
nhr-96 V -15.26 P 
nhr-97 IV 4.40 P 
nhr-98 V -20.00 P 
nhr-99 V -20.00 P 
nhr-100 IV 4.39 P 
nhr-101 V 3.19 P 
nhr-102 V 9.05 P 
nhr-103 V -15.30 P 
nhr-104 IV 1.27 P 
nhr-105 IV 3.29 C 
nhr-106 V -20.00 P 
nhr-107 V 0.49 P 
nhr-108 V 9.15 P 
nhr-109 II -4.52 P 
nhr-110 V -18.20 P 
nhr-111 V 9.59 C 
nhr-112 V 10.91 P 
nhr-113 I 8.83 P 
nhr-114 V -6.52 P 
nhr-115 V -14.97 P 
nhr-116 V 11.33 P 
nhr-117 V -18.21 P 
nhr-118 V -5.61 P 
nhr-119 II -10.64 P 
nhr-120 X -2.66 P 
nhr-121 III -13.39 P 
nhr-122 IV -18.48 P 
nhr-123 V -20.00 P 
nhr-124 V -7.77 P 
nhr-125 V -5.96 P 

nhr-126 V -15.28 P 
nhr-127 V 9.90 P 
nhr-128 V -15.31 P 
nhr-129 V 5.13 P 
nhr-130 V -20.00 P 
nhr-131 V -20.00 P 
nhr-132 V -20.00 P 
nhr-133 V -15.37 P 
nhr-134 V -15.27 P 
nhr-135 V 0.53 P 
nhr-136 V 3.64 P 
nhr-137 X -2.62 P 
nhr-138 IV 4.39 P 
nhx-1 X 23.17 P 
nhx-2 II 0.51 C 
nhx-3 V 0.78 P 
nhx-4 X -1.99 C 
nhx-5 X 2.28 C 
nhx-6 II -15.02 C 
nhx-8 I 14.08 C 
nhx-9 IV 5.40 P 
nid-1 V 4.72 C 
nlp-1 X -9.62 P 
nlp-2 X -15.73 P 
nlp-3 X 10.20 P 
nlp-4 I 5.05 P 
nlp-5 II 0.79 P 
nlp-6 X 24.53 P 
nlp-7 X 0.15 P 
nlp-8 I 2.35 P 
nlp-9 V -6.38 P 
nlp-10 III -4.21 P 
nlp-11 II 1.65 P 
nlp-12 I -12.53 C 
nlp-13 V -6.32 P 
nlp-14 X 0.45 P 
nlp-15 I 14.33 P 
nlp-16 IV 3.12 P 
nlp-17 IV 9.26 P 
nlp-18 II 3.14 P 
nlp-19 X 2.75 P 
nlp-20 IV 3.36 P 
nlp-21 III 8.96 P 
nlp-22 X -15.74 P 
nlp-23 X -15.74 P 
nlp-24 V 3.22 P 
nlp-25 V 22.38 P 
nlp-26 V 22.41 P 
nlp-27 V -7.34 P 
nlp-28 V -7.34 P 
nlp-29 V -7.36 P 
nlp-30 V -7.36 P 
nlp-31 V -7.37 P 
nlp-32 III -26.93 P 
nlr-1 IV 5.74 P 

nlt-1 II 1.82 C 
nmr-1 II -1.51 C 
nmr-2 V 7.14 P 
nmy-1 X -12.69 P 
nmy-2 I 2.41 C 
nnt-1 X -3.66 C 
nob-1 III 14.50 C 
nob-3 I 3.76 G 
nop-1 III -1.50 G 
nos-1 II 3.13 C 
nos-2 II 0.49 C 
nos-3 II 1.71 C 
npa-1 V 0.52 P 
npp-1 IV 4.44 P 
npp-2 I 2.71 P 
npp-3 II 4.12 P 
npp-4 I 26.42 C 
npp-5 II 3.76 P 
npp-6 I -0.31 P 
npp-7 I 0.33 C 
npp-8 IV -18.83 P 
npp-9 III -7.07 P 
npp-10 III -1.43 C 
npp-11 I -2.13 P 
npp-12 I 1.11 P 
npp-13 I -11.00 P 
npp-14 I 3.84 P 
npp-15 III -0.49 P 
npp-16 III 13.36 P 
npp-17 I 4.51 P 
npp-18 III 21.21 P 
npp-19 II 2.96 P 
npp-20 IV -19.44 P 
npr-1 X -6.66 C 
nrf-1 III  N 
nrf-3 IV 3.59 G 
nrf-4 I  N 
nrf-5 V 5.69 G 
nrf-6 II 0.66 C 
nrs-1 I 1.70 C 
nrs-2 V 1.45 P 
nsf-1 I 2.34 P 
nsh-1 III -1.09 P 
nst-1 II 0.79 C 
nsy-1 II -2.77 C 
nsy-2 III  N 
nsy-3 V  N 
ntl-1 III -0.87 P 
ntl-2 II -4.71 P 
ntl-3 III 12.79 P 
ntl-4 IV 3.50 P 
nuc-1 X 1.42 C 
nud-1 III 21.21 C 
num-1 V 25.28 C 
nuo-1 II 3.24 C 
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nup-1 III  N 
nup-2 III -2.33 G 
nxf-1 V 6.29 C 
nxf-2 V 6.29 C 
nxt-1 I -5.27 P 
oat-1 IV 3.84 P 
ocr-1 V 2.76 C 
ocr-2 IV 3.67 C 
ocr-3 X 22.12 P 
ocr-4 IV 3.32 P 
oct-1 I 3.99 P 
odc-1 V 0.48 C 
odd-1 III -0.79 P 
odd-2 X -3.58 P 
odd-3 I 4.99 P 
odr-1 X 12.70 C 
odr-2 V 0.54 C 
odr-3 V 4.98 C 
odr-4 III -0.93 C 
odr-5 X 1.90 G 
odr-6 II  N 
odr-7 X 7.07 C 
odr-8 IV 2.67 G 
odr-10 X -2.30 C 
ogt-1 III -0.78 C 
oig-1 III -1.17 P 
oig-2 II 13.80 P 
oig-3 V 6.73 C 
old-1 II 1.74 C 
old-2 II 1.74 P 
oma-1 IV 3.99 C 
oma-2 V 1.02 C 
ooc-1 II 2.99 G 
ooc-2 II 0.62 G 
ooc-3 II 3.50 C 
ooc-4 III 2.25 G 
ooc-5 II 0.95 C 
opt-1 IV 4.70 P 
opt-2 X -2.89 P 
opt-3 I 0.78 P 
ora-1 IV 3.51 P 
orc-2 II 3.13 P 
osm-1 X 24.06 C 
osm-3 IV -2.27 C 
osm-5 X -12.68 C 
osm-6 V 3.52 C 
osm-7 III 21.22 G 
osm-8 II 0.71 G 
osm-9 IV -3.32 C 
osm-10 III -0.77 C 
osm-11 X 23.94 G 
osm-12 III 13.62 G 
ost-1 IV -22.11 C 
oxi-1 III 5.47 P 
paa-1 III -1.66 P 

pab-1 I 5.01 P 
pab-2 X 12.69 P 
pab-3 I 3.76 P 
pad-1 I 14.17 P 
paf-1 I -0.43 P 
paf-2 X -7.79 P 
pag-1 III -1.91 G 
pag-3 X 21.59 C 
pak-1 X -3.82 C 
pal-1 III -2.59 C 
pal-2 IV 3.60 G 
pam-1 IV 3.35 C 
pan-1 III -3.14 C 
par-1 V 6.11 C 
par-2 III -24.50 C 
par-3 III -1.45 C 
par-4 V 13.94 C 
par-5 IV 5.30 C 
par-6 I 13.83 C 
pas-1 V 6.29 P 
pas-2 V 2.76 P 
pas-3 I -0.41 P 
pas-4 I 3.04 P 
pas-5 I 5.05 P 
pas-6 V -1.46 P 
pas-7 II 1.87 P 
pat-2 III -0.05 G 
pat-3 III -4.25 C 
pat-4 III -26.99 C 
pat-6 IV -26.94 C 
pat-9 X 23.00 G 
pat-10 I -0.43 C 
pat-11 I 0.44 G 
pat-12 III -26.39 G 
pax-1 V 1.25 P 
pax-2 IV -0.18 P 
pax-3 II 2.05 C 
pbm-1 III  N 
pbo-1 III -3.11 G 
pbo-3 II  N 
pbo-4 X 2.75 C 
pbo-5 V  N 
pbo-6 IV  N 
pbo-7 V  N 
pbs-1 IV -17.19 P 
pbs-2 I 14.29 P 
pbs-3 II -2.97 P 
pbs-4 I -1.93 P 
pbs-5 I 26.48 P 
pbs-6 III -0.33 P 
pbs-7 I 3.01 P 
pcm-1 V -0.47 C 
pcn-1 IV -0.97 P 
pcp-1 III -0.60 P 
pcp-2 IV 4.07 P 

pcp-3 IV 4.06 P 
pcp-4 V 23.57 P 
pcs-1 II 3.71 P 
pct-1 IV 3.65 P 
pdi-1 III -4.66 P 
pdi-2 X -7.38 P 
pdi-3 I 1.61 P 
pdk-1 X -18.36 C 
pdl-1 II 0.50 C 
pdr-1 III 21.55 P 
peb-1 X -16.32 P 
pef-1 III -25.38 P 
pek-1 X 3.37 C 
pen-2 III 8.69 C 
pes-1 IV 1.46 C 
pes-2 I 8.19 P 
pes-4 III -23.43 P 
pes-5 II 4.09 P 
pes-7 I 23.67 C 
pes-8 X 0.93 P 
pes-10 II 12.49 C 
pes-22 X -6.20 P 
pes-23 X -2.00 P 
pex-3 II -0.19 G 
pfn-1 I 14.22 P 
pgl-1 IV 3.25 C 
pgp-1 IV 6.05 C 
pgp-2 I 0.48 C 
pgp-3 X 3.09 C 
pgp-4 X 3.13 C 
pgp-5 X 2.59 P 
pgp-6 X 2.62 C 
pgp-7 X 2.61 C 
pgp-8 X 2.60 P 
pgp-9 V 13.19 P 
pgp-10 X -1.80 P 
pgp-11 II 0.64 C 
pgp-12 X 8.17 C 
pgp-13 X 8.21 C 
pgp-14 X 8.23 P 
pgp-15 X 8.26 P 
pha-1 III 6.12 C 
pha-2 X -19.61 G 
pha-3 IV 5.51 G 
pha-4 V 25.11 C 
phb-1 I -11.22 P 
phb-2 II -0.39 P 
phf-5 III -14.26 P 
phg-1 II 1.99 P 
phm-2 I 9.32 G 
phm-3 III -13.01 G 
pho-1 II -1.82 C 
pho-4 II -1.82 P 
php-3 III 14.49 P 
phy-2 IV 5.77 C 
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phy-3 V 11.16 C 
pie-1 III 17.42 C 
pif-1 I -18.71 P 
pik-1 IV 8.85 C 
pin-2 IV 6.37 P 
pis-1 IV 4.42 P 
pkc-1 V 3.58 C 
pkc-2 X 1.14 C 
pkc-3 II -1.79 C 
pkd-2 IV 13.12 P 
plc-1 X 2.50 P 
plc-2 V 7.55 P 
plc-3 II 2.20 P 
plc-4 IV 3.34 P 
pld-1 II -2.49 P 
plg-1 III 0.64 G 
plk-1 III -0.39 P 
plk-2 I -7.44 P 
plk-3 IV 3.34 P 
pll-1 III -26.95 P 
plp-1 IV 3.36 P 
plx-1 IV -23.07 C 
plx-2 II 22.98 C 
pme-1 I -5.28 P 
pme-2 II 1.62 C 
pme-3 IV 3.95 C 
pme-4 IV 3.94 P 
pme-5 V -19.84 C 
pme-6 X -20.34 P 
pmk-1 IV 3.64 P 
pmk-2 IV 3.63 C 
pmk-3 IV 3.63 C 
pmr-1 I 14.54 P 
pms-2 V 3.19 P 
pna-1 III  N 
pna-2 III  N 
pna-3 III -0.78 G 
pnk-1 I 0.92 P 
pnm-1 III 20.00 G 
pnm-2 III  N 
pnm-3 III  N 
pnm-4 III 14.30 G 
pnm-5 III  N 
pnm-6 III  N 
pod-1 III 21.23 C 
pop-1 I -5.36 C 
pos-1 V 1.38 C 
pph-1 V 2.73 P 
pph-2 IV 5.36 P 
pph-4.1 III 16.79 P 
pph-4.2 III 17.00 P 
ppk-1 I -0.08 P 
ppk-2 III -16.22 C 
ppk-3 X 9.26 P 
ppp-1 II 0.17 P 

pps-1 IV 4.56 P 
ppt-1 V 0.12 C 
ppw-1 I -1.61 P 
ppw-2 I -0.33 P 
pqe-1 III -1.83 C 
pqm-1 II 3.33 C 
pqn-2 V 2.51 P 
pqn-5 V -2.95 P 
pqn-8 III 1.33 P 
pqn-9 IV 3.67 C 
pqn-10 III -1.17 P 
pqn-11 X 23.05 P 
pqn-13 V -1.15 P 
pqn-14 II 0.95 P 
pqn-15 X -7.78 P 
pqn-16 V 1.95 P 
pqn-18 X 9.00 P 
pqn-19 I 0.48 C 
pqn-20 I 1.33 P 
pqn-21 I 1.32 C 
pqn-22 IV 2.94 P 
pqn-24 I -1.04 P 
pqn-25 III -1.60 P 
pqn-26 I 3.08 P 
pqn-27 II 17.49 P 
pqn-28 I 2.81 P 
pqn-29 III -2.92 P 
pqn-31 V 1.93 P 
pqn-32 II 14.63 P 
pqn-34 X 24.07 P 
pqn-35 II -3.88 P 
pqn-36 X 22.59 P 
pqn-37 X -10.72 P 
pqn-38 III -0.44 P 
pqn-39 X 15.66 P 
pqn-40 X -19.83 P 
pqn-41 III -17.60 P 
pqn-42 II -13.96 P 
pqn-43 V -12.58 P 
pqn-44 I -0.06 P 
pqn-45 III -3.17 P 
pqn-46 III -0.87 P 
pqn-47 II 2.57 P 
pqn-48 II -5.82 P 
pqn-49 II 0.88 P 
pqn-51 V -3.32 P 
pqn-52 I 0.17 P 
pqn-53 V 3.61 P 
pqn-54 V -18.90 P 
pqn-55 IV 4.57 C 
pqn-57 X -0.18 P 
pqn-58 III 1.21 P 
pqn-59 I -19.12 P 
pqn-60 V -20.00 P 
pqn-62 X -6.04 P 

pqn-63 V 2.07 P 
pqn-64 I -2.78 P 
pqn-65 X -7.12 P 
pqn-66 II -14.49 P 
pqn-67 V 4.73 P 
pqn-68 V 4.75 P 
pqn-70 V 3.01 P 
pqn-71 V 8.15 P 
pqn-72 I -4.03 P 
pqn-73 II 0.81 P 
pqn-74 IV 8.53 P 
pqn-75 IV -0.84 P 
pqn-76 IV 13.67 P 
pqn-78 IV 13.69 P 
pqn-79 IV 13.69 P 
pqn-80 III 18.01 P 
pqn-81 III 18.29 P 
pqn-82 III -18.29 P 
pqn-83 III 20.68 P 
pqn-84 III 11.78 P 
pqn-85 II -17.84 P 
pqn-87 II 7.33 P 
pqn-88 I -13.46 P 
pqn-89 IV 3.21 P 
pqn-90 IV 13.21 P 
pqn-91 IV 13.21 P 
pqn-92 III 16.49 P 
pqn-94 V 24.95 P 
pqn-95 II 1.06 P 
pqn-96 III -0.28 P 
pqn-97 V -20.00 P 
pqn-98 V -20.00 P 
pri-1 III 0.78 P 
pri-2 I 13.30 P 
prk-1 III -0.85 C 
prk-2 III -7.33 C 
prl-1 X -8.94 P 
prp-4 I 1.70 P 
prp-8 III -0.37 P 
prp-21 II -15.87 P 
prs-1 III -0.77 P 
prs-2 I 13.22 P 
prx-1 X 16.68 C 
prx-2 IV 5.11 P 
prx-3 X -3.68 P 
prx-5 II 0.86 P 
prx-6 V -4.48 C 
prx-11 I 14.30 P 
prx-12 X 3.28 P 
prx-13 II 0.50 P 
prx-14 IV 4.92 P 
prx-19 III -0.04 P 
pry-1 I 22.95 C 
psa-1 V 24.94 C 
psa-4 IV 4.91 C 
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psr-1 IV 0.97 P 
pst-1 V -0.49 P 
ptb-1 II 2.81 C 
ptc-1 II 0.60 C 
ptc-2 II -0.55 P 
ptc-3 II -10.00 P 
ptd-2 V 1.97 P 
ptl-1 III -26.12 C 
ptp-1 III -5.49 P 
ptp-2 II -0.85 C 
ptp-3 II 3.13 C 
ptr-1 V 1.95 P 
ptr-2 I -2.55 P 
ptr-3 II -16.93 P 
ptr-4 X -3.78 P 
ptr-5 X 24.09 P 
ptr-8 II 3.13 P 
ptr-9 III 0.24 P 
ptr-10 I 0.29 P 
ptr-11 I -19.38 P 
ptr-12 I -8.24 P 
ptr-13 II 3.33 P 
ptr-14 IV 4.63 P 
ptr-15 V 0.48 P 
ptr-16 V -19.89 P 
ptr-17 I 14.09 P 
ptr-18 II 13.51 P 
ptr-19 III 5.36 P 
ptr-20 II 24.40 P 
ptr-21 I -18.91 P 
ptr-22 V 18.55 P 
ptr-23 I 28.05 P 
ptr-24 X 11.57 P 
puf-3 IV 9.29 P 
puf-4 IV -5.50 P 
puf-5 II 0.82 C 
puf-6 II 14.08 P 
puf-7 IV 1.73 C 
puf-8 II 0.50 C 
puf-9 X -4.24 P 
puf-10 I -19.32 P 
pun-1 I  N 
pus-1 V 11.07 C 
pvf-1 III -18.52 P 
pvl-4 II 1.80 G 
pvl-5 II 0.10 G 
pvl-6 V -20.00 G 
pvp-1 X 2.96 G 
pxf-1 IV 4.56 P 
pxf-2 III 1.98 P 
pxn-1 V 1.43 P 
pxn-2 X 2.78 P 
pyc-1 V 3.40 P 
pyr-1 II 0.84 P 
qid-5 II 8.00 G 

qid-6 III -1.00 G 
qid-7 X 2.00 G 
qid-8 X 4.00 g 
qua-1 II 0.79 C 
qui-1 IV 9.58 C 
rab-1 V -19.85 P 
rab-3 II -0.96 C 
rab-5 I 3.73 P 
rab-6.1 III 0.09 P 
rab-6.2 X 24.08 P 
rab-7 II 5.11 C 
rab-8 I -2.96 P 
rab-10 I 1.12 P 
rab-11.1 I -19.61 P 
rab-11.2 I 9.48 P 
rab-14 X 22.92 C 
rab-18 III -24.55 P 
rab-19 IV 8.67 P 
rab-21 II 0.86 P 
rab-27 I 20.44 P 
rab-28 IV 4.12 P 
rab-30 III 3.68 P 
rab-33 III 2.98 P 
rab-35 III 8.53 P 
rab-37 X -7.94 P 
rab-39 II 1.09 P 
rac-2 IV 14.83 C 
rad-1 I 6.15 G 
rad-2 V 1.09 G 
rad-3 I 1.49 G 
rad-4 V -9.45 G 
rad-6 III 3.58 G 
rad-7 IV 6.09 G 
rad-8 I 0.58 G 
rad-9 III  N 
rad-50 V 3.85 P 
rad-51 IV 4.57 C 
rad-54 I 3.47 P 
ram-1 I 9.92 G 
ram-2 II 1.75 G 
ram-3 II 19.75 G 
ram-5 X 16.74 C 
ran-1 III 5.15 P 
ran-2 III -0.49 P 
ran-3 II 0.79 P 
ran-4 I 2.94 P 
ran-5 II -0.62 P 
rap-1 IV 3.99 P 
rap-2 V 7.25 C 
rap-3 IV 4.92 P 
ras-1 II 8.42 C 
ras-2 III -2.63 C 
rba-1 I 3.81 P 
rbd-1 IV 6.23 P 
rbf-1 III -0.98 C 

rbr-2 IV 4.75 P 
rbx-1 V 2.09 P 
rcn-1 III -1.45 P 
rcq-5 III -4.01 C 
rde-1 V 2.23 C 
rde-2 I  N 
rde-3 I  N 
rde-4 III 2.02 C 
rdy-1 IV 3.81 G 
rdy-2 V 5.22 G 
rec-1 I 30.00 G 
rec-8 IV 8.54 P 
ref-1 II 2.19 C 
ref-2 X -1.39 C 
ret-1 V 6.88 C 
rfc-1 V 6.63 P 
rfc-2 IV -20.44 P 
rfc-3 IV 7.84 P 
rfc-4 III -0.85 P 
rfl-1 III -0.85 C 
rfs-1 III -0.34 P 
rgr-1 III 0.51 P 
rgs-1 III 1.40 C 
rgs-2 X 8.11 C 
rha-1 II 0.92 C 
rhi-1 X -7.43 P 
rho-1 IV 15.10 P 
rhr-1 V -2.01 P 
rhr-2 V 3.28 C 
rib-1 IV 5.00 C 
rib-2 III 5.13 P 
ric-1 III -0.70 G 
ric-3 IV 3.49 C 
ric-4 V 2.11 G 
ric-8 IV -6.73 C 
ric-19 I -2.60 C 
rig-1 X 0.24 P 
rig-3 X -2.31 P 
rig-4 IV 3.59 P 
rig-5 I 3.80 P 
rme-1 V -0.18 C 
rme-2 IV 1.68 C 
rme-4 X 1.99 G 
rme-5 III 8.84 G 
rme-6 X -18.71 G 
rme-8 I 2.50 C 
rme-10 IV 3.42 G 
rnf-1 I 0.62 C 
rnf-5 III -3.80 P 
rnh-1 II -2.86 P 
rnh-2 II 0.80 P 
rnp-1 V 3.74 C 
rnp-2 IV -0.33 P 
rnp-3 IV -0.32 P 
rnp-4 III -3.17 P 
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rnp-5 III -25.76 C 
rnp-6 I -3.38 P 
rnp-7 III -0.78 P 
rnr-1 III 0.33 P 
rnr-2 III -3.93 P 
rnt-1 I 0.45 C 
rol-1 II 6.99 C 
rol-3 V 1.26 C 
rol-4 V 4.27 G 
rol-6 II 0.87 C 
rol-8 II 0.50 C 
rol-9 V 25.11 G 
rom-1 III -2.39 P 
rom-2 III 0.76 P 
rom-3 IV 15.86 P 
rom-4 IV 15.93 P 
rom-5 I -4.44 P 
rop-1 V 2.42 C 
rot-1 III 14.40 G 
rot-2 III  N 
rot-3 III -0.37 G 
rpa-0 I 5.05 P 
rpa-1 I -11.24 P 
rpa-2 IV 8.61 P 
rpc-1 IV 3.30 P 
rpl-1 I -5.32 P 
rpl-2 V 25.02 P 
rpl-3 III -4.25 P 
rpl-4 I -0.89 P 
rpl-5 II 0.81 P 
rpl-6 III -0.77 P 
rpl-7 I -19.60 P 
rpl-9 III -0.66 P 
rpl-10 II 0.75 P 
rpl-11.1 V -9.00 P 
rpl-11.2 X -15.99 P 
rpl-12 IV 8.51 P 
rpl-13 I -2.57 P 
rpl-14 I 3.85 P 
rpl-15 IV -25.28 P 
rpl-16 III -6.36 P 
rpl-17 I -16.99 P 
rpl-18 IV 10.75 P 
rpl-19 I 0.07 P 
rpl-20 IV 1.19 P 
rpl-21 III -0.38 P 
rpl-22 II -2.64 P 
rpl-23 III -1.45 P 
rpl-24.1 I -1.01 P 
rpl-24.2 I 3.84 P 
rpl-25.1 X -6.83 P 
rpl-25.2 I 2.73 P 
rpl-26 II 0.82 P 
rpl-27 I -12.58 P 
rpl-28 V 4.62 P 

rpl-29 IV 10.93 P 
rpl-30 I 5.01 P 
rpl-31 I 21.48 P 
rpl-32 II 0.99 P 
rpl-33 II 0.49 P 
rpl-34 IV 5.80 P 
rpl-35 III -0.54 P 
rpl-36 III -0.78 P 
rpl-37 III -6.17 P 
rpl-38 V 8.25 P 
rpl-39 V 0.91 P 
rpl-41 II 3.23 P 
rpl-42 II 3.21 P 
rpl-43 II 22.48 P 
rpm-1 V 1.60 C 
rpn-1 IV 3.25 P 
rpn-2 III -1.41 P 
rpn-3 III -0.27 P 
rpn-5 II -3.66 P 
rpn-6 III -0.86 P 
rpn-7 IV 4.16 P 
rpn-8 I -1.61 P 
rpn-9 II 3.37 P 
rpn-10 I 5.06 P 
rpn-11 II -5.81 P 
rpn-12 II 3.88 P 
rps-0 III -2.62 P 
rps-1 III -3.17 P 
rps-2 IV 3.50 P 
rps-3 III -1.41 P 
rps-4 IV 3.30 P 
rps-5 IV 4.88 P 
rps-6 I 22.32 P 
rps-7 I 4.93 P 
rps-8 IV 3.32 P 
rps-9 II 3.31 P 
rps-10 I -1.01 P 
rps-11 IV 5.04 P 
rps-12 III -1.45 P 
rps-13 III -1.34 P 
rps-14 III -0.78 P 
rps-15 I 3.14 P 
rps-16 V 7.12 P 
rps-17 I 0.85 P 
rps-18 IV 12.52 P 
rps-19 I 3.82 P 
rps-20 I 25.73 P 
rps-21 III -0.77 P 
rps-22 III -17.47 P 
rps-23 IV 5.88 P 
rps-24 IV -26.25 P 
rps-25 IV 2.77 P 
rps-26 I 26.61 P 
rps-27 V -20.01 P 
rps-28 IV -17.87 P 

rps-29 III -26.04 P 
rps-30 V 0.91 P 
rpt-1 V 3.56 P 
rpt-2 V -0.42 P 
rpt-3 III -1.22 P 
rpt-4 II -17.96 P 
rpt-5 I 0.43 P 
rpt-6 III 16.97 P 
rpy-1 II -0.03 C 
rrf-1 I 2.21 C 
rrf-2 I 13.05 C 
rrf-3 II 0.79 C 
rrs-1 V 11.12 G 
rrt-1 III -2.38 P 
rrt-2 II -0.47 P 
rsp-1 II 3.47 P 
rsp-2 II 3.47 C 
rsp-3 III 18.15 P 
rsp-4 II -1.79 P 
rsp-5 II -0.23 C 
rsp-6 IV 3.48 C 
rsp-7 II 2.78 P 
rsp-8 III 12.71 P 
rsr-1 I 7.26 P 
rsr-2 II 7.49 P 
rtw-5 X 16.67 P 
rtw-6 IV 3.32 P 
sad-1 X 12.68 C 
sap-49 II 0.66 P 
sas-1 III 14.50 G 
sas-2 III -17.51 G 
sas-4 III -0.31 P 
sax-1 X -9.88 C 
sax-2 III -2.20 G 
sax-3 X -10.35 C 
sax-5 IV 9.84 G 
sax-6 I -12.97 G 
sax-7 IV 3.59 C 
sax-8 III -1.54 G 
sax-9 IV 8.38 G 
sbp-1 III 9.49 P 
sca-1 III 5.40 P 
scc-1 II -3.66 P 
scc-3 V 4.64 C 
scd-1 X 7.13 C 
scd-2 V 0.13 C 
scd-3 I -0.95 G 
scl-1 IV 7.65 P 
scm-1 I -12.39 P 
scp-1 II 1.11 P 
sdc-1 X 23.77 C 
sdc-2 X 4.33 C 
sdc-3 V 7.19 C 
sdf-9 V 25.20 C 
sdn-1 X 2.30 C 
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sea-2 II -6.03 P 
sec-5 II 1.06 P 
sec-8 I 5.01 P 
sec-23 V 24.67 P 
sec-24.1 IV 5.00 P 
sec-24.2 IV 5.86 P 
sek-1 X -1.25 C 
sel-1 V 4.46 C 
sel-2 III -2.90 G 
sel-4 II -16.79 G 
sel-5 III -3.13 C 
sel-6 V 20.46 G 
sel-7 X 16.68 C 
sel-8 III -5.30 C 
sel-9 V 1.28 C 
sel-10 V 5.60 C 
sel-11 V 3.28 G 
sel-12 X -18.90 C 
sem-1 X 14.38 G 
sem-2 I -0.24 G 
sem-3 IV 4.82 G 
sem-4 I 1.64 C 
sem-5 X -0.84 C 
sep-1 I -3.71 C 
ser-1 X 24.06 C 
ser-2 X 22.36 P 
ser-3 I 1.36 C 
ser-4 III -19.29 C 
ser-7 X -14.00 P 
set-1 III -1.26 C 
set-2 III -2.37 P 
seu-1 IV 3.17 G 
seu-2 V -1.99 G 
seu-3 V -19.04 G 
sex-1 X 1.88 C 
sft-1 III -8.99 P 
sft-4 X -4.37 P 
sgk-1 X 23.70 C 
sgn-1 II 0.88 C 
shv-1 II 1.65 G 
shw-3 V 4.76 P 
sid-1 V -3.07 P 
sip-1 III 3.05 P 
sir-2.1 IV 4.58 C 
sir-2.2 X 11.43 P 
sir-2.3 X 11.46 C 
sir-2.4 I 0.56 P 
skn-1 IV 2.04 C 
skp-1 V 3.23 P 
skr-1 I 3.77 P 
skr-2 I 3.77 P 
skr-3 V 9.59 C 
skr-4 V 24.05 P 
skr-5 V 12.29 P 
skr-6 V 14.88 P 

skr-7 V -5.55 P 
skr-8 IV 16.17 P 
skr-9 IV 16.17 P 
skr-10 IV 14.25 P 
skr-11 V 10.18 P 
skr-12 IV 16.18 P 
skr-13 IV 16.17 P 
skr-14 V -5.56 P 
skr-15 II -6.24 P 
skr-16 IV 3.30 P 
skr-17 II 0.55 P 
skr-18 IV -24.33 P 
skr-19 X 10.46 P 
skr-20 X 10.45 P 
skr-21 X 10.48 P 
sle-1 II  G 
sli-1 X -19.49 C 
slo-1 V 16.17 C 
slo-2 X 3.30 C 
sls-2.1 II -0.90 P 
sls-2.2 II -1.19 P 
sls-2.3 II -1.19 P 
sls-2.4 I -1.62 P 
sls-2.5 III -0.78 P 
sls-2.6 I 3.45 P 
sls-2.7 I 3.46 P 
sls-2.8 III 16.00 P 
sls-2.9 I 17.68 P 
sls-2.10 IV 4.05 P 
sls-2.11 IV 4.06 P 
sls-2.12 IV 1.61 P 
sls-2.13 IV 1.51 P 
sls-2.14 III 6.00 P 
sls-2.15 III 6.01 P 
sls-2.16 III -0.78 P 
sls-2.17 IV 1.63 P 
sls-2.18 III -0.78 P 
sls-2.19 IV 1.61 P 
slt-1 X 19.72 C 
sma-1 V 3.52 C 
sma-2 III -0.06 C 
sma-3 III -0.93 C 
sma-4 III -1.44 C 
sma-5 X 7.06 G 
sma-6 II -0.38 C 
sma-8 V 3.25 G 
sma-9 X 6.48 G 
sma-10 IV -16.16 G 
sma-12 V 1.44 G 
sma-13 I 20.53 G 
sma-14 X 7.88 G 
sma-15 X  N 
sma-16 X 0.12 G 
sma-17 III -16.41 G 
sma-18 X  N 

sma-19 V  N 
sma-20 III -4.28 G 
smc-4 III -3.06 P 
smd-1 I 22.59 P 
smf-1 X -2.53 C 
smf-2 X -2.54 C 
smf-3 IV -6.85 P 
smg-1 I 1.48 C 
smg-2 I -16.98 C 
smg-3 IV 3.20 C 
smg-4 V 2.20 C 
smg-5 I 1.30 C 
smg-6 III -16.37 G 
smg-7 IV 3.23 C 
smi-1 III -18.05 P 
smn-1 I 3.78 C 
smo-1 I -16.47 C 
smp-1 I 27.11 C 
smp-2 I -3.00 C 
smr-1 III -24.05 P 
smu-1 I 14.34 C 
smu-2 II -6.75 C 
snb-1 V 0.13 C 
snb-2 V 3.97 P 
snb-5 III -0.35 P 
snf-1 I -0.43 P 
snf-2 I 3.24 C 
snf-3 II -15.58 C 
snf-4 II 12.38 C 
snf-5 II 12.63 C 
snf-6 III -20.93 P 
snf-7 III 20.44 C 
snf-8 IV 5.42 C 
snf-9 IV 16.44 C 
snf-10 V 2.55 C 
snf-11 V 3.05 P 
snf-12 X 0.54 P 
sng-1 X -1.76 C 
snn-1 IV -15.80 P 
snr-1 IV 16.05 P 
snr-2 I 18.15 C 
snr-3 II -0.23 P 
snr-4 V 3.56 P 
snr-5 III -0.53 P 
snr-6 III 17.42 P 
snr-7 I -7.51 P 
snt-1 II 0.12 C 
snt-2 III -26.06 P 
snt-3 V -19.39 P 
snt-4 I 1.09 C 
snt-5 V -19.10 P 
snt-6 II -15.60 P 
snx-1 X -18.65 P 
soc-1 V -4.74 C 
soc-2 IV 1.57 C 
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sod-1 II 0.18 C 
sod-2 I 2.83 C 
sod-3 X 24.08 C 
sod-4 III 0.57 C 
sog-1 I 1.96 G 
sog-2 II 2.36 G 
sog-3 IV 3.06 G 
sog-4 V 1.53 G 
sog-5 X -5.60 G 
sog-6 IV 4.32 G 
sog-10 III -2.54 G 
sop-2 II 8.36 C 
sop-3 I -7.41 C 
sos-1 V -5.12 C 
sox-1 I -0.28 C 
sox-2 X -1.69 C 
sox-3 X 19.97 C 
spc-1 X -12.59 C 
spd-1 I -18.82 G 
spd-2 I 3.40 C 
spd-3 IV 2.40 G 
spd-5 I -0.32 C 
spe-1 II 0.50 G 
spe-3 II -0.85 G 
spe-4 I 2.10 C 
spe-5 I -0.43 G 
spe-6 III 10.34 C 
spe-7 II  N 
spe-8 I -19.58 C 
spe-9 I 9.41 C 
spe-10 V 2.67 G 
spe-11 I -0.11 C 
spe-12 I 2.70 C 
spe-13 I -18.96 G 
spe-14 IV 8.56 G 
spe-15 I -16.10 C 
spe-16 III 8.32 G 
spe-17 IV 5.47 C 
spe-26 IV 4.58 C 
spe-27 IV 2.50 C 
spe-29 IV 4.46 C 
spe-39 V 0.15 C 
spe-41 III -6.79 P 
spg-7 I -3.60 P 
sph-1 IV 3.63 P 
spk-1 III 0.57 P 
spl-1 IV -26.28 C 
spn-2 III -3.75 G 
spn-3 III -1.24 G 
spn-4 V 0.14 C 
spo-11 IV 4.91 C 
spp-1 III 2.40 P 
spp-2 X -1.77 P 
spp-3 X -1.77 P 
spp-4 X -1.77 P 

spp-5 X -1.77 P 
spp-6 X -1.77 P 
spp-7 IV 1.66 P 
spp-8 IV 3.85 P 
spp-9 X 3.84 P 
spp-10 IV 3.85 P 
spp-11 II -0.34 P 
spp-12 V 5.72 P 
spp-13 X -0.15 P 
spp-14 X -1.40 P 
spp-15 I 0.88 P 
spp-16 V 2.83 P 
spp-17 I -17.07 P 
spp-18 IV 4.33 P 
spp-19 V 0.05 P 
spp-20 V 0.05 P 
spr-1 V 1.02 C 
spr-2 IV 3.99 C 
spr-3 X -7.41 C 
spr-4 I 2.55 C 
spr-5 I 19.32 C 
spt-1 III -2.40 P 
spt-2 III -2.39 P 
spt-3 II 4.07 P 
spt-4 III -27.07 P 
spt-5 IV 5.67 P 
sqt-1 II 3.40 C 
sqt-2 II -17.88 G 
sqt-3 V 3.98 C 
sqv-1 IV 3.75 C 
sqv-2 II -9.45 C 
sqv-3 III 1.00 C 
sqv-4 V 2.71 C 
sqv-5 I 4.11 C 
sqv-6 V -19.99 C 
sqv-7 II 0.24 C 
sqv-8 II 1.62 C 
sra-1 II 1.49 P 
sra-2 II 1.51 P 
sra-3 II 1.53 P 
sra-4 II 1.54 P 
sra-5 II 1.55 P 
sra-6 II 1.55 P 
sra-7 II 1.54 P 
sra-8 II 1.53 P 
sra-9 II 1.52 P 
sra-10 II 3.13 P 
sra-11 II 3.13 C 
sra-12 II 3.13 P 
sra-13 II 0.79 C 
sra-14 II 12.81 P 
sra-15 II 1.51 P 
sra-16 II 1.51 P 
sra-17 I 13.86 P 
sra-18 I 13.87 P 

sra-19 I 13.87 P 
sra-20 I 13.87 P 
sra-21 I 13.88 P 
sra-22 I 13.88 P 
sra-23 I 13.88 P 
sra-24 I 13.89 P 
sra-25 I 13.86 P 
sra-26 II -0.05 P 
sra-27 II -0.12 P 
sra-28 II -0.12 P 
sra-29 II -0.12 P 
sra-30 IV 13.06 P 
sra-31 II -0.11 P 
sra-32 II -4.19 P 
sra-33 II -4.17 P 
sra-34 II -4.14 P 
sra-35 II -4.21 P 
sra-36 II -4.15 P 
sra-37 X 15.29 P 
sra-38 X 15.32 P 
sra-39 X 15.34 P 
srb-1 II -2.11 P 
srb-2 II -2.12 P 
srb-3 II -2.13 P 
srb-4 II -2.14 P 
srb-5 II -2.15 P 
srb-6 II 2.16 P 
srb-7 III -0.78 P 
srb-8 III -0.78 P 
srb-9 III -0.78 P 
srb-10 III -1.21 P 
srb-11 III -1.21 P 
src-1 I -14.50 C 
src-2 I 24.14 P 
srd-1 II 2.14 C 
srd-2 II 2.15 C 
srd-3 II -17.87 P 
srd-4 V 3.73 P 
srd-5 IV 2.08 P 
srd-6 IV 2.03 P 
srd-7 IV 4.70 P 
srd-8 IV 2.02 P 
srd-9 V -2.28 P 
srd-10 IV 9.61 P 
srd-11 V 5.51 P 
srd-12 IV 1.99 P 
srd-13 IV 2.00 P 
srd-14 IV 2.01 P 
srd-15 V -0.53 P 
srd-16 V -0.54 P 
srd-17 V 5.31 P 
srd-18 V 5.30 P 
srd-19 V 5.30 P 
srd-20 V -0.38 P 
srd-21 V 10.71 P 
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srd-22 V -3.66 P 
srd-23 IV 13.04 P 
srd-24 V 10.72 P 
srd-25 V 0.83 P 
srd-26 V 6.14 P 
srd-27 V 8.89 P 
srd-28 V 7.68 P 
srd-29 V 0.83 P 
srd-30 V 0.83 P 
srd-31 V 0.83 P 
srd-32 V -3.96 P 
srd-33 V -3.94 P 
srd-34 V 2.57 P 
srd-35 V 4.75 P 
srd-36 X 11.10 P 
srd-37 X 11.12 P 
srd-38 X 11.09 P 
srd-39 X 11.15 P 
srd-40 X 7.02 P 
srd-41 X 7.03 P 
srd-42 X 11.18 P 
srd-43 X 11.20 P 
srd-44 X 7.03 P 
srd-45 X 7.03 P 
srd-46 X 7.03 P 
srd-47 X 7.03 P 
srd-48 X 7.03 P 
srd-49 V 2.27 P 
srd-50 X 12.64 P 
srd-51 X 12.65 P 
srd-52 II 0.50 P 
srd-53 I 1.88 P 
srd-54 II 0.50 P 
srd-55 II 0.50 P 
srd-56 II 0.50 P 
srd-58 II 0.50 P 
srd-59 II 0.50 P 
srd-60 V -14.36 P 
srd-61 V -13.96 P 
srd-62 V -13.95 P 
srd-63 V 10.19 P 
srd-64 III -19.57 P 
srd-65 III -15.26 P 
srd-66 III -17.22 P 
srd-67 III -15.08 P 
srd-68 V 11.31 P 
srd-69 III -14.10 P 
srd-70 V 25.01 P 
srd-71 V -14.34 P 
sre-1 II 0.52 P 
sre-2 II 0.69 P 
srf-1 II 4.23 G 
srf-2 I 5.31 G 
srf-3 IV 6.41 G 
srf-4 V 24.01 G 

srf-5 X 11.60 G 
srf-6 II 0.12 G 
srf-8 V 3.14 G 
srf-9 V 1.36 G 
srg-1 III -1.41 P 
srg-2 III -1.41 P 
srg-3 III -1.41 P 
srg-4 III -1.41 P 
srg-5 III -1.41 P 
srg-6 III -1.41 P 
srg-7 III -1.41 P 
srg-8 III -1.41 P 
srg-9 III -1.41 P 
srg-10 III -2.86 P 
srg-11 III -2.86 P 
srg-13 III -2.87 P 
srg-14 I 0.94 P 
srg-15 II 0.86 P 
srg-16 II 9.40 P 
srg-17 II 9.45 P 
srg-18 II 0.86 P 
srg-19 IV 13.76 P 
srg-20 II -15.07 P 
srg-21 II -8.55 P 
srg-22 II -8.54 P 
srg-23 II -8.53 P 
srg-24 II -8.51 P 
srg-25 V -2.31 P 
srg-26 V -2.35 P 
srg-27 V -2.32 P 
srg-28 V -2.33 P 
srg-29 V -2.32 P 
srg-30 V 0.13 P 
srg-31 V 0.48 P 
srg-32 V 2.57 P 
srg-33 V 1.28 P 
srg-34 V 16.53 P 
srg-35 V 8.50 P 
srg-36 X 16.67 P 
srg-37 X 16.67 P 
srg-38 V 2.97 P 
srg-39 V 2.97 P 
srg-40 V 2.97 P 
srg-41 V 2.97 P 
srg-42 V 2.97 P 
srg-43 V 12.74 P 
srg-44 V 12.25 P 
srg-45 V 3.92 P 
srg-46 V 5.19 P 
srg-47 V 6.56 P 
srg-48 IV 3.29 P 
srg-49 IV 3.29 P 
srg-50 IV 3.30 P 
srg-51 IV 12.97 P 
srg-52 IV 4.11 P 

srg-53 V -19.99 P 
srg-54 V 7.01 P 
srg-55 V 7.02 P 
srg-56 V -12.84 P 
srg-57 V -12.86 P 
srg-58 V -12.74 P 
srg-59 V -12.90 P 
srg-60 V -12.91 P 
srg-61 V -12.83 P 
srg-62 V -12.82 P 
srg-63 IV 14.43 P 
srg-64 X 22.95 P 
srg-65 V -1.82 P 
srg-66 V -1.83 P 
srg-67 V -1.89 P 
srg-68 V -1.88 P 
srg-69 II -1.79 P 
srh-1 V 3.15 P 
srh-2 V -20.00 P 
srh-3 V -17.91 P 
srh-4 V -7.25 P 
srh-5 V -17.89 P 
srh-6 V -7.23 P 
srh-7 V -7.26 P 
srh-8 V -7.27 P 
srh-9 V 3.15 P 
srh-10 V -0.37 P 
srh-11 X -0.18 P 
srh-12 X -0.18 P 
srh-13 X -0.18 P 
srh-15 V 5.11 P 
srh-16 V 3.90 P 
srh-17 V 6.64 P 
srh-18 V 5.11 P 
srh-19 X -18.21 P 
srh-20 V -3.76 P 
srh-21 V -3.75 P 
srh-22 V -3.77 P 
srh-23 V -3.77 P 
srh-25 V 4.25 P 
srh-27 II 9.24 P 
srh-28 V 0.14 P 
srh-29 V 0.14 P 
srh-30 V 0.13 P 
srh-31 V 13.08 P 
srh-32 V 13.06 P 
srh-33 V -20.00 P 
srh-34 V -20.00 P 
srh-35 V -20.00 P 
srh-36 V -12.44 P 
srh-37 V -20.00 P 
srh-38 V -11.95 P 
srh-39 II 0.54 P 
srh-40 III -1.07 P 
srh-41 II 22.90 P 
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srh-42 II 22.90 P 
srh-43 II 22.90 P 
srh-44 II 3.57 P 
srh-45 V 3.05 P 
srh-46 V 3.05 P 
srh-47 V 3.05 P 
srh-48 II 1.20 P 
srh-49 I 0.92 P 
srh-50 I 0.93 P 
srh-51 I 0.93 P 
srh-52 V 7.95 P 
srh-53 V 7.46 P 
srh-54 V 7.47 P 
srh-55 V 7.46 P 
srh-56 V -12.67 P 
srh-57 II -6.59 P 
srh-59 II -6.60 P 
srh-60 II -6.60 P 
srh-61 II 9.78 P 
srh-62 V -20.00 P 
srh-63 IV 12.13 P 
srh-65 IV 12.13 P 
srh-66 II 9.75 P 
srh-67 II 9.73 P 
srh-68 II 9.72 P 
srh-69 II 9.77 P 
srh-70 II 9.79 P 
srh-71 II -8.40 P 
srh-72 II -15.07 P 
srh-73 II 9.76 P 
srh-74 V 2.91 P 
srh-75 V 2.91 P 
srh-76 V -0.60 P 
srh-77 V -20.01 P 
srh-78 V -20.01 P 
srh-79 V 0.76 P 
srh-80 V -20.01 P 
srh-81 V -20.01 P 
srh-82 V -20.01 P 
srh-83 V 0.57 P 
srh-84 V -11.63 P 
srh-85 V -11.64 P 
srh-86 V -11.72 P 
srh-87 V -11.84 P 
srh-88 V -11.75 P 
srh-89 V 0.74 P 
srh-90 II -6.15 P 
srh-91 V 0.74 P 
srh-92 V 0.73 P 
srh-93 V 0.73 P 
srh-95 V 9.87 P 
srh-97 V 11.56 P 
srh-98 V 9.84 P 
srh-99 II -6.41 P 
srh-100 II -6.41 P 

srh-101 V -20.00 P 
srh-102 V 11.88 P 
srh-103 V 9.85 P 
srh-104 V 9.86 P 
srh-105 II -15.73 P 
srh-106 V 7.93 P 
srh-107 V 7.93 P 
srh-108 V 7.93 P 
srh-109 V 12.00 P 
srh-110 V 12.57 P 
srh-111 V 12.59 P 
srh-112 V 12.02 P 
srh-113 V 11.99 P 
srh-114 V 12.56 P 
srh-115 V 12.08 P 
srh-116 V 12.08 P 
srh-117 V 12.12 P 
srh-118 V 12.61 P 
srh-119 V 11.46 P 
srh-120 V 12.39 P 
srh-122 V 7.95 P 
srh-123 V 12.56 P 
srh-125 V 0.74 P 
srh-126 V 0.71 P 
srh-127 V -12.09 P 
srh-128 II -11.86 P 
srh-129 V -3.00 P 
srh-130 V -2.97 P 
srh-131 V 11.53 P 
srh-132 V 12.42 P 
srh-133 V 13.75 P 
srh-134 V 13.75 P 
srh-135 II 2.20 P 
srh-136 V 10.41 P 
srh-137 V 10.90 P 
srh-138 V 10.36 P 
srh-139 V 10.39 P 
srh-140 V 8.71 P 
srh-141 V 10.30 P 
srh-142 V 10.33 P 
srh-144 V 10.23 P 
srh-145 V 10.23 P 
srh-146 V -11.99 P 
srh-147 V 8.99 P 
srh-148 V 9.01 P 
srh-149 V 8.97 P 
srh-150 V 8.99 P 
srh-151 V 9.02 P 
srh-152 V 8.98 P 
srh-153 V 9.01 P 
srh-154 V 12.49 P 
srh-155 V 11.92 P 
srh-156 V 12.51 P 
srh-157 V 12.51 P 
srh-158 V 12.50 P 

srh-159 V 11.92 P 
srh-160 V 12.50 P 
srh-161 V 12.52 P 
srh-162 V 11.93 P 
srh-163 V 2.78 P 
srh-164 II -6.28 P 
srh-165 V 7.61 P 
srh-166 V 25.03 P 
srh-167 V 10.06 P 
srh-168 V 8.53 P 
srh-169 V -7.09 P 
srh-170 V 7.98 P 
srh-171 V 24.27 P 
srh-172 V 24.23 P 
srh-173 V 24.30 P 
srh-174 V 11.92 P 
srh-175 V 12.49 P 
srh-177 V 24.98 P 
srh-178 V 16.06 P 
srh-179 V 16.04 P 
srh-180 V 10.02 P 
srh-181 V 16.03 P 
srh-182 V 16.02 P 
srh-183 V 24.31 P 
srh-184 V 2.78 P 
srh-185 V -11.26 P 
srh-186 V 9.23 P 
srh-187 V 0.67 P 
srh-189 V 0.68 P 
srh-190 V -7.69 P 
srh-192 V -6.00 P 
srh-193 V -6.10 P 
srh-194 V -6.09 P 
srh-195 II -14.46 P 
srh-198 V 15.72 P 
srh-199 V -17.58 P 
srh-200 V 0.84 P 
srh-201 V 1.90 P 
srh-202 V 11.93 P 
srh-203 V 12.52 P 
srh-204 V -6.30 P 
srh-206 V 11.42 P 
srh-207 V 15.67 P 
srh-208 V 20.75 P 
srh-209 V 15.64 P 
srh-210 V -7.00 P 
srh-211 V -6.97 P 
srh-212 V -8.96 P 
srh-213 V -8.97 P 
srh-214 V 11.15 P 
srh-215 V 11.15 P 
srh-216 V 11.14 P 
srh-217 V 24.91 P 
srh-218 V 8.21 P 
srh-219 V 8.22 P 
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srh-220 IV -1.34 P 
srh-221 V 0.76 P 
srh-222 IV -1.33 P 
srh-223 IV -1.32 P 
srh-224 IV 14.87 P 
srh-227 IV 14.87 P 
srh-228 IV 14.87 P 
srh-229 V 0.76 P 
srh-230 V 0.76 P 
srh-231 V 0.67 P 
srh-233 V 24.55 P 
srh-234 V 0.84 P 
srh-235 V 12.56 P 
srh-236 V 11.99 P 
srh-237 V 11.72 P 
srh-238 V 8.12 P 
srh-239 V 8.11 P 
srh-240 V -12.22 P 
srh-241 V -12.21 P 
srh-243 V -12.20 P 
srh-244 V 0.67 P 
srh-245 V -20.00 P 
srh-246 V -20.00 P 
srh-247 V -11.90 P 
srh-248 V -11.79 P 
srh-249 V -11.89 P 
srh-250 II -6.16 P 
srh-251 V 7.96 P 
srh-252 V 12.01 P 
srh-253 V 12.58 P 
srh-254 V 8.10 P 
srh-255 V 11.67 P 
srh-256 V 11.66 P 
srh-257 V 8.02 P 
srh-258 V 8.02 P 
srh-259 V 10.40 P 
srh-260 V 10.41 P 
srh-261 V 12.62 P 
srh-262 V 12.13 P 
srh-263 V 8.05 P 
srh-264 V 8.04 P 
srh-265 V 8.04 P 
srh-266 V -20.00 P 
srh-267 V 0.76 P 
srh-268 V 0.78 P 
srh-269 V 10.62 P 
srh-270 V -12.25 P 
srh-271 V -13.41 P 
srh-272 V -12.23 P 
srh-274 II -15.59 P 
srh-275 V 0.68 P 
srh-276 V 8.29 P 
srh-277 V 9.73 P 
srh-278 V 7.50 P 
srh-279 V 9.75 P 

srh-280 V 9.74 P 
srh-281 V 9.74 P 
srh-282 IV -26.89 P 
srh-283 V 13.21 P 
srh-284 V 13.21 P 
srh-286 V 13.37 P 
srh-287 V 13.28 P 
srh-288 V 13.27 P 
srh-289 V 13.27 P 
srh-290 V 13.26 P 
srh-291 V 13.30 P 
srh-292 V 13.29 P 
srh-293 V 9.03 P 
srh-294 V 9.03 P 
srh-295 V 7.85 P 
srh-296 V 13.31 P 
srh-297 II -7.92 P 
srh-298 V 13.32 P 
srh-299 V 9.02 P 
srh-300 V 13.33 P 
srh-301 V 13.34 P 
srh-302 V 13.37 P 
srh-303 V 13.35 P 
srh-304 V 13.34 P 
srh-305 II -6.59 P 
srh-306 II -6.59 P 
srh-307 V 13.76 P 
srh-308 II -15.69 P 
sri-1 V 9.25 P 
sri-2 V 9.24 P 
sri-3 V 9.24 P 
sri-4 V -20.00 P 
sri-5 I 7.28 P 
sri-6 V 4.98 P 
sri-7 V 8.01 P 
sri-8 II 2.53 P 
sri-9 V 11.53 P 
sri-10 V 17.88 P 
sri-11 I 9.50 P 
sri-12 I 9.50 P 
sri-13 I 13.06 P 
sri-14 I 13.06 P 
sri-15 I 13.07 P 
sri-16 I 13.07 P 
sri-17 I 13.07 P 
sri-18 V 2.43 P 
sri-19 IV 4.77 P 
sri-20 V 2.50 P 
sri-21 V -9.14 P 
sri-22 V 0.79 P 
sri-23 V 1.90 P 
sri-24 V 7.59 P 
sri-25 V 7.60 P 
sri-26 V 7.60 P 
sri-27 V -17.70 P 

sri-28 II -8.74 P 
sri-29 II -8.76 P 
sri-30 II -8.75 P 
sri-31 II -8.73 P 
sri-32 II -8.26 P 
sri-33 II -8.25 P 
sri-34 II -8.24 P 
sri-35 V 9.81 P 
sri-36 II -12.92 P 
sri-37 II -12.54 P 
sri-38 II -12.70 P 
sri-39 II -12.89 P 
sri-40 II -8.15 P 
sri-41 II -12.51 P 
sri-42 II -8.32 P 
sri-43 II -8.31 P 
sri-44 II -15.60 P 
sri-45 II -15.60 P 
sri-46 II -15.60 P 
sri-47 II -12.32 P 
sri-48 II -8.05 P 
sri-49 II -12.35 P 
sri-50 II -8.03 P 
sri-51 II -8.06 P 
sri-52 II -12.34 P 
sri-53 II -8.04 P 
sri-54 II -8.34 P 
sri-55 II -12.24 P 
sri-56 II -8.35 P 
sri-57 II -12.21 P 
sri-58 II -8.11 P 
sri-59 II -12.23 P 
sri-60 II -11.88 P 
sri-61 II -11.92 P 
sri-62 II -11.94 P 
sri-63 II -7.65 P 
sri-64 V 10.17 P 
sri-65 V 10.17 P 
sri-66 V 11.66 P 
sri-67 V 24.37 P 
sri-68 V 15.17 P 
sri-69 V 11.54 P 
sri-70 V 12.19 P 
sri-71 II -12.56 P 
sri-72 V -20.00 P 
sri-73 V -20.00 P 
sri-74 II -12.94 P 
sri-75 II -12.96 P 
sri-76 II -12.73 P 
sri-77 II -12.76 P 
sri-78 II -8.11 P 
srj-1 IV 5.42 P 
srj-4 V 3.69 P 
srj-5 V -20.00 P 
srj-6 V -20.00 P 
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srj-7 V -10.40 P 
srj-8 V -10.39 P 
srj-9 V -9.63 P 
srj-10 V 9.48 P 
srj-11 V -10.41 P 
srj-12 V -20.00 P 
srj-13 V 0.70 P 
srj-14 V 0.69 P 
srj-15 V -16.56 P 
srj-16 V -16.60 P 
srj-17 V -12.65 P 
srj-18 V -12.66 P 
srj-19 V -13.65 P 
srj-20 V -13.63 P 
srj-21 V 2.75 P 
srj-22 V 2.75 P 
srj-23 V -18.90 P 
srj-24 V -20.00 P 
srj-25 V -20.00 P 
srj-26 V 15.74 P 
srj-27 V 7.40 P 
srj-29 V 9.49 P 
srj-32 V 0.65 P 
srj-33 V 2.21 P 
srj-34 V 2.21 P 
srj-35 V 2.21 P 
srj-37 V -20.00 P 
srj-38 V -19.99 P 
srj-39 V -6.86 P 
srj-40 V -6.87 P 
srj-42 IV 13.15 P 
srj-44 V -12.32 P 
srj-45 V -12.37 P 
srj-49 V -12.31 P 
srj-50 V -12.38 P 
srj-51 V -11.97 P 
srj-52 V -20.00 P 
srj-53 V -20.00 P 
srj-54 V -12.25 P 
srj-55 V -12.27 P 
srj-57 V -12.27 P 
srl-1 II  N 
srl-2 III  N 
srm-1 IV 1.47 P 
srm-2 IV 1.46 P 
srn-1 V -0.18 P 
sro-1 II 0.50 P 
srp-1 V -20.00 C 
srp-2 V -19.99 C 
srp-3 V -16.82 P 
srp-5 V 0.69 P 
srp-6 V 0.69 C 
srp-7 V 1.15 P 
srp-8 V 1.16 C 
srp-9 V 11.29 C 

srp-10 V 11.29 C 
srr-1 V 4.86 P 
srr-2 V 20.18 P 
srr-3 V 10.44 P 
srr-4 V -3.43 P 
srr-5 V -3.47 P 
srr-6 V -3.45 P 
srr-7 V 7.41 P 
srr-8 V -3.49 P 
srr-9 V 0.89 P 
srr-10 V 0.88 P 
srs-1 IV 0.29 P 
srs-2 IV 4.46 P 
sru-1 IV 4.27 P 
sru-2 IV 4.26 P 
sru-3 IV 4.27 P 
sru-4 IV 4.27 P 
sru-5 IV 4.27 P 
sru-6 IV 4.27 P 
sru-7 IV 3.86 P 
sru-8 V 2.20 P 
sru-9 IV 9.72 P 
sru-10 IV 6.01 P 
sru-11 IV 9.69 P 
sru-12 IV 9.68 P 
sru-13 IV 6.01 P 
sru-14 IV 16.64 P 
sru-15 IV 16.65 P 
sru-16 IV 9.65 P 
sru-17 IV 6.01 P 
sru-18 IV 6.01 P 
sru-19 IV 6.01 P 
sru-20 IV 6.01 P 
sru-21 IV 10.04 P 
sru-22 V 9.27 P 
sru-23 V 9.26 P 
sru-24 V -20.00 P 
sru-25 V -20.00 P 
sru-26 IV 6.00 P 
sru-27 V -18.79 P 
sru-28 V -18.75 P 
sru-29 V 2.20 P 
sru-30 V 2.20 P 
sru-31 V 2.20 P 
sru-32 V 2.20 P 
sru-33 V 2.20 P 
sru-34 V 2.20 P 
sru-35 IV 3.97 P 
sru-36 V 2.20 P 
sru-37 V 2.20 P 
sru-38 V 2.20 P 
sru-39 V 2.20 P 
sru-40 V 2.20 P 
sru-41 II -15.22 P 
sru-42 V 8.56 P 

sru-43 V 6.31 P 
sru-44 V 10.35 P 
sru-45 V 10.57 P 
sru-46 V -15.55 P 
sru-47 I 7.85 P 
sru-48 X -6.10 P 
srv-1 III -0.93 P 
srv-2 II 2.70 P 
srv-3 V 22.91 P 
srv-4 IV 0.13 P 
srv-5 X -7.86 P 
srv-6 X -7.84 P 
srv-7 X -4.69 P 
srv-8 V 5.29 P 
srv-9 V 5.29 P 
srv-10 V 5.29 P 
srv-11 IV 14.68 P 
srv-12 IV 4.46 P 
srv-13 IV 3.20 P 
srv-14 IV 14.16 P 
srv-15 IV 14.19 P 
srv-16 IV 14.23 P 
srv-17 IV 2.51 P 
srv-18 IV 2.52 P 
srv-19 IV 2.53 P 
srv-20 IV 2.53 P 
srv-21 IV 2.54 P 
srv-22 IV 2.55 P 
srv-23 IV 2.55 P 
srv-24 IV 3.14 P 
srv-25 IV 3.15 P 
srv-26 IV 3.15 P 
srv-27 IV 3.15 P 
srv-28 IV 3.12 P 
srv-29 IV 3.12 P 
srv-30 IV 3.13 P 
srv-31 IV 3.13 P 
srv-32 IV 3.14 P 
srv-33 IV 3.14 P 
srv-34 V 10.14 P 
srv-35 V 10.16 P 
srv-36 V 10.04 P 
srw-1 V 7.56 P 
srw-2 V -12.39 P 
srw-3 V 0.87 P 
srw-4 V -12.12 P 
srw-5 III 18.38 P 
srw-6 V -8.08 P 
srw-7 V -8.09 P 
srw-8 V -11.42 P 
srw-9 III 18.35 P 
srw-10 III 18.34 P 
srw-11 V 7.65 P 
srw-12 V 7.65 P 
srw-13 V 7.64 P 
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srw-14 V 7.62 P 
srw-15 V 7.63 P 
srw-16 V 7.73 P 
srw-17 V 7.73 P 
srw-18 V 7.74 P 
srw-19 V 7.74 P 
srw-20 V 11.69 P 
srw-21 V 8.20 P 
srw-22 V 7.72 P 
srw-23 V 11.25 P 
srw-24 V 7.62 P 
srw-25 V 7.52 P 
srw-26 V 9.17 P 
srw-27 V 9.18 P 
srw-28 V 9.18 P 
srw-29 V 10.25 P 
srw-30 V 12.15 P 
srw-31 V 12.64 P 
srw-32 V 12.64 P 
srw-33 V 8.11 P 
srw-34 V 10.47 P 
srw-35 V 10.36 P 
srw-36 V 10.83 P 
srw-37 V 11.59 P 
srw-38 V 23.63 P 
srw-39 V 24.85 P 
srw-40 II -4.91 P 
srw-41 V 10.86 P 
srw-42 V 10.85 P 
srw-43 V 10.83 P 
srw-44 V 10.82 P 
srw-45 V 12.65 P 
srw-46 V 12.17 P 
srw-47 V 12.10 P 
srw-48 V 10.25 P 
srw-49 V 8.89 P 
srw-50 V 7.67 P 
srw-51 V 11.90 P 
srw-53 V 9.20 P 
srw-54 V 10.67 P 
srw-55 V 9.19 P 
srw-56 V 9.22 P 
srw-57 V 9.22 P 
srw-58 V 9.21 P 
srw-59 V 9.21 P 
srw-60 II -9.14 P 
srw-61 IV 14.71 P 
srw-62 II 0.57 P 
srw-63 IV 11.16 P 
srw-64 IV 3.29 P 
srw-65 V 25.02 P 
srw-66 II -15.54 P 
srw-67 V 0.71 P 
srw-68 V 0.72 P 
srw-69 V 0.72 P 

srw-70 V 7.85 P 
srw-71 V 0.72 P 
srw-72 V 12.55 P 
srw-73 V 10.61 P 
srw-74 V 11.97 P 
srw-75 V 10.72 P 
srw-76 V 10.72 P 
srw-77 V 10.74 P 
srw-78 V 0.72 P 
srw-79 II -9.20 P 
srw-80 V 3.83 P 
srw-81 V 15.61 P 
srw-82 V 15.79 P 
srw-83 V 15.77 P 
srw-84 V 21.12 P 
srw-85 V 21.39 P 
srw-86 V 21.21 P 
srw-87 V 10.06 P 
srw-88 I 13.91 P 
srw-89 V -7.22 P 
srw-90 V -17.81 P 
srw-91 V -17.92 P 
srw-92 I 27.28 P 
srw-93 I 27.29 P 
srw-94 IV 1.31 P 
srw-95 IV 1.31 P 
srw-96 V -17.95 P 
srw-97 II -15.03 P 
srw-98 V -17.94 P 
srw-99 V -17.78 P 
srw-100 V -17.76 P 
srw-101 V -17.71 P 
srw-102 V -17.73 P 
srw-103 V -17.74 P 
srw-104 V -20.00 P 
srw-105 V -20.00 P 
srw-106 V -20.00 P 
srw-107 V -20.00 P 
srw-108 V -20.00 P 
srw-109 V -20.00 P 
srw-110 V -20.00 P 
srw-111 I 13.06 P 
srw-112 V -11.55 P 
srw-113 V 7.86 P 
srw-114 V -11.57 P 
srw-115 V -11.61 P 
srw-116 V -11.74 P 
srw-117 V -11.66 P 
srw-118 V -11.68 P 
srw-119 V -11.58 P 
srw-120 V -11.60 P 
srw-121 V -11.62 P 
srw-122 V -11.81 P 
srw-123 V -11.70 P 
srw-124 V -11.69 P 

srw-125 V -11.59 P 
srw-126 V -11.80 P 
srw-127 V 0.50 P 
srw-128 V -11.83 P 
srw-129 V -11.71 P 
srw-130 V -9.15 P 
srw-131 V -11.54 P 
srw-132 V -6.85 P 
srw-133 V -6.82 P 
srw-134 V -6.83 P 
srw-135 V -11.52 P 
srw-136 V -11.53 P 
srw-137 V -11.85 P 
srw-138 V -11.76 P 
srw-139 V -11.65 P 
srw-140 V -2.92 P 
srw-141 V -11.88 P 
srw-142 V -11.78 P 
srw-143 V -11.86 P 
srw-144 V -11.77 P 
ssp-9 IV 1.45 P 
ssp-10 IV 4.43 P 
ssp-11 IV 1.46 P 
ssp-16 I 0.75 P 
ssp-19 I -8.40 P 
ssp-31 I 16.80 P 
ssp-32 IV 4.45 P 
ssq-1 IV 4.44 P 
ssq-2 IV 1.45 P 
ssq-3 IV 3.30 P 
ssq-4 IV 1.47 P 
ssr-2 X -12.90 P 
sss-1 IV 4.45 C 
sss-2 V 6.25 P 
sst-20 I -0.43 C 
stc-1 II 0.81 P 
sth-1 V 1.02 P 
stl-1 I 3.77 P 
stn-1 I 3.78 C 
sto-1 X -1.56 P 
sto-2 X -5.71 P 
sto-3 X 5.13 P 
sto-4 X 5.40 P 
sto-5 X 24.06 P 
sto-6 X 5.27 P 
str-1 IV 3.30 P 
str-2 V 2.20 C 
str-3 IV 4.85 P 
str-4 V 5.14 P 
str-5 V 8.78 P 
str-6 V 8.77 P 
str-7 V 9.54 P 
str-8 V 8.79 P 
str-9 V 8.79 P 
str-10 X 9.77 P 
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str-11 IV 13.21 P 
str-12 V 8.47 P 
str-13 V -12.89 P 
str-14 V 10.32 P 
str-15 V 10.33 P 
str-16 V -10.42 P 
str-18 V 8.75 P 
str-19 V 8.76 P 
str-20 V -20.00 P 
str-21 II -14.87 P 
str-22 II -14.86 P 
str-23 V 8.54 P 
str-24 V 0.70 P 
str-25 V 9.58 P 
str-27 V 8.74 P 
str-28 V 0.74 P 
str-29 V 0.74 P 
str-30 V -8.42 P 
str-31 V 0.76 C 
str-32 V -3.92 P 
str-33 V -12.88 P 
str-34 V -5.32 P 
str-35 V -5.33 P 
str-37 V 5.12 P 
str-38 V 8.73 P 
str-39 V -12.16 P 
str-40 V -11.25 P 
str-41 V 0.71 P 
str-42 V -7.24 P 
str-43 V 8.78 P 
str-44 IV 3.30 P 
str-45 V 7.48 P 
str-46 V -12.06 P 
str-47 V 0.84 P 
str-48 IV 3.30 P 
str-49 IV 3.30 P 
str-50 IV 3.30 P 
str-51 IV 3.30 P 
str-52 V -15.69 P 
str-53 V -19.99 P 
str-54 V -20.00 P 
str-55 V 10.24 P 
str-56 V 9.04 P 
str-57 V 9.04 P 
str-58 V -10.37 P 
str-60 V 9.10 P 
str-61 V 10.80 P 
str-63 V -9.96 P 
str-64 V -10.24 P 
str-66 V -11.08 P 
str-67 V -19.93 P 
str-68 V -11.06 P 
str-69 V -11.07 P 
str-70 V -11.12 P 
str-71 V 8.13 P 

str-73 V 10.27 P 
str-74 X 1.88 P 
str-76 V -13.91 P 
str-77 V 13.10 P 
str-78 IV 12.98 P 
str-79 X -17.28 P 
str-81 V 20.24 P 
str-82 V -7.39 P 
str-83 V -7.38 P 
str-84 V 1.90 P 
str-85 V 1.90 P 
str-86 V 1.90 P 
str-87 V 1.90 P 
str-88 V 7.97 P 
str-89 V 12.99 P 
str-90 V 1.02 P 
str-92 V 13.01 P 
str-93 V 13.00 P 
str-94 V 1.97 P 
str-96 V 7.77 P 
str-97 V 9.66 P 
str-99 V 9.67 P 
str-101 V 8.69 P 
str-102 V 7.97 P 
str-103 V 9.58 P 
str-106 V 9.72 P 
str-108 V 9.69 P 
str-109 V 9.68 P 
str-111 V 9.69 P 
str-112 V 0.56 P 
str-113 V -8.67 P 
str-114 V -8.73 P 
str-115 V 3.03 P 
str-116 V 3.03 P 
str-117 V 8.09 P 
str-118 V 2.26 P 
str-119 V -14.33 P 
str-120 V -14.30 P 
str-121 V -20.01 P 
str-122 IV -0.88 P 
str-123 X 8.43 P 
str-124 X 8.42 P 
str-125 V 11.69 P 
str-128 V 1.02 P 
str-129 V 1.02 P 
str-130 V 1.02 P 
str-131 V 1.02 P 
str-133 V -20.00 P 
str-134 V -20.00 P 
str-135 V 1.27 P 
str-136 V 1.27 P 
str-137 V 1.27 P 
str-138 V 1.02 P 
str-139 V 1.02 P 
str-140 V 1.02 P 

str-141 V 3.06 P 
str-143 V 1.02 P 
str-144 V 1.02 P 
str-145 V 1.02 P 
str-146 V 1.02 P 
str-147 V 0.86 P 
str-148 II -15.58 P 
str-149 V 10.58 P 
str-150 V 10.61 P 
str-151 V 10.59 P 
str-153 IV 1.40 P 
str-154 V -13.70 P 
str-155 IV 1.39 P 
str-156 IV 1.39 P 
str-158 IV 1.39 P 
str-159 IV 1.38 P 
str-160 V -17.66 P 
str-161 IV 1.38 P 
str-162 IV 1.45 P 
str-163 IV 1.42 P 
str-164 IV 1.42 P 
str-165 V 5.62 P 
str-166 IV 1.36 P 
str-168 IV 1.41 P 
str-169 IV 1.41 P 
str-170 IV 1.36 P 
str-171 V 7.41 P 
str-172 IV 1.35 P 
str-173 IV 1.35 P 
str-174 IV 1.35 P 
str-175 IV 1.35 P 
str-176 IV 3.84 P 
str-177 V 1.95 P 
str-178 V 4.61 P 
str-179 II -14.93 P 
str-180 V 0.13 P 
str-181 V 4.62 P 
str-182 V 2.39 P 
str-183 V 9.93 P 
str-185 IV 0.45 P 
str-187 IV 16.33 P 
str-188 V 2.11 P 
str-190 V 0.74 P 
str-193 V 2.20 P 
str-196 V -20.00 P 
str-198 V 9.43 P 
str-199 V 11.94 P 
str-200 V 12.53 P 
str-204 V 0.57 P 
str-205 V -3.75 P 
str-206 V -0.18 P 
str-207 V -3.67 P 
str-208 V -3.65 P 
str-209 V -3.67 P 
str-210 V -3.69 P 



TABLE THREE:    GENES LISTED ALPHABETICALLY 
 
GENE        LG     POS       NOTE             GENE        LG      POS       NOTE             GENE        LG     POS       NOTE 
 

 55 

str-211 V -3.70 P 
str-212 V -3.70 P 
str-213 V -3.71 P 
str-214 V 10.02 P 
str-216 V -18.63 P 
str-217 V 11.52 P 
str-219 IV 3.30 P 
str-220 IV 3.30 P 
str-221 V -18.11 P 
str-222 V -18.13 P 
str-223 II 10.18 P 
str-224 V -19.93 P 
str-225 V -9.32 P 
str-226 V -9.30 P 
str-227 V -9.27 P 
str-228 V -9.31 P 
str-229 V -7.70 P 
str-230 V 6.17 P 
str-231 V 9.34 P 
str-232 V 9.36 P 
str-233 V 9.34 P 
str-236 V -18.66 P 
str-238 V -19.99 P 
str-239 V -18.67 P 
str-240 V -18.69 P 
str-242 V -10.98 P 
str-243 V -18.68 P 
str-244 V -11.30 P 
str-245 I 27.40 P 
str-246 III 5.97 P 
str-247 V -7.48 P 
str-248 V 8.51 P 
str-249 IV 3.30 P 
str-250 V 5.77 P 
str-252 V 5.76 P 
str-253 V -15.17 P 
str-254 V 9.66 P 
str-255 V -15.60 P 
str-256 V -20.00 P 
str-257 V -13.89 P 
str-258 V -13.93 P 
str-259 V 0.75 P 
str-260 V -9.23 P 
str-261 III 5.96 P 
str-262 V -20.00 P 
str-263 V 8.47 P 
stu-2 II 2.01 G 
stu-3 V 25.04 G 
stu-6 X 5.04 G 
stu-8 X 11.15 G 
stu-9 II 6.65 G 
stu-10 I 6.46 G 
stu-12 IV 3.71 G 
stu-13 II 5.73 G 
stu-14 X 0.02 G 

stu-15 V 4.25 G 
stu-16 II 0.87 G 
stu-17 V 3.45 G 
stu-18 III  N 
stu-19 IV 4.59 G 
sud-1 II 0.98 G 
sue-1 I 1.99 C 
suf-1 II 0.82 P 
sul-1 X -10.67 C 
sul-2 V 1.09 C 
sul-3 X -1.21 P 
sun-1 V 4.98 C 
sup-1 III 11.98 G 
sup-2 X 1.36 G 
sup-5 III -0.13 C 
sup-6 II 11.96 G 
sup-7 X -2.91 C 
sup-8 V 0.00 G 
sup-9 II -12.09 C 
sup-10 X 24.19 C 
sup-11 I -5.73 G 
sup-12 X -10.60 G 
sup-13 III 0.17 G 
sup-16 IV  N 
sup-17 I 3.10 C 
sup-18 III -0.56 G 
sup-19 V 19.49 G 
sup-22 IV -2.53 G 
sup-23 IV 1.67 G 
sup-24 IV 13.30 C 
sup-26 III -3.28 G 
sup-27 V 7.20 G 
sup-28 X 0.45 C 
sup-29 IV -2.83 C 
sup-32 X 0.45 C 
sup-33 X 0.46 C 
sup-34 I -18.00 G 
sup-35 III 6.01 G 
sup-36 IV  N 
sup-37 V  N 
sup-38 IV 11.25 G 
sup-39 II 0.21 G 
sup-40 I 0.15 G 
sup-41 IV 2.25 G 
sup-42 X  N 
sup-43 II  N 
sur-2 I 26.68 C 
sur-4 III  N 
sur-5 X -1.78 C 
sur-6 I 3.88 C 
sus-1 III -12.45 G 
suv-2 X 5.24 G 
swp-1 III -1.45 P 
syc-1 III 1.00 G 
syc-2 X 22.74 G 

syc-3 I -3.43 G 
syd-1 II 0.50 C 
syd-2 X 2.24 C 
syg-1 X -14.80 C 
sym-1 X 16.77 C 
sym-2 II 1.15 G 
sym-3 X -4.38 C 
sym-4 X 16.65 C 
sym-5 X 16.77 P 
syn-1 X -5.59 P 
syn-2 X 15.63 P 
syn-3 V 3.33 P 
syp-2 V -1.62 C 
syp-3 I 2.99 P 
sys-1 I  N 
tab-1 II 0.12 C 
tac-1 II 23.46 P 
taf-1 I 22.10 P 
taf-2 IV -3.32 P 
taf-3 X 23.86 P 
taf-4 I -19.11 P 
taf-5 I 2.38 P 
taf-6.1 II -15.58 P 
taf-7.1 X 6.76 P 
taf-7.2 III 18.11 P 
taf-8 II 1.63 P 
taf-9 III 21.31 P 
taf-10 V -4.59 P 
taf-11.1 X -7.85 P 
taf-11.2 I 1.76 P 
taf-11.3 III 3.02 P 
taf-12 III 12.99 P 
taf-13 II 2.71 P 
tam-1 V -3.64 C 
tap-1 X 17.33 C 
tax-2 I 3.41 C 
tax-4 III 0.29 C 
tax-6 IV 4.62 C 
tba-1 I 3.90 C 
tba-2 I 14.29 P 
tba-4 II 3.13 P 
tba-5 I 2.75 P 
tba-6 I 3.40 P 
tba-7 III 8.76 P 
tba-8 X 1.27 P 
tba-9 X -10.70 P 
tbb-1 III 5.11 C 
tbb-2 III -4.07 C 
tbb-4 X 1.24 P 
tbb-6 V 3.86 P 
tbg-1 III 0.80 C 
tbh-1 X 22.76 P 
tbp-1 III -0.74 C 
tbx-2 III -2.06 C 
tbx-7 III -1.43 P 
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tbx-8 III 2.40 P 
tbx-9 III 2.39 P 
tbx-11 III -1.42 P 
tbx-18 II -6.47 P 
tbx-30 IV 1.60 P 
tbx-31 X -17.78 P 
tbx-32 X -17.80 P 
tbx-33 III 11.29 P 
tbx-34 III 7.31 P 
tbx-35 II -1.22 P 
tbx-36 IV 5.41 P 
tbx-37 III 7.43 P 
tbx-38 III 12.39 P 
tbx-39 IV 13.26 P 
tbx-40 IV 13.27 P 
tbx-41 X -17.45 P 
tcl-2 IV -27.01 P 
tdc-1 II 0.79 C 
teg-1 III 8.60 C 
teg-2 II -0.46 G 
tfg-1 I 22.74 P 
tgt-1 IV 5.41 P 
tgt-2 V 18.97 P 
tig-2 V -4.45 P 
tim-1 III 15.96 C 
tin-9 IV 3.28 P 
tin-10 III 10.28 P 
tin-13 I 3.07 P 
tir-1 III -4.25 P 
tkr-1 III 0.50 C 
tlf-1 I 3.02 C 
tli-1 I 5.05 P 
tlp-1 IV 10.62 C 
tmd-1 I 0.58 P 
tmd-2 V 1.33 P 
tnc-2 II 2.52 P 
tni-1 X 3.20 P 
tni-3 V 11.16 P 
tni-4 IV 1.59 P 
tnt-2 X 0.31 C 
tnt-3 X -0.90 C 
tnt-4 V -16.43 C 
toc-1 III -1.88 P 
toh-1 III -4.25 P 
toh-2 III -0.77 P 
tol-1 I -19.03 C 
tom-1 I 0.15 P 
top-1 I 17.64 P 
top-3 III 13.65 P 
tor-1 IV 11.11 P 
tor-2 IV 11.10 P 
tpa-1 IV -27.05 C 
tph-1 II 0.50 C 
tpi-1 II 5.80 P 
tps-1 X 24.13 C 

tps-2 II 23.17 C 
tra-1 III 6.87 C 
tra-2 II 0.17 C 
tra-3 IV 12.02 C 
tre-1 I 1.22 C 
tre-2 IV 3.25 C 
tre-3 V 3.27 P 
tre-4 X 12.63 P 
tre-5 II -17.93 C 
trf-1 III 21.21 C 
trm-1 V 6.15 P 
trp-1 III -0.25 C 
trp-2 III -25.01 P 
trp-4 I 22.19 P 
trs-1 II 3.94 P 
trt-1 I 3.08 C 
tsn-1 II -3.63 P 
tsp-1 III -0.33 P 
tsp-2 III -0.33 P 
tsp-3 III 21.02 P 
tsp-4 IV 6.01 P 
tsp-5 IV 9.73 P 
tsp-6 X -12.93 P 
tsp-7 I 4.12 P 
tsp-8 X 20.55 C 
tsp-9 X -18.48 P 
tsp-10 II 0.06 P 
tsp-11 X 0.77 P 
tsp-12 IV 4.55 C 
tsp-13 V 19.85 P 
tsp-14 X -6.20 P 
tsp-15 I 3.40 P 
tsp-16 X -1.93 P 
tsp-17 X -9.77 P 
tsp-18 II -0.86 P 
tsp-19 I 1.25 P 
tsp-20 X 6.86 P 
tsr-1 II -13.87 P 
ttb-1 V -20.01 P 
tth-1 X -0.13 P 
tts-1 X -18.06 C 
tts-2 II 2.17 P 
ttx-1 V 24.57 C 
ttx-2 III -2.04 G 
ttx-3 X 6.74 C 
tub-1 II 0.78 P 
twk-1 I 1.87 P 
twk-2 II -4.48 P 
twk-3 II 0.79 P 
twk-4 II 1.06 P 
twk-5 II 3.49 P 
twk-6 III -2.63 P 
twk-7 III -0.20 P 
twk-8 IV 4.04 P 
twk-9 IV 4.38 P 

twk-10 V 0.04 P 
twk-11 V 0.50 P 
twk-12 V 2.72 P 
twk-13 V 3.95 P 
twk-14 V 4.10 P 
twk-16 X -12.62 P 
twk-17 X -1.50 P 
twk-18 X 0.47 C 
twk-20 X 14.04 P 
twk-21 X 23.81 P 
twk-22 X 23.83 P 
twk-23 X 14.93 P 
twk-24 V 3.87 P 
twk-25 IV 4.99 P 
twk-26 X -12.64 P 
twk-28 X -7.79 P 
twk-29 I 3.77 P 
twk-30 I 3.13 P 
twk-31 III 9.27 P 
twk-32 V 5.59 P 
twk-33 V 13.09 P 
twk-34 V 8.68 P 
twk-35 V 25.34 P 
twk-36 V 13.16 P 
twk-37 I 0.90 P 
twk-39 III 12.50 P 
twk-40 III 21.22 P 
twk-42 V 13.12 P 
twk-43 V 5.17 P 
twk-44 X 5.19 P 
twk-45 III -10.63 P 
twk-46 V 19.33 P 
uaf-1 III -24.60 P 
uaf-2 IV 16.10 P 
uba-1 IV 4.46 P 
uba-2 I 13.95 P 
ubc-1 IV -0.69 C 
ubc-3 I -13.25 P 
ubc-6 II 0.50 P 
ubc-7 III 0.81 P 
ubc-8 IV -6.72 P 
ubc-9 IV 0.96 P 
ubc-12 I 13.02 P 
ubc-13 IV -6.69 P 
ubc-14 I 20.88 P 
ubc-15 II -9.37 P 
ubc-16 I 27.26 P 
ubc-17 X -1.88 P 
ubc-18 III -0.80 C 
ubc-19 V 17.23 P 
ubc-20 III -26.97 P 
ubc-21 X 0.43 P 
ubc-22 X 0.43 P 
ubc-23 X 0.42 P 
ubc-24 II 0.79 P 
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ubc-25 I 5.05 P 
ubl-1 III -9.00 P 
ubl-5 I 0.22 P 
ubq-1 III -1.43 P 
ubq-2 III 20.35 P 
uev-1 I 26.80 P 
uev-2 III -1.52 P 
uev-3 I 3.73 P 
ufd-2 II 0.67 P 
ula-1 III -2.38 P 
unc-1 X -18.75 C 
unc-2 X -13.77 C 
unc-3 X 21.34 C 
unc-4 II 1.75 C 
unc-5 IV 1.80 C 
unc-6 X -2.00 C 
unc-7 X 22.03 C 
unc-8 IV 3.30 C 
unc-9 X 10.37 C 
unc-10 X -1.78 C 
unc-11 I -2.51 C 
unc-13 I 2.06 C 
unc-14 I 1.75 C 
unc-15 I 2.03 C 
unc-16 III 0.57 C 
unc-17 IV -3.30 C 
unc-18 X -1.42 C 
unc-20 X -12.17 G 
unc-22 IV 5.43 C 
unc-23 V 1.88 C 
unc-24 IV 3.51 C 
unc-25 III 20.26 C 
unc-26 IV 8.52 C 
unc-27 X 0.39 C 
unc-29 I 3.29 C 
unc-30 IV 7.97 C 
unc-31 IV 6.31 C 
unc-32 III 0.00 C 
unc-33 IV -3.56 C 
unc-34 V -19.96 C 
unc-35 I -13.60 G 
unc-36 III -0.36 C 
unc-37 I 1.31 C 
unc-38 I -0.63 C 
unc-39 V 6.01 G 
unc-40 I 0.32 C 
unc-41 V 2.26 G 
unc-42 V 2.17 C 
unc-43 IV 4.58 C 
unc-44 IV 2.91 C 
unc-45 III -26.93 C 
unc-46 V -2.36 G 
unc-47 III 1.97 C 
unc-49 III 3.37 C 
unc-50 III 2.38 G 

unc-51 V 24.42 C 
unc-52 II 23.31 C 
unc-53 II 3.14 C 
unc-54 I 27.41 C 
unc-55 I 2.40 C 
unc-57 I -1.03 C 
unc-58 X 1.73 C 
unc-59 I 21.42 C 
unc-60 V -18.90 C 
unc-61 V 6.73 C 
unc-62 V -5.21 C 
unc-63 I -0.35 C 
unc-64 III 21.21 C 
unc-65 V 6.58 G 
unc-67 I -2.50 G 
unc-68 V 0.48 C 
unc-69 III 2.31 G 
unc-70 V 0.48 C 
unc-71 III 18.71 C 
unc-73 I -1.84 C 
unc-74 I -1.51 G 
unc-75 I 9.46 C 
unc-76 V 7.29 C 
unc-77 IV 1.92 G 
unc-78 X -10.36 C 
unc-79 III -3.98 C 
unc-80 V 18.80 G 
unc-81 III 17.79 G 
unc-82 IV 2.47 G 
unc-83 V -0.09 C 
unc-84 X 13.78 C 
unc-85 II -3.22 G 
unc-86 III -0.34 C 
unc-87 I 1.32 G 
unc-89 I -1.65 C 
unc-90 X 0.35 G 
unc-93 III -5.14 C 
unc-94 I 0.80 G 
unc-95 I 24.60 C 
unc-96 X -19.32 G 
unc-97 X -4.88 C 
unc-98 X -1.54 C 
unc-100 I 23.00 G 
unc-101 I 13.23 C 
unc-103 III -3.83 C 
unc-104 II 0.21 C 
unc-105 II 0.70 C 
unc-108 I -2.01 C 
unc-109 I 2.61 G 
unc-111 V  N 
unc-112 V 6.69 C 
unc-113 V  N 
unc-114 V  N 
unc-115 X 1.87 C 
unc-116 III -0.30 C 

unc-117 X  N 
unc-118 X  N 
unc-119 III 5.53 C 
unc-120 I 2.86 C 
unc-122 I 27.41 C 
unc-123 III 13.07 G 
unc-124 X -2.39 G 
unc-125 X -16.91 G 
unc-126 III -0.42 G 
unc-127 V 0.09 G 
unc-128 X 7.31 G 
unc-129 IV 3.99 C 
unc-130 II 3.40 C 
unc-131 III -2.34 G 
upr-1 X  N 
usp-14 II 23.01 P 
uvt-2 X -6.20 P 
uvt-3 X -6.20 P 
uvt-5 X -10.15 P 
uvt-6 X -10.18 P 
uvt-7 X -10.40 P 
vab-1 II -3.98 C 
vab-2 IV -2.37 C 
vab-3 X 2.18 C 
vab-6 III -26.97 G 
vab-7 III 5.54 C 
vab-8 V 3.77 C 
vab-9 II 0.83 C 
vab-10 I 9.53 C 
vab-11 IV -10.06 G 
vab-12 III 0.52 G 
vab-13 II 0.31 G 
vab-14 X -18.00 G 
vab-15 X 1.73 C 
vab-19 II -14.03 C 
vac-1 III 13.07 G 
vac-2 X 9.65 G 
vap-1 X 24.09 C 
vbh-1 I -4.47 C 
vbp-1 I 13.92 P 
vem-1 X -0.62 C 
ven-1 V 6.74 G 
ven-2 II 3.12 G 
ven-3 II 0.50 G 
ver-1 III -26.98 P 
ver-2 III -26.98 P 
ver-3 X 2.81 C 
ver-4 X 2.80 P 
vex-1 II  N 
vex-2 III -26.94 G 
vha-1 III 1.01 P 
vha-2 III 1.01 P 
vha-3 IV -8.31 P 
vha-5 IV 3.72 P 
vha-6 II 3.46 P 
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vha-7 IV 6.12 P 
vha-8 IV 3.24 C 
vha-11 IV -8.33 P 
vha-12 X -8.07 P 
vhl-1 X 2.87 C 
vhp-1 II -1.79 C 
vig-1 II -15.47 P 
vit-1 X -1.40 P 
vit-2 X -6.19 P 
vit-3 X -10.08 P 
vit-4 X -10.10 P 
vit-5 X -10.37 P 
vit-6 IV 3.70 P 
vps-26 IV 4.18 P 
vps-34 I 0.69 C 
vps-35 II -0.86 P 
vps-54 V 2.57 P 
vrs-1 V 1.02 P 
vrs-2 I 20.55 P 
wah-1 III 13.94 P 
wee-1.1 II 1.62 C 
wee-1.2 II 23.12 P 
wee-1.3 II 1.66 C 
wnk-1 IV 4.09 C 
wrk-1 X -0.17 C 
wrm-1 III -1.45 P 
wrn-1 II -0.14 C 
wrs-1 V 18.17 P 
wrs-2 III -1.90 P 
wrt-1 II 0.50 P 
wrt-2 X -12.61 P 
wrt-3 IV 4.26 P 
wrt-4 X 22.95 P 
wrt-5 IV -0.96 C 
wrt-6 X -10.30 C 
wrt-7 V 7.86 P 
wrt-8 V 7.88 P 
wrt-9 X -17.92 P 
wrt-10 II 0.50 P 
wsp-1 IV 3.66 P 
wve-1 I 13.02 P 
xbp-1 III -3.76 P 
xbx-1 V 7.10 C 
xnp-1 I -0.85 P 
xol-1 X -0.73 C 
xpa-1 I 1.79 C 
xtr-1 X 6.77 P 
xtr-2 X 7.02 P 
yrn-1 IV 3.34 P 
yrs-1 IV 1.10 P 
zag-1 IV -1.96 C 
zak-1 III -0.93 C 
zen-4 IV 3.02 C 
zfp-1 III -0.05 C 
zif-1 III 0.09 C 

zig-1 I 3.95 P 
zig-2 X 7.03 C 
zig-3 X -0.93 P 
zig-4 X -0.94 C 
zig-5 III 5.62 P 
zig-6 X -6.08 C 
zig-7 I -0.68 P 
zig-8 III 20.77 C 
zip-1 III 16.73 P 
zmp-1 III -1.43 C 
zyg-1 II -0.98 C 
zyg-2 I 6.19 G 
zyg-3 II -2.02 G 
zyg-5 II  N 
zyg-7 III 0.47 G 
zyg-8 III 14.47 C 
zyg-9 II 0.79 C 
zyg-10 III  N 
zyg-11 II 0.65 C 
zyg-12 II -1.90 G 
zyg-13 IV -27.01 G 
zyx-1 II 14.26 C 
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sDp2 I -19.39 1.98  bli-3 let-524 let-542 * 
hDp11 I -19.39 -1.67  bli-3 unc-73 unc-74  
hDp10 I -19.39 -1.67  bli-3 unc-73 unc-74  
hDp9 I -19.39 -1.07  bli-3 unc-74 unc-38  
hDp8 I -19.39 -1.07  bli-3 unc-74 unc-38  
hDf10 I -19.58 -12.52  spe-8 egl-30 let-362 * 
hDp37 I -13.50 0.45  mab-20 stP124 let-388 * 
hDp71 I -12.48 2.67  let-362 unc-13 unc-29 * 
hDp58 I -12.48 1.67  let-362 sem-4 let-525  
hDp38 I -12.48 1.80  let-362 unc-14 let-75  
hDp36 I -12.48 1.96  let-362 let-539 let-542  
hDp35 I -12.48 1.27  let-362 let-392 unc-37  
hDp34 I -12.48 0.32  let-362 unc-40   
hDp33 I -12.48 1.29  let-362 let-118 unc-37  
hDp32 I -12.48 0.61  let-362 unc-40 let-602  
hDp17 I -12.48 0.39  let-362 unc-40 let-388  
hDp16 I -12.48 0.87  let-362 let-391 hP5  
hDp15 I -12.48 0.00  let-362 dpy-5 let-393 * 
hDp13 I -12.48 0.00  let-362 dpy-5 let-393  
hDp12 I -12.48 0.59  let-362 air-2 let-119  
hDp19 I -12.48 1.23  let-362 let-607 let-392 * 
szDp1 I -12.48 2.50  let-362 let-90 let-89  
hDp56 I -12.48 1.17  let-362 let-610 let-386  
hDp31 I -12.48 0.94  let-362 let-611 let-381  
hDp14 I -12.48 0.61  let-362 unc-40 let-602  
tDf3 I -9.35 -5.19 let-548 let-573 mek-2 let-365  
hDp69 I -8.03 2.67  lin-6 unc-13 unc-29 * 
tDf4 I -7.79 -6.03 lin-6 lin-17 cib-3 pop-1  
hDp72 I -6.60 0.39 let-549 let-156 unc-40 let-388 * 
qDf3 I -5.19 -2.25 mek-2 let-365 lin-59 unc-89  
hDp18 I -5.19 0.61 mek-2 let-365 unc-40 let-602  
qDf4 I -4.91 -3.76 pop-1 fog-1 ace-2 sep-1  
hDp3 I -4.49 1.72 let-156 let-515 dpy-14 unc-13 * 
hDp62 I -3.65 1.53 let-164 let-357 let-86 let-389  
sDf4 I -2.99 0.11 let-357 let-515 let-621 let-376  
hDf24 I -2.61 -2.50 let-584 let-615 let-368 let-585  
hDf25 I -2.58 -2.30  let-615 let-518   
gaDp1 I -2.51 3.19  unc-11 daf-8 unc-29  
hDf6 I -2.10 -0.58 let-369 let-356 unc-38 let-627  
sDp1 I -1.67 30.00 unc-73 unc-74 rec-1   
hDf7 I -1.65 -1.51 unc-89 lin-44 let-503 anc-1  
hDp2 I -1.52 1.72 let-506 let-507 dpy-14 unc-13  
hDp7 I -1.51 1.72 let-507 let-503 dpy-14 unc-13  
hDp77 I -1.51 0.81 let-353 unc-74 unc-40 unc-37  
hDp5 I -1.51 1.72 let-353 unc-74 dpy-14 unc-13  
hDp28 I -1.27 1.72 dhc-1 let-351 dpy-14 unc-13  
hDp25 I -1.27 1.72 dhc-1 let-351 dpy-14 unc-13 * 
hDp4 I -1.27 1.72 dhc-1 let-351 dpy-14 unc-13  
hDp6 I -0.87 1.72 unc-57 let-375 dpy-14 unc-13  
hDp21 I -0.57 1.72 let-375 him-1 dpy-14 unc-13 * 
hDp23 I -0.53 1.72 let-375 unc-63 dpy-14 unc-13  
hDp20 I -0.48 1.72 let-627 him-1 dpy-14 unc-13 * 
hDf26 I -0.48 -0.43 let-627 let-625 let-625   
nDp4 I -0.43 11.34  mes-3 unc-75 unc-101 * 
hDp74 I -0.39 1.72 mes-3 unc-63 dpy-14 unc-13  
hDf27 I -0.38 -0.31 him-1 let-641 let-641 let-640  
hDf28 I -0.30 -0.06  let-598 let-594 let-113  
hDp29 I -0.23 1.72 let-359 let-363 dpy-14 unc-13  
hDp22 I -0.09 1.72 spe-11 let-594 dpy-14 unc-13  
hDp75 I -0.06 1.72 spe-11 dpy-5 dpy-14 unc-13  
hDp61 I 0.00 0.47  dpy-5 let-388 air-2  
hDp57 I 0.00 0.11  dpy-5 dpy-5 let-378  
hDp41 I 0.00 0.18  dpy-5 let-395 let-378  
hDp64 I 0.00 2.04  dpy-5 unc-15 let-540  
hDp60 I 0.00 1.98  dpy-5 let-539 unc-13 * 
hDp55 I 0.00 0.72  dpy-5 air-2 bli-4  
hDp43 I 0.00 1.96  dpy-5 let-539 let-542  
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hDp42 I 0.00 1.80  dpy-5 unc-14 let-75  
hDp39 I 0.00 1.20  dpy-5 let-604 let-382  
hDp54 I 0.00 1.22  dpy-5 let-390 mei-2  
hDp48 I 0.15 2.06 let-395 let-376 unc-13   
hDp53 I 0.16 2.06 dpy-5 unc-40 unc-13   
hDp49 I 0.16 2.06 dpy-5 unc-40 unc-13   
hDp52 I 0.32 2.06 let-379 unc-40 unc-13   
hDp68 I 0.39 2.06 let-379 let-388 unc-13   
hDp70 I 0.47 2.28 dpy-5 bli-4 unc-13 let-538  
hDp67 I 0.47 2.06 dpy-5 bli-4 unc-13   
hDp47 I 0.47 2.06 dpy-5 bli-4 unc-13   
hDp44 I 0.63 2.06 unc-40 bli-4 unc-13   
qDf16 I 0.95 1.78  bli-4 let-86 unc-15  
hDf8 I 1.10 1.53 let-601 let-610 let-86 let-389  
qDf8 I 1.14 4.65  cdc-25.1 fog-3 lin-11 * 
hDp66 I 1.13 2.06 bli-4 unc-37 unc-13   
hDp46 I 1.13 2.06 bli-4 unc-37 unc-13   
hDp45 I 1.13 2.06 bli-4 unc-37 unc-13   
hDp83 I 1.23 1.48  let-383 let-545 let-86  
hDp65 I 1.53 2.06 let-86 let-389 unc-13  * 
hDp50 I 1.77 2.06 unc-14 let-527 unc-13   
nDf25 I 1.90 3.62  gpb-2 adn-1 dyf-5 * 
nDf24 I 1.90 3.71  gpb-2 aph-1 mec-8 * 
ozDf5 I 1.97 2.35 eat-5 unc-13 gld-1 unc-55  
sDf6 I 2.04 2.24 unc-15 let-540 let-87 let-90 * 
hDp73 I 2.04 2.30 unc-15 let-540 let-88   
sDf5 I 2.06 2.24 let-540 unc-13 let-87 let-90 * 
mnDf111 I 2.23 3.85 unc-13 unc-55 nob-3 lep-1  
hDf9 I 2.30 2.73  let-82 let-82 let-541  
dxDf1 I 2.44 3.12 gld-1 lin-10 fer-1 unc-29  
qDf6 I 2.67 5.13 unc-13 unc-29 aph-2 srf-2  
nDf23 I 2.70 3.62 spe-12 mei-1 adn-1 dyf-5  
nDf29 I 3.12 3.40 fer-1 unc-29 egl-32 spd-2  
nDf30 I 3.29 3.76  unc-29 lin-41  * 
qDf7 I 3.52 7.96 unc-29 mec-8 stu-10 unc-75  
qDf9 I 3.58 4.65 egl-32 mec-8 fog-3 lin-11  
qDf5 I 4.00 4.60 sur-6 cfi-1 fog-3 dpy-24  
qDf10 I 4.06 4.65 mom-4 mom-5 fog-3 lin-11  
hDf17 I 9.41 11.32  spe-9 spe-9 unc-101  
dxDf2 I 11.24 27.41 unc-75 ksr-2 unc-54   
hDf16 I 13.23 13.83  unc-101 par-6  * 
hDf15 I 13.23 13.83  unc-101 par-6   
eDf3 I 21.32 27.51 aex-6 unc-59 unc-54 let-50 * 
eDf6 I 24.42 28.96 let-201 let-204 ces-2   
eDf12 I 24.54 27.51 let-204 unc-95 unc-54 let-50  
eDf7 I 24.61 27.51 unc-95 lev-10 unc-54 let-50 * 
eDf16 I 25.18 28.95 lev-10 let-205 let-208 ces-2 * 
eDf9 I 25.73 29.48 eat-18 let-205 ces-2 rec-1 * 
eDf4 I 25.84 29.48 let-205 let-206 ces-2 rec-1 * 
eDf15 I 25.84 27.51 let-205 let-206 unc-54 let-50 * 
eDf11 I 26.32 27.52 let-207 gus-1 unc-122 let-50  
eDf14 I 26.52 28.95 gus-1 sur-2 let-208 ces-2  
eDf13 I 26.97 28.95 sur-2 let-49 let-208 ces-2  
eDf5 I 27.33 28.28 let-49 unc-54 let-50 let-208 * 
eDf10 I 27.40 28.94 aex-5 unc-54 let-208   
eDf24 I 29.47 30.00 let-208 rec-1 rec-1   
sDp2 I -19.39 1.98  bli-3 let-524 let-542 * 
hDp11 I -19.39 -1.67  bli-3 unc-73 unc-74  
hDp10 I -19.39 -1.67  bli-3 unc-73 unc-74  
hDp9 I -19.39 -1.07  bli-3 unc-74 unc-38  
hDp8 I -19.39 -1.07  bli-3 unc-74 unc-38  
hDf10 I -19.58 -12.52  spe-8 egl-30 let-362 * 
hDp37 I -13.50 0.45  mab-20 stP124 let-388 * 
hDp71 I -12.48 2.67  let-362 unc-13 unc-29 * 
hDp58 I -12.48 1.67  let-362 sem-4 let-525  
hDp38 I -12.48 1.80  let-362 unc-14 let-75  
hDp36 I -12.48 1.96  let-362 let-539 let-542  
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hDp35 I -12.48 1.27  let-362 let-392 unc-37  
hDp34 I -12.48 0.32  let-362 unc-40   
hDp33 I -12.48 1.29  let-362 let-118 unc-37  
hDp32 I -12.48 0.61  let-362 unc-40 let-602  
hDp17 I -12.48 0.39  let-362 unc-40 let-388  
hDp16 I -12.48 0.87  let-362 let-391 hP5  
hDp15 I -12.48 0.00  let-362 dpy-5 let-393 * 
hDp13 I -12.48 0.00  let-362 dpy-5 let-393  
hDp12 I -12.48 0.59  let-362 air-2 let-119  
hDp19 I -12.48 1.23  let-362 let-607 let-392 * 
szDp1 I -12.48 2.50  let-362 let-90 let-89  
hDp56 I -12.48 1.17  let-362 let-610 let-386  
hDp31 I -12.48 0.94  let-362 let-611 let-381  
hDp14 I -12.48 0.61  let-362 unc-40 let-602  
tDf3 I -9.35 -5.19 let-548 let-573 mek-2 let-365  
hDp69 I -8.03 2.67  lin-6 unc-13 unc-29 * 
tDf4 I -7.79 -6.03 lin-6 lin-17 cib-3 pop-1  
hDp72 I -6.60 0.39 let-549 let-156 unc-40 let-388 * 
qDf3 I -5.19 -2.25 mek-2 let-365 lin-59 unc-89  
hDp18 I -5.19 0.61 mek-2 let-365 unc-40 let-602  
qDf4 I -4.91 -3.76 pop-1 fog-1 ace-2 sep-1  
hDp3 I -4.49 1.72 let-156 let-515 dpy-14 unc-13 * 
hDp62 I -3.65 1.53 let-164 let-357 let-86 let-389  
sDf4 I -2.99 0.11 let-357 let-515 let-621 let-376  
hDf24 I -2.61 -2.50 let-584 let-615 let-368 let-585  
hDf25 I -2.58 -2.30  let-615 let-518   
gaDp1 I -2.51 3.19  unc-11 daf-8 unc-29  
hDf6 I -2.10 -0.58 let-369 let-356 unc-38 let-627  
sDp1 I -1.67 30.00 unc-73 unc-74 rec-1   
hDf7 I -1.65 -1.51 unc-89 lin-44 let-503 anc-1  
hDp2 I -1.52 1.72 let-506 let-507 dpy-14 unc-13  
hDp7 I -1.51 1.72 let-507 let-503 dpy-14 unc-13  
hDp77 I -1.51 0.81 let-353 unc-74 unc-40 unc-37  
hDp5 I -1.51 1.72 let-353 unc-74 dpy-14 unc-13  
hDp28 I -1.27 1.72 dhc-1 let-351 dpy-14 unc-13  
hDp25 I -1.27 1.72 dhc-1 let-351 dpy-14 unc-13 * 
hDp4 I -1.27 1.72 dhc-1 let-351 dpy-14 unc-13  
hDp6 I -0.87 1.72 unc-57 let-375 dpy-14 unc-13  
hDp21 I -0.57 1.72 let-375 him-1 dpy-14 unc-13 * 
hDp23 I -0.53 1.72 let-375 unc-63 dpy-14 unc-13  
hDp20 I -0.48 1.72 let-627 him-1 dpy-14 unc-13 * 
hDf26 I -0.48 -0.43 let-627 let-625 let-625   
nDp4 I -0.43 11.34  mes-3 unc-75 unc-101 * 
hDp74 I -0.39 1.72 mes-3 unc-63 dpy-14 unc-13  
hDf27 I -0.38 -0.31 him-1 let-641 let-641 let-640  
hDf28 I -0.30 -0.06  let-598 let-594 let-113  
hDp29 I -0.23 1.72 let-359 let-363 dpy-14 unc-13  
hDp22 I -0.09 1.72 spe-11 let-594 dpy-14 unc-13  
hDp75 I -0.06 1.72 spe-11 dpy-5 dpy-14 unc-13  
hDp61 I 0.00 0.47  dpy-5 let-388 air-2  
hDp57 I 0.00 0.11  dpy-5 dpy-5 let-378  
hDp41 I 0.00 0.18  dpy-5 let-395 let-378  
hDp64 I 0.00 2.04  dpy-5 unc-15 let-540  
hDp60 I 0.00 1.98  dpy-5 let-539 unc-13 * 
hDp55 I 0.00 0.72  dpy-5 air-2 bli-4  
hDp43 I 0.00 1.96  dpy-5 let-539 let-542  
hDp42 I 0.00 1.80  dpy-5 unc-14 let-75  
hDp39 I 0.00 1.20  dpy-5 let-604 let-382  
hDp54 I 0.00 1.22  dpy-5 let-390 mei-2  
hDp48 I 0.15 2.06 let-395 let-376 unc-13   
hDp53 I 0.16 2.06 dpy-5 unc-40 unc-13   
hDp49 I 0.16 2.06 dpy-5 unc-40 unc-13   
hDp52 I 0.32 2.06 let-379 unc-40 unc-13   
hDp68 I 0.39 2.06 let-379 let-388 unc-13   
hDp70 I 0.47 2.28 dpy-5 bli-4 unc-13 let-538  
hDp67 I 0.47 2.06 dpy-5 bli-4 unc-13   
hDp47 I 0.47 2.06 dpy-5 bli-4 unc-13   
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hDp44 I 0.63 2.06 unc-40 bli-4 unc-13   
qDf16 I 0.95 1.78  bli-4 let-86 unc-15  
hDf8 I 1.10 1.53 let-601 let-610 let-86 let-389  
qDf8 I 1.14 4.65  cdc-25.1 fog-3 lin-11 * 
hDp66 I 1.13 2.06 bli-4 unc-37 unc-13   
hDp46 I 1.13 2.06 bli-4 unc-37 unc-13   
hDp45 I 1.13 2.06 bli-4 unc-37 unc-13   
hDp83 I 1.23 1.48  let-383 let-545 let-86  
hDp65 I 1.53 2.06 let-86 let-389 unc-13  * 
hDp50 I 1.77 2.06 unc-14 let-527 unc-13   
nDf25 I 1.90 3.62  gpb-2 adn-1 dyf-5 * 
nDf24 I 1.90 3.71  gpb-2 aph-1 mec-8 * 
ozDf5 I 1.97 2.35 eat-5 unc-13 gld-1 unc-55  
sDf6 I 2.04 2.24 unc-15 let-540 let-87 let-90 * 
hDp73 I 2.04 2.30 unc-15 let-540 let-88   
sDf5 I 2.06 2.24 let-540 unc-13 let-87 let-90 * 
mnDf111 I 2.23 3.85 unc-13 unc-55 nob-3 lep-1  
hDf9 I 2.30 2.73  let-82 let-82 let-541  
dxDf1 I 2.44 3.12 gld-1 lin-10 fer-1 unc-29  
qDf6 I 2.67 5.13 unc-13 unc-29 aph-2 srf-2  
nDf23 I 2.70 3.62 spe-12 mei-1 adn-1 dyf-5  
nDf29 I 3.12 3.40 fer-1 unc-29 egl-32 spd-2  
nDf30 I 3.29 3.76  unc-29 lin-41  * 
qDf7 I 3.52 7.96 unc-29 mec-8 stu-10 unc-75  
qDf9 I 3.58 4.65 egl-32 mec-8 fog-3 lin-11  
qDf5 I 4.00 4.60 sur-6 cfi-1 fog-3 dpy-24  
qDf10 I 4.06 4.65 mom-4 mom-5 fog-3 lin-11  
hDf17 I 9.41 11.32  spe-9 spe-9 unc-101  
dxDf2 I 11.24 27.41 unc-75 ksr-2 unc-54   
hDf16 I 13.23 13.83  unc-101 par-6  * 
hDf15 I 13.23 13.83  unc-101 par-6   
eDf3 I 21.32 27.51 aex-6 unc-59 unc-54 let-50 * 
eDf6 I 24.42 28.96 let-201 let-204 ces-2   
eDf12 I 24.54 27.51 let-204 unc-95 unc-54 let-50  
eDf7 I 24.61 27.51 unc-95 lev-10 unc-54 let-50 * 
eDf16 I 25.18 28.95 lev-10 let-205 let-208 ces-2 * 
eDf9 I 25.73 29.48 eat-18 let-205 ces-2 rec-1 * 
eDf4 I 25.84 29.48 let-205 let-206 ces-2 rec-1 * 
eDf15 I 25.84 27.51 let-205 let-206 unc-54 let-50 * 
eDf11 I 26.32 27.52 let-207 gus-1 unc-122 let-50  
eDf14 I 26.52 28.95 gus-1 sur-2 let-208 ces-2  
eDf13 I 26.97 28.95 sur-2 let-49 let-208 ces-2  
eDf5 I 27.33 28.28 let-49 unc-54 let-50 let-208 * 
eDf10 I 27.40 28.94 aex-5 unc-54 let-208   
eDf24 I 29.47 30.00 let-208 rec-1 rec-1   
nDf3 II -17.88 -4.61  egl-26 lin-31 unc-85  
mDf13 II -17.88 -8.71  sqt-2 let-170 lin-31  
ccDf11 II -17.88 -3.47  sqt-2 dpy-25 unc-85  
nDf2 II -15.59 -4.61 mab-9 lin-42 lin-31 unc-85  
mDf16 II -14.64 -2.05 sqt-2 let-170 let-173 let-174  
nDf4 II -13.83 -4.61 lin-42 sup-9 lin-31 unc-85  
nDf5 II -12.09 -4.61  sup-9 lin-31 unc-85  
ccDf1 II -11.41 -3.47  let-170 dpy-25 unc-85 * 
mDf15 II -8.71 -2.99 let-170 lin-31 unc-85 let-172  
mDf14 II -8.71 -0.39 let-170 lin-31 let-265 sma-6  
ccDf3 II -8.71 -2.99 let-170 lin-31 unc-85 let-172  
ccDf2 II -8.71 -1.57 let-170 lin-31 let-174 let-176  
ccDf5 II -5.26 -0.92 lin-31 let-552 bli-2 lin-4  
ccDf10 II -4.99 -2.53 lin-31 vab-1 dpy-25 clr-1  
ccDf4 II -4.37 -2.52 let-552 hlh-1 let-172 let-173  
ccDf7 II -4.23 -2.99 hlh-1 let-171 unc-85 let-172  
maDf4 II -4.11 -0.45 hlh-1 vab-1 ptp-2 mua-1 * 
arDp2 II -0.86 1.75  lin-4 unc-4   
mnDf30 II -0.85 0.24 lin-4 spe-3 sqv-7 dyf-13  
mnDf96 II -0.63 0.12 spe-3 exp-1 snt-1 egl-27  
mnDf52 II -0.36 0.11 lin-23 let-22 dpy-2 tra-2  
mnDf39 II -0.36 0.11 lin-23 let-22 pvl-5 snt-1  



TABLE FOUR:    REARRANGEMENTS LISTED BY GENETIC MAP                                                                               
POSITION 

 
REARR            LG        LB               RB               LGO          LGI            RGI            RGO            NOTE 
 

 63 

mnDf95 II -0.08 0.11 let-264 dpy-10 dpy-2 tra-2  
mnDf81 II -0.08 0.11 let-264 dpy-10 dpy-2 tra-2  
mnDf74 II -0.08 0.11 let-264 dpy-10 dpy-2 tra-2  
mnDf73 II -0.08 0.11 let-264 dpy-10 dpy-2 tra-2  
mnDf55 II -0.08 0.11 let-264 dpy-10 dpy-2 tra-2  
mnDf54 II -0.08 0.11 let-264 dpy-10 dpy-2 tra-2  
mnDf53 II -0.08 0.11 let-264 dpy-10 dpy-2 tra-2  
mnDf51 II -0.08 0.11 let-264 dpy-10 dpy-2 tra-2  
mnDf50 II -0.08 0.11 let-264 dpy-10 dpy-2 tra-2  
mnDf40 II -0.08 0.11 let-264 dpy-10 dpy-2 tra-2  
mnDf38 II -0.08 0.11 let-264 dpy-10 dpy-2 tra-2  
mnDf37 II -0.08 0.11 let-264 dpy-10 dpy-2 tra-2  
mnDf36 II -0.08 0.11 let-264 dpy-10 dpy-2 tra-2  
mnDf35 II -0.08 0.11 let-264 dpy-10 dpy-2 tra-2  
mnDf33 II -0.08 0.11 let-264 dpy-10 dpy-2 tra-2  
mnDf32 II -0.08 0.11 let-264 dpy-10 dpy-2 tra-2  
mnDf31 II -0.03 0.12 mua-1 dpy-10 srf-6 snt-1  
mnDf99 II 0.28 0.79 dyf-13 let-236 emb-27 let-237  
mnDf105 II 0.28 0.79 dyf-13 let-236 let-237 zyg-9  
mnDf88 II 0.31 0.81 vab-13 let-236 let-237 let-252  
mcDf1 II 0.41 0.55 vab-13 lin-26 lin-26 lin-5  
mnDf106 II 0.41 0.79 let-236 spe-1 emb-27 let-237 * 
mnDf93 II 0.50 0.79  ehn-1 emb-27 let-237 * 
mnDf97 II 0.50 0.69 ven-3 spe-1 nrf-6 let-24 * 
mnDf84 II 0.55 0.79 lin-26 lin-5 emb-27 let-237  
mnDf103 II 0.55 0.79 lin-26 lin-5 let-237 zyg-9  
mnDf100 II 0.55 0.69 lin-26 lin-5 nrf-6 let-24  
mnDf108 II 0.60 0.79 lin-5 ooc-2 emb-27 let-237  
mnDf109 II 0.63 0.79 ooc-2 zyg-11 emb-27 let-237  
mnDf98 II 0.68 0.75 nrf-6 unc-105 let-24 fer-15  
mnDf94 II 0.68 0.75 nrf-6 unc-105 let-24 fer-15  
mnDf92 II 0.68 0.75 nrf-6 unc-105 let-24 fer-15  
mnDf101 II 0.68 0.79 nrf-6 unc-105 emb-27 let-237  
mnDf91 II 0.68 0.79 nrf-6 unc-105 emb-27 let-237  
mnDf104 II 0.71 0.79 osm-8 let-24 let-237 zyg-9  
mnDf63 II 0.83 2.12 let-252 vab-9 daf-19 mec-15  
mnDf69 II 0.83 1.17 let-252 vab-9 let-23 let-240  
mnDf66 II 0.83 3.12 let-252 vab-9 ven-2 cap-2  
mnDf68 II 0.83 1.41 let-252 vab-9 eat-3 let-31  
mnDf85 II 0.86 0.96 let-238 rol-6 let-239 sud-1  
mnDf80 II 0.86 0.91 let-238 rol-6 let-19 let-239  
mnDf78 II 0.86 0.88 let-238 rol-6 rol-6 let-19  
mnDf70 II 0.86 0.91 let-238 rol-6 let-19 let-239  
mnDf67 II 0.86 1.17 let-238 rol-6 let-23 let-240  
mnDf65 II 0.86 0.88 let-238 rol-6 rol-6 let-19  
mnDf64 II 0.86 0.91 let-238 rol-6 let-19 let-239  
mnDf49 II 0.86 0.88 let-238 rol-6 rol-6 let-19  
mnDf48 II 0.86 0.91 let-238 rol-6 let-19 let-239  
mnDf47 II 0.86 0.91 let-238 rol-6 let-19 let-239  
mnDf46 II 0.86 0.91 let-238 rol-6 let-19 let-239  
mnDf45 II 0.86 0.88 let-238 rol-6 rol-6 let-19  
mnDf44 II 0.86 0.88 let-238 rol-6 rol-6 let-19  
mnDf16 II 0.87 1.84 stu-16 rol-6 egl-43 let-242 * 
mnDf61 II 1.00 1.79 let-239 let-23 unc-4 egl-43  
mnDf62 II 1.00 2.83 let-239 let-23 let-246 bli-1  
mnDf89 II 1.17 6.36 let-23 let-240 stu-13 rol-1  
mnDf58 II 1.55 2.92 let-31 exc-7 bli-1 ooc-1  
mnDf59 II 1.62 1.99 exc-7 let-241 let-242 mec-15 * 
mnDf27 II 1.62 1.91 exc-7 let-241 let-242 mel-30 * 
mnDf29 II 1.62 2.44 let-241 sqv-8 let-245 let-25  
mnDf57 II 1.68 2.92 shv-1 mab-3 bli-1 ooc-1  
eDf21 II 1.68 1.87 shv-1 mab-3 let-242 lov-1  
mnDf83 II 1.72 6.16 exc-7 let-268 let-266 rol-1 * 
mnDf71 II 1.73 1.91 mab-3 unc-4 die-1 mel-30  
mnDf60 II 1.73 1.79 mab-3 unc-4 unc-4 egl-43  
mnDf56 II 1.73 1.85 mab-3 unc-4 let-242  * 
mnDf28 II 1.73 1.84 mab-3 unc-4 egl-43 let-242  
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mnDf26 II 1.73 1.85 mab-3 unc-4 let-242  * 
mnDf25 II 1.73 1.99 mab-3 unc-4 let-242 mec-15 * 
mnDf24 II 1.73 1.85 mab-3 unc-4 let-242  * 
mnDf22 II 1.73 1.85 mab-3 unc-4 let-242  * 
mnDf14 II 1.73 1.85 mab-3 unc-4 let-242  * 
mnDf12 II 1.73 1.79 mab-3 unc-4 unc-4 egl-43  
mnDp36 II 2.44 23.70 unc-4 unc-53 cog-1   
mnDp35 II 2.44 23.70 unc-4 unc-53 cog-1   
mnDp34 II 2.44 23.70 unc-4 unc-53 cog-1   
mnDf90 II 2.79 3.73 emb-23 let-246 let-21 let-250  
mnDf87 II 3.13 6.16 cap-2 let-858 mel-22 rol-1  
mnDf76 II 3.27 3.40 unc-53 let-248 sqt-1 let-247  
mnDf75 II 3.27 3.40 unc-53 let-248 sqt-1 let-247  
mnDf77 II 3.35 3.45 mat-2 let-248 let-247 ooc-3  
mnDf86 II 3.35 3.40 mat-2 let-248 sqt-1 let-247  
mnDp11 II 5.20 23.31 sqt-1 rol-1 unc-52   
jDf2 II 23.04 23.59 mog-4 let-259 egl-50 cog-1  
jDf4 II 23.21 23.74 cad-1 unc-52 egl-50 let-257  
nDf3 II -17.88 -4.61  egl-26 lin-31 unc-85  
mDf13 II -17.88 -8.71  sqt-2 let-170 lin-31  
ccDf11 II -17.88 -3.47  sqt-2 dpy-25 unc-85  
nDf2 II -15.59 -4.61 mab-9 lin-42 lin-31 unc-85  
mDf16 II -14.64 -2.05 sqt-2 let-170 let-173 let-174  
nDf4 II -13.83 -4.61 lin-42 sup-9 lin-31 unc-85  
nDf5 II -12.09 -4.61  sup-9 lin-31 unc-85  
ccDf1 II -11.41 -3.47  let-170 dpy-25 unc-85 * 
mDf15 II -8.71 -2.99 let-170 lin-31 unc-85 let-172  
mDf14 II -8.71 -0.39 let-170 lin-31 let-265 sma-6  
ccDf3 II -8.71 -2.99 let-170 lin-31 unc-85 let-172  
ccDf2 II -8.71 -1.57 let-170 lin-31 let-174 let-176  
ccDf5 II -5.26 -0.92 lin-31 let-552 bli-2 lin-4  
ccDf10 II -4.99 -2.53 lin-31 vab-1 dpy-25 clr-1  
ccDf4 II -4.37 -2.52 let-552 hlh-1 let-172 let-173  
ccDf7 II -4.23 -2.99 hlh-1 let-171 unc-85 let-172  
maDf4 II -4.11 -0.45 hlh-1 vab-1 ptp-2 mua-1 * 
arDp2 II -0.86 1.75  lin-4 unc-4   
mnDf30 II -0.85 0.24 lin-4 spe-3 sqv-7 dyf-13  
mnDf96 II -0.63 0.12 spe-3 exp-1 snt-1 egl-27  
mnDf52 II -0.36 0.11 lin-23 let-22 dpy-2 tra-2  
mnDf39 II -0.36 0.11 lin-23 let-22 pvl-5 snt-1  
mnDf95 II -0.08 0.11 let-264 dpy-10 dpy-2 tra-2  
mnDf81 II -0.08 0.11 let-264 dpy-10 dpy-2 tra-2  
mnDf74 II -0.08 0.11 let-264 dpy-10 dpy-2 tra-2  
mnDf73 II -0.08 0.11 let-264 dpy-10 dpy-2 tra-2  
mnDf55 II -0.08 0.11 let-264 dpy-10 dpy-2 tra-2  
mnDf54 II -0.08 0.11 let-264 dpy-10 dpy-2 tra-2  
mnDf53 II -0.08 0.11 let-264 dpy-10 dpy-2 tra-2  
mnDf51 II -0.08 0.11 let-264 dpy-10 dpy-2 tra-2  
mnDf50 II -0.08 0.11 let-264 dpy-10 dpy-2 tra-2  
mnDf40 II -0.08 0.11 let-264 dpy-10 dpy-2 tra-2  
mnDf38 II -0.08 0.11 let-264 dpy-10 dpy-2 tra-2  
mnDf37 II -0.08 0.11 let-264 dpy-10 dpy-2 tra-2  
mnDf36 II -0.08 0.11 let-264 dpy-10 dpy-2 tra-2  
mnDf35 II -0.08 0.11 let-264 dpy-10 dpy-2 tra-2  
mnDf33 II -0.08 0.11 let-264 dpy-10 dpy-2 tra-2  
mnDf32 II -0.08 0.11 let-264 dpy-10 dpy-2 tra-2  
mnDf31 II -0.03 0.12 mua-1 dpy-10 srf-6 snt-1  
mnDf99 II 0.28 0.79 dyf-13 let-236 emb-27 let-237  
mnDf105 II 0.28 0.79 dyf-13 let-236 let-237 zyg-9  
mnDf88 II 0.31 0.81 vab-13 let-236 let-237 let-252  
mcDf1 II 0.41 0.55 vab-13 lin-26 lin-26 lin-5  
mnDf106 II 0.41 0.79 let-236 spe-1 emb-27 let-237 * 
mnDf93 II 0.50 0.79  ehn-1 emb-27 let-237 * 
mnDf97 II 0.50 0.69 ven-3 spe-1 nrf-6 let-24 * 
mnDf84 II 0.55 0.79 lin-26 lin-5 emb-27 let-237  
mnDf103 II 0.55 0.79 lin-26 lin-5 let-237 zyg-9  
mnDf100 II 0.55 0.69 lin-26 lin-5 nrf-6 let-24  
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mnDf108 II 0.60 0.79 lin-5 ooc-2 emb-27 let-237  
mnDf109 II 0.63 0.79 ooc-2 zyg-11 emb-27 let-237  
mnDf101 II 0.68 0.79 nrf-6 unc-105 emb-27 let-237  
mnDf98 II 0.68 0.75 nrf-6 unc-105 let-24 fer-15  
mnDf94 II 0.68 0.75 nrf-6 unc-105 let-24 fer-15  
mnDf92 II 0.68 0.75 nrf-6 unc-105 let-24 fer-15  
mnDf91 II 0.68 0.79 nrf-6 unc-105 emb-27 let-237  
mnDf104 II 0.71 0.79 osm-8 let-24 let-237 zyg-9  
mnDf69 II 0.83 1.17 let-252 vab-9 let-23 let-240  
mnDf66 II 0.83 3.12 let-252 vab-9 ven-2 cap-2  
mnDf68 II 0.83 1.41 let-252 vab-9 eat-3 let-31  
mnDf63 II 0.83 2.12 let-252 vab-9 daf-19 mec-15  
mnDf85 II 0.86 0.96 let-238 rol-6 let-239 sud-1  
mnDf78 II 0.86 0.88 let-238 rol-6 rol-6 let-19  
mnDf65 II 0.86 0.88 let-238 rol-6 rol-6 let-19  
mnDf49 II 0.86 0.88 let-238 rol-6 rol-6 let-19  
mnDf45 II 0.86 0.88 let-238 rol-6 rol-6 let-19  
mnDf44 II 0.86 0.88 let-238 rol-6 rol-6 let-19  
mnDf80 II 0.86 0.91 let-238 rol-6 let-19 let-239  
mnDf70 II 0.86 0.91 let-238 rol-6 let-19 let-239  
mnDf64 II 0.86 0.91 let-238 rol-6 let-19 let-239  
mnDf48 II 0.86 0.91 let-238 rol-6 let-19 let-239  
mnDf47 II 0.86 0.91 let-238 rol-6 let-19 let-239  
mnDf46 II 0.86 0.91 let-238 rol-6 let-19 let-239  
mnDf67 II 0.86 1.17 let-238 rol-6 let-23 let-240  
mnDf16 II 0.87 1.84 stu-16 rol-6 egl-43 let-242 * 
mnDf62 II 1.00 2.83 let-239 let-23 let-246 bli-1  
mnDf61 II 1.00 1.79 let-239 let-23 unc-4 egl-43  
mnDf89 II 1.17 6.36 let-23 let-240 stu-13 rol-1  
mnDf58 II 1.55 2.92 let-31 exc-7 bli-1 ooc-1  
mnDf59 II 1.62 1.99 exc-7 let-241 let-242 mec-15 * 
mnDf27 II 1.62 1.91 exc-7 let-241 let-242 mel-30 * 
mnDf29 II 1.62 2.44 let-241 sqv-8 let-245 let-25  
mnDf57 II 1.68 2.92 shv-1 mab-3 bli-1 ooc-1  
eDf21 II 1.68 1.87 shv-1 mab-3 let-242 lov-1  
mnDf83 II 1.72 6.16 exc-7 let-268 let-266 rol-1 * 
mnDf71 II 1.73 1.91 mab-3 unc-4 die-1 mel-30  
mnDf60 II 1.73 1.79 mab-3 unc-4 unc-4 egl-43  
mnDf28 II 1.73 1.84 mab-3 unc-4 egl-43 let-242  
mnDf25 II 1.73 1.99 mab-3 unc-4 let-242 mec-15 * 
mnDf12 II 1.73 1.79 mab-3 unc-4 unc-4 egl-43  
mnDf56 II 1.73 1.85 mab-3 unc-4 let-242  * 
mnDf26 II 1.73 1.85 mab-3 unc-4 let-242  * 
mnDf24 II 1.73 1.85 mab-3 unc-4 let-242  * 
mnDf22 II 1.73 1.85 mab-3 unc-4 let-242  * 
mnDf14 II 1.73 1.85 mab-3 unc-4 let-242  * 
mnDp36 II 2.44 23.70 unc-4 unc-53 cog-1   
mnDp35 II 2.44 23.70 unc-4 unc-53 cog-1   
mnDp34 II 2.44 23.70 unc-4 unc-53 cog-1   
mnDf90 II 2.79 3.73 emb-23 let-246 let-21 let-250  
mnDf87 II 3.13 6.16 cap-2 let-858 mel-22 rol-1  
mnDf76 II 3.27 3.40 unc-53 let-248 sqt-1 let-247  
mnDf75 II 3.27 3.40 unc-53 let-248 sqt-1 let-247  
mnDf77 II 3.35 3.45 mat-2 let-248 let-247 ooc-3  
mnDf86 II 3.35 3.40 mat-2 let-248 sqt-1 let-247  
mnDp11 II 5.20 23.31 sqt-1 rol-1 unc-52   
jDf2 II 23.04 23.59 mog-4 let-259 egl-50 cog-1  
jDf4 II 23.21 23.74 cad-1 unc-52 egl-50 let-257  
tDf9 III -24.24 -13.27 daf-7 emb-13 cta-2 daf-2  
sDp3 III -23.18 -0.28 daf-7 let-720 mig-10 glr-1  
mnDp37 III -19.14 21.21  dpy-1 bli-5   
nDf11 III -12.70 -3.08 smg-6 daf-2 unc-79 dpy-17  
sDf130 III -10.68 -1.48 let-831 let-819 let-719 let-705 * 
nDf15 III -7.08 -4.56 daf-2 unc-93 unc-93 unc-79  
nDf14 III -7.08 -3.08 daf-2 unc-93 unc-79 dpy-17  
nDf13 III -7.08 -4.56 daf-2 unc-93 unc-93 unc-79  
nDf10 III -7.08 -3.08 daf-2 unc-93 unc-79 dpy-17  
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nDf8 III -7.08 -4.56 daf-2 unc-93 unc-93 unc-79  
nDf7 III -7.08 -4.56 daf-2 unc-93 unc-93 unc-79  
nDf6 III -7.08 -4.56 daf-2 unc-93 unc-93 unc-79  
nDf12 III -5.62 -4.56 ben-1 unc-93 unc-93 unc-79  
yDf10 III -5.34 -2.79 fam-1 sel-8 mab-21 mog-3 * 
sDf121 III -3.16 -1.45 let-715 emb-8 daf-4 let-810  
sDf133 III -2.73 -0.55  let-782 let-786  * 
sDf134 III -2.34 -2.13 let-733 let-707 dpy-17 let-761  
nDp2 III -2.18 2.38  dpy-17 unc-50   
qDp3 III -1.59 1.24 dpy-17 let-725 glp-1 unc-69  
nDf17 III -1.50 2.11 ced-6 egl-25 unc-47 ooc-4 * 
sDf127 III -1.41 -0.78 let-799 let-723 let-702 let-768  
sDf125 III -1.41 -1.00 let-723 let-728 let-725 let-769  
sDp8 III -1.27 -0.12 let-721 let-755 dpy-19 sma-2 * 
nDf16 III -0.99 -0.24 let-725 egl-24 unc-116 dpy-19  
sDf135 III -0.81 -0.75 cyk-1 let-702 let-768 mup-4  
sDf128 III -0.61 -0.55 let-752 let-766 let-766 let-786  
nDf20 III -0.56 -0.12 sup-18 let-766 dpy-19 sma-2  
sDf111 III -0.33 -0.15 unc-36 unc-116 unc-116 unc-32  
nDf22 III -0.26 -0.12 unc-86 dpy-19 dpy-19 sma-2  
nDf21 III -0.26 -0.12 unc-86 dpy-19 dpy-19 sma-2  
sDf110 III -0.09 0.38 dpy-19 unc-32 let-980 emb-30  
tnDf2 III 0.50 1.66 emb-9 emb-30 sqv-3 unc-69  
nDf40 III 0.78 3.37 emb-30 sqv-3 unc-49   
eDf2 III 5.44 21.31 dpy-28 unc-119 bli-5 dyf-2  
tDf2 III 5.44 8.38 dpy-28 vab-7 spe-16 mab-4  
tDf1 III 5.44 21.21 dpy-28 vab-7 bli-5   
eDp6 III 5.54 21.21 unc-119 vab-7 unc-64  * 
eDf20 III 5.77 7.04 vab-7 sup-35 tra-1 fer-2  
tDf7 III 6.67 10.43 pha-1 fer-2 spe-6 mua-2  
tDf5 III 8.69 21.39 teg-1 dpy-18 lit-1   
ctDf3 III 9.59 19.31 rme-5 spe-6 pie-1 unc-64  
ctDf2 III 12.81 21.39 ale-1 zyg-8 lit-1  * 
tDf8 III 18.06 21.21 pie-1 unc-71 bli-5   
tDf6 III 18.06 21.54 pie-1 unc-71 cyk-4   
tDf10 III 21.21 21.54 unc-64 bli-5 cyk-4   
tDf9 III -24.24 -13.27 daf-7 emb-13 cta-2 daf-2  
sDp3 III -23.18 -0.28 daf-7 let-720 mig-10 glr-1  
mnDp37 III -19.14 21.21  dpy-1 bli-5   
nDf11 III -12.70 -3.08 smg-6 daf-2 unc-79 dpy-17  
sDf130 III -10.68 -1.48 let-831 let-819 let-719 let-705 * 
nDf15 III -7.08 -4.56 daf-2 unc-93 unc-93 unc-79  
nDf14 III -7.08 -3.08 daf-2 unc-93 unc-79 dpy-17  
nDf13 III -7.08 -4.56 daf-2 unc-93 unc-93 unc-79  
nDf10 III -7.08 -3.08 daf-2 unc-93 unc-79 dpy-17  
nDf8 III -7.08 -4.56 daf-2 unc-93 unc-93 unc-79  
nDf7 III -7.08 -4.56 daf-2 unc-93 unc-93 unc-79  
nDf6 III -7.08 -4.56 daf-2 unc-93 unc-93 unc-79  
nDf12 III -5.62 -4.56 ben-1 unc-93 unc-93 unc-79  
yDf10 III -5.34 -2.79 fam-1 sel-8 mab-21 mog-3 * 
sDf121 III -3.16 -1.45 let-715 emb-8 daf-4 let-810  
sDf133 III -2.73 -0.55  let-782 let-786  * 
sDf134 III -2.34 -2.13 let-733 let-707 dpy-17 let-761  
nDp2 III -2.18 2.38  dpy-17 unc-50   
qDp3 III -1.59 1.24 dpy-17 let-725 glp-1 unc-69  
nDf17 III -1.50 2.11 ced-6 egl-25 unc-47 ooc-4 * 
sDf127 III -1.41 -0.78 let-799 let-723 let-702 let-768  
sDf125 III -1.41 -1.00 let-723 let-728 let-725 let-769  
sDp8 III -1.27 -0.12 let-721 let-755 dpy-19 sma-2 * 
nDf16 III -0.99 -0.24 let-725 egl-24 unc-116 dpy-19  
sDf135 III -0.81 -0.75 cyk-1 let-702 let-768 mup-4  
sDf128 III -0.61 -0.55 let-752 let-766 let-766 let-786  
nDf20 III -0.56 -0.12 sup-18 let-766 dpy-19 sma-2  
sDf111 III -0.33 -0.15 unc-36 unc-116 unc-116 unc-32  
nDf22 III -0.26 -0.12 unc-86 dpy-19 dpy-19 sma-2  
nDf21 III -0.26 -0.12 unc-86 dpy-19 dpy-19 sma-2  
sDf110 III -0.09 0.38 dpy-19 unc-32 let-980 emb-30  
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tnDf2 III 0.50 1.66 emb-9 emb-30 sqv-3 unc-69  
nDf40 III 0.78 3.37 emb-30 sqv-3 unc-49   
eDf2 III 5.44 21.31 dpy-28 unc-119 bli-5 dyf-2  
tDf2 III 5.44 8.38 dpy-28 vab-7 spe-16 mab-4  
tDf1 III 5.44 21.21 dpy-28 vab-7 bli-5   
eDp6 III 5.54 21.21 unc-119 vab-7 unc-64  * 
eDf20 III 5.77 7.04 vab-7 sup-35 tra-1 fer-2  
tDf7 III 6.67 10.43 pha-1 fer-2 spe-6 mua-2  
tDf5 III 8.69 21.39 teg-1 dpy-18 lit-1   
ctDf3 III 9.59 19.31 rme-5 spe-6 pie-1 unc-64  
ctDf2 III 12.81 21.39 ale-1 zyg-8 lit-1  * 
tDf8 III 18.06 21.21 pie-1 unc-71 bli-5   
tDf6 III 18.06 21.54 pie-1 unc-71 cyk-4   
tDf10 III 21.21 21.54 unc-64 bli-5 cyk-4   
mDp4 IV -27.00 4.69  dpy-9 daf-15 dpy-20  
mDp1 IV -27.00 2.67  dpy-9 skn-1 unc-8  
mDf9 IV -1.11 2.05 let-274 let-275 let-284 spe-27  
mDf6 IV -1.11 1.59 let-274 let-275 let-284   
mDf5 IV -1.11 1.59 let-274 let-275 let-284   
mDf4 IV -0.01 2.09 let-278 ama-1 rme-2 spe-27  
mDf8 IV 0.99 2.42 let-279 eor-1 let-284 him-3  
nDf41 IV 1.68 3.38  rme-2 dif-1 mau-8  
stDf8 IV 2.44 3.33 spd-3 unc-82 egl-19   
stDf7 IV 2.44 3.51 spd-3 unc-82 unc-24   
eDf19 IV 3.55 4.58 unc-24 pal-2 let-53 unc-43 * 
eDf18 IV 3.59 4.20 mec-17 pal-2 daf-15 mum-2 * 
sDf62 IV 3.99 6.01  eat-1 ham-1 let-99 * 
sDf67 IV 3.99 5.69  eat-1 let-67 let-68 * 
sDf64 IV 3.99 5.47  eat-1 unc-22 let-52 * 
sDf63 IV 3.99 5.47  eat-1 unc-22 let-52 * 
sDf2 IV 3.98 6.22 exc-5 eat-1 let-97 unc-31 * 
mDf7 IV 4.44 5.47 egl-20 spe-29 unc-22 let-52  
sDf80 IV 4.74 5.47 let-71 lin-3 unc-22 let-52  
sDf68 IV 4.81 5.47 let-64 let-70 unc-22 let-52  
sDf85 IV 5.04 5.47 let-91 let-65 unc-22 let-52  
sDf69 IV 5.04 5.66 let-91 let-65 let-93 let-662  
sDf60 IV 5.04 8.06 let-91 let-65 let-317 let-325  
sDf10 IV 5.04 5.66 let-91 let-65 let-93 let-66  
sDf8 IV 5.05 5.47 rib-1 let-65 unc-22 let-52  
sDf84 IV 5.14 7.95 let-65 let-60 let-301 unc-30 * 
nDf27 IV 5.14 11.21 let-65 let-60 let-323 tra-3  
sDf82 IV 5.24 5.47 dpy-20 par-5 unc-22 let-52  
sDf7 IV 5.31 5.66 par-5 let-664 let-662 let-66  
sDf66 IV 5.34 7.95 let-92 let-660 let-301 unc-30  
sDf61 IV 5.36 5.69 let-660 let-653 let-67 let-68  
sDf86 IV 5.36 5.47 let-660 let-653 unc-22 let-52  
sDf65 IV 5.39 5.58 let-653 let-56 let-661 let-93  
sDf9 IV 5.39 5.50 let-653 let-56 let-661 pha-3  
sDf83 IV 5.39 5.47 let-653 let-56 unc-22 let-52  
yDp1 IV 5.55 12.73 unc-22 let-67 dpy-4   
sDf21 IV 5.66 10.10 let-67 lin-24 let-321 let-324  
sDf22 IV 5.90 8.07 let-309 let-99 let-325 let-316  
sDf23 IV 10.67 16.05 tlp-1 fam-2 cyk-2 hsp-1  
mDp4 IV -27.00 4.69  dpy-9 daf-15 dpy-20  
mDp1 IV -27.00 2.67  dpy-9 skn-1 unc-8  
mDf9 IV -1.11 2.05 let-274 let-275 let-284 spe-27  
mDf6 IV -1.11 1.59 let-274 let-275 let-284   
mDf5 IV -1.11 1.59 let-274 let-275 let-284   
mDf4 IV -0.01 2.09 let-278 ama-1 rme-2 spe-27  
mDf8 IV 0.99 2.42 let-279 eor-1 let-284 him-3  
nDf41 IV 1.68 3.38  rme-2 dif-1 mau-8  
stDf8 IV 2.44 3.33 spd-3 unc-82 egl-19   
stDf7 IV 2.44 3.51 spd-3 unc-82 unc-24   
eDf19 IV 3.55 4.58 unc-24 pal-2 let-53 unc-43 * 
eDf18 IV 3.59 4.20 mec-17 pal-2 daf-15 mum-2 * 
sDf62 IV 3.99 6.01  eat-1 ham-1 let-99 * 
sDf67 IV 3.99 5.69  eat-1 let-67 let-68 * 
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sDf64 IV 3.99 5.47  eat-1 unc-22 let-52 * 
sDf63 IV 3.99 5.47  eat-1 unc-22 let-52 * 
sDf2 IV 3.98 6.22 exc-5 eat-1 let-97 unc-31 * 
mDf7 IV 4.44 5.47 egl-20 spe-29 unc-22 let-52  
sDf80 IV 4.74 5.47 let-71 lin-3 unc-22 let-52  
sDf68 IV 4.81 5.47 let-64 let-70 unc-22 let-52  
sDf85 IV 5.04 5.47 let-91 let-65 unc-22 let-52  
sDf69 IV 5.04 5.66 let-91 let-65 let-93 let-662  
sDf60 IV 5.04 8.06 let-91 let-65 let-317 let-325  
sDf10 IV 5.04 5.66 let-91 let-65 let-93 let-66  
sDf8 IV 5.05 5.47 rib-1 let-65 unc-22 let-52  
nDf27 IV 5.14 11.21 let-65 let-60 let-323 tra-3  
sDf84 IV 5.14 7.95 let-65 let-60 let-301 unc-30 * 
sDf82 IV 5.24 5.47 dpy-20 par-5 unc-22 let-52  
sDf7 IV 5.31 5.66 par-5 let-664 let-662 let-66  
sDf66 IV 5.34 7.95 let-92 let-660 let-301 unc-30  
sDf61 IV 5.36 5.69 let-660 let-653 let-67 let-68  
sDf86 IV 5.36 5.47 let-660 let-653 unc-22 let-52  
sDf65 IV 5.39 5.58 let-653 let-56 let-661 let-93  
sDf83 IV 5.39 5.47 let-653 let-56 unc-22 let-52  
sDf9 IV 5.39 5.50 let-653 let-56 let-661 pha-3  
yDp1 IV 5.55 12.73 unc-22 let-67 dpy-4   
sDf21 IV 5.66 10.10 let-67 lin-24 let-321 let-324  
sDf22 IV 5.90 8.07 let-309 let-99 let-325 let-316  
sDf23 IV 10.67 16.05 tlp-1 fam-2 cyk-2 hsp-1  
sDf52 V -20.50 -17.78  let-450 let-426   
sDf39 V -20.50 -19.75  let-450 let-453   
sDf38 V -20.50 -19.86  let-450 let-437 let-453  
sDf46 V -20.50 -11.35  let-450 let-347 lag-2  
sDf45 V -20.50 -9.04  let-450 let-478   
sDf40 V -20.50 -9.34  let-450 apx-1 lin-40  
sDf53 V -20.50 -20.07  let-450 let-448 let-437  
sDf33 V -20.50 -18.07  let-450 emb-29 let-426  
sDf74 V -20.50 -18.90  let-336 unc-60   
sDf73 V -20.50 -20.26  let-336 let-458 let-448  
sDf72 V -20.50 -19.63  let-336 let-453 let-431  
sDf56 V -20.50 -18.07  let-336 emb-29 let-426  
sDf32 V -20.42 -19.39 let-450 let-458 let-431 let-326  
sDf34 V -20.18 -9.34 let-447 egl-8 apx-1 lin-40  
sDf31 V -20.01 -9.34  egl-8 apx-1 lin-40  
yDp1 V -19.96 -1.18  unc-34 unc-46 dpy-11  
sDf75 V -19.39 -16.94 let-431 let-326 let-426 let-327  
sDf28 V -19.39 -5.88 let-431 let-326 let-338 let-344  
sDf42 V -18.63 -7.67 unc-60 emb-29 lin-40 let-466  
sDf26 V -16.94 -0.18 let-426 let-327 let-403 rme-1 * 
sDf70 V -14.07 -10.59 let-327 let-347 lag-2 apx-1  
sDf50 V -14.07 -5.39 let-327 let-347 let-430 unc-62  
sDf27 V -12.01 -3.75 let-347 let-330 let-345 let-331  
nDf32 V -6.68 0.49 let-466 let-459 mec-1 mdt-6 * 
sDf30 V -0.93 0.63 let-417 let-443 odr-2 let-474  
sDf20 V -0.81 0.63 let-443 let-401 odr-2 let-411 * 
sDp30 V -0.68 0.61 let-401 let-422 mdt-6 let-411  
sDf44 V -0.61 -0.41 let-422 let-418 let-463 let-479  
sDf36 V -0.49 -0.09 let-421 let-463 let-473 dpy-11  
adDf1059 V -0.34 -0.19 let-479 exp-2 let-473   
nDf18 V -0.34 0.07 let-429 exp-2 dpy-11 dbl-1 * 
sDf37 V -0.30 -0.21 exp-2 let-402 let-444 let-403  
sDf35 V 0.88 2.71 let-405 let-414 fer-4 ceh-22 * 
sDf57 V 1.14 1.27 let-445 let-456 rol-3 sel-9 * 
mDf3 V 1.24 2.48 emb-22 air-1 egl-3 spe-10  
sDf29 V 1.36 2.20 srf-9 let-433 mec-9 emb-18  
sDf71 V 1.37 1.89 let-433 let-409 unc-23 let-407  
sDf47 V 1.37 1.89 let-433 let-409 unc-23 let-407  
mDf1 V 1.40 2.49 let-409 sma-12 akt-1 egl-9 * 
nDf31 V 2.04 2.28 let-475 her-1 unc-41 egl-3  
eDf1 V 2.13 2.28 her-1 unc-42 unc-41 egl-3  
stDf4 V 2.92 2.92  act-123 act-123  * 
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yDf12 V 3.39 5.14 daf-11 sma-1 lin-25 nrf-5  
ctDf1 V 3.39 4.26 daf-11 sma-1 stu-15 rol-4  
nDf42 V 3.48 6.73 stu-17 sma-1 unc-61 ven-1  
arDf1 V 3.63 5.06 sma-1 lon-3 eat-6 arP3  
itDf2 V 5.81 6.66 mes-4 egl-1 daf-21   
yDf8 V 5.99 10.24 him-5 lin-58 unc-76 dpy-21  
yDf7 V 10.24 14.01 unc-76 dpy-21 par-4 emb-28  
yDf4 V 10.24 14.01 unc-76 dpy-21 par-4 emb-28  
yDf6 V 10.24 14.01 unc-76 dpy-21 par-4 emb-28  
ozDf1 V 10.24 25.11 unc-76 dpy-21 rol-9   
ozDf2 V 18.73 25.11 par-4 daf-28 rol-9   
sDf53 V -20.50 -20.07  let-450 let-448 let-437  
sDf46 V -20.50 -11.35  let-450 let-347 lag-2  
sDf45 V -20.50 -9.04  let-450 let-478   
sDf40 V -20.50 -9.34  let-450 apx-1 lin-40  
sDf33 V -20.50 -18.07  let-450 emb-29 let-426  
sDf52 V -20.50 -17.78  let-450 let-426   
sDf39 V -20.50 -19.75  let-450 let-453   
sDf38 V -20.50 -19.86  let-450 let-437 let-453  
sDf74 V -20.50 -18.90  let-336 unc-60   
sDf73 V -20.50 -20.26  let-336 let-458 let-448  
sDf72 V -20.50 -19.63  let-336 let-453 let-431  
sDf56 V -20.50 -18.07  let-336 emb-29 let-426  
sDf32 V -20.42 -19.39 let-450 let-458 let-431 let-326  
sDf34 V -20.18 -9.34 let-447 egl-8 apx-1 lin-40  
sDf31 V -20.01 -9.34  egl-8 apx-1 lin-40  
yDp1 V -19.96 -1.18  unc-34 unc-46 dpy-11  
sDf75 V -19.39 -16.94 let-431 let-326 let-426 let-327  
sDf28 V -19.39 -5.88 let-431 let-326 let-338 let-344  
sDf42 V -18.63 -7.67 unc-60 emb-29 lin-40 let-466  
sDf26 V -16.94 -0.18 let-426 let-327 let-403 rme-1 * 
sDf70 V -14.07 -10.59 let-327 let-347 lag-2 apx-1  
sDf50 V -14.07 -5.39 let-327 let-347 let-430 unc-62  
sDf27 V -12.01 -3.75 let-347 let-330 let-345 let-331  
nDf32 V -6.68 0.49 let-466 let-459 mec-1 mdt-6 * 
sDf30 V -0.93 0.63 let-417 let-443 odr-2 let-474  
sDf20 V -0.81 0.63 let-443 let-401 odr-2 let-411 * 
sDp30 V -0.68 0.61 let-401 let-422 mdt-6 let-411  
sDf44 V -0.61 -0.41 let-422 let-418 let-463 let-479  
sDf36 V -0.49 -0.09 let-421 let-463 let-473 dpy-11  
adDf1059 V -0.34 -0.19 let-479 exp-2 let-473   
nDf18 V -0.34 0.07 let-429 exp-2 dpy-11 dbl-1 * 
sDf37 V -0.30 -0.21 exp-2 let-402 let-444 let-403  
sDf35 V 0.88 2.71 let-405 let-414 fer-4 ceh-22 * 
sDf57 V 1.14 1.27 let-445 let-456 rol-3 sel-9 * 
mDf3 V 1.24 2.48 emb-22 air-1 egl-3 spe-10  
sDf29 V 1.36 2.20 srf-9 let-433 mec-9 emb-18  
sDf71 V 1.37 1.89 let-433 let-409 unc-23 let-407  
sDf47 V 1.37 1.89 let-433 let-409 unc-23 let-407  
mDf1 V 1.40 2.49 let-409 sma-12 akt-1 egl-9 * 
nDf31 V 2.04 2.28 let-475 her-1 unc-41 egl-3  
eDf1 V 2.13 2.28 her-1 unc-42 unc-41 egl-3  
stDf4 V 2.92 2.92  act-123 act-123  * 
yDf12 V 3.39 5.14 daf-11 sma-1 lin-25 nrf-5  
ctDf1 V 3.39 4.26 daf-11 sma-1 stu-15 rol-4  
nDf42 V 3.48 6.73 stu-17 sma-1 unc-61 ven-1  
arDf1 V 3.63 5.06 sma-1 lon-3 eat-6 arP3  
itDf2 V 5.81 6.66 mes-4 egl-1 daf-21   
yDf8 V 5.99 10.24 him-5 lin-58 unc-76 dpy-21  
ozDf1 V 10.24 25.11 unc-76 dpy-21 rol-9   
yDf7 V 10.24 14.01 unc-76 dpy-21 par-4 emb-28  
yDf4 V 10.24 14.01 unc-76 dpy-21 par-4 emb-28  
yDf6 V 10.24 14.01 unc-76 dpy-21 par-4 emb-28  
ozDf2 V 18.73 25.11 par-4 daf-28 rol-9   
mnDp73 X -19.76 -15.75  che-2 lin-32 fox-1  
mnDp71 X -19.76 -17.87  che-2 unc-1 dpy-3  
mnDp68 X -19.76 -17.87  che-2 unc-1 dpy-3  
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mnDp69 X -19.76 -17.87  che-2 unc-1 dpy-3  
mnDp67 X -19.76 -17.87  che-2 unc-1 dpy-3  
mnDp66 X -19.76 -17.87  che-2 unc-1 dpy-3  
mnDp65 X -19.76 -17.87  che-2 unc-1 dpy-3  
mnDp72 X -19.76 -16.51  che-2 dpy-3 lin-32  
mnDp70 X -19.76 -17.87  che-2 unc-1 dpy-3  
mnDp63 X -19.76 -17.87  che-2 unc-1 dpy-3  
meDf2 X -19.75 -18.73  egl-17 unc-1 rme-6  
meDf5 X -19.75 -18.73  egl-17 unc-1 rme-6  
meDf3 X -19.75 -18.73  egl-17 unc-1 rme-6  
meDf6 X -19.75 -16.99  egl-17 dpy-3   
meDf4 X -19.49 -19.49  sli-1 sli-1   
mgDf90 X -19.49 -19.49  daf-3 daf-3   
yDp15 X -18.75 -3.02  unc-1 unc-78 sdc-2  
yDp13 X -18.75 -3.02  unc-1 unc-78 sdc-2  
mnDp11 X -18.75 -17.87  unc-1 unc-1 dpy-3  
ctDp1 X -18.75 -17.87  unc-1 unc-1 dpy-3  
szDp1 X -18.75 -14.58  unc-1 dpy-3 unc-20  
hDp73 X -18.75 -18.75  unc-1 unc-1   
hDp69 X -18.75 -18.75  unc-1 unc-1   
hDp66 X -18.75 -18.75  unc-1 unc-1   
hDp65 X -18.75 -18.75  unc-1 unc-1   
hDp56 X -18.75 -15.38  unc-1 dpy-3 unc-2  
hDp50 X -18.75 -18.75  unc-1 unc-1   
hDp46 X -18.75 -18.75  unc-1 unc-1   
hDp45 X -18.75 -18.75  unc-1 unc-1   
hDp31 X -18.75 -15.38  unc-1 dpy-3 unc-2  
yDp14 X -17.87 -10.15 unc-1 dpy-3 unc-78 stP40  
yDp16 X -16.99 -3.92  dpy-3 unc-20 sdc-2  
mnDp57 X -14.90 -6.47 lin-32 unc-2 lon-2 dpy-8  
mnDp33 X -13.23 -7.81 unc-2 osm-5 lin-18 lon-2  
syDf1 X -11.76 -4.25 kin-29 fax-1 dpy-8 odr-10  
mnDp31 X -8.74 -3.91 lin-18 let-44 exc-2 unc-6  
mnDp30 X -7.81 -0.68 lin-18 lon-2 mec-7 dpy-6 * 
mnDp32 X -7.26 -5.54 dpy-23 lon-2 dpy-8 mec-2  
yDp4 X -6.75 10.37  lon-2 unc-9   
stDf1 X -4.20 -2.29 mec-2 daf-9 lev-9   
uDf1 X -2.90 -0.45 daf-9 odr-10 xol-1 ced-8  
stDp2 X -2.46 2.18 sup-7 unc-6 dyf-7 mab-18 * 
yDf5 X -1.51 0.39 dpy-7 mec-7 unc-27   
yDf3 X -1.51 0.39 dpy-7 mec-7 unc-27   
raDf7 X -1.37 -0.84 deg-1 mec-7 sem-5   
raDf9 X -1.11 -0.84 deg-1 sem-5 sem-5   
raDf6 X -1.11 -0.84 deg-1 sem-5 sem-5   
raDf2 X -1.11 -0.84 deg-1 sem-5 sem-5   
stDf6 X -0.71 0.39 unc-18 dpy-6 unc-27   
stDf5 X -0.71 0.39 unc-18 dpy-6 unc-27   
nDf19 X 0.37 7.07 unc-90 unc-27 sma-5 lin-2 * 
yDp10 X 1.48 10.37 xol-1 lin-14 unc-9   
yDp8 X 1.48 10.37 xol-1 lin-14 unc-9   
mnDp10 X 1.80 23.92 dpy-22 unc-115 let-2  * 
yDp7 X 1.80 10.37 xol-1 sdc-2 unc-9   
maDf1 X 3.27 6.20 egl-15 lin-14 eat-14 ttx-3  
maDf2 X 3.27 5.69 egl-15 lin-14 sdc-2 sma-5  
yDp9 X 4.33 10.37 vab-3 sma-9 unc-9   
yDp5 X 6.77 15.86 sma-9 sma-5 unc-9 unc-3  
yDp11 X 7.07 12.37 sma-5 lin-2 unc-9 sem-1  
yDp12 X 8.72 12.37 lin-2 unc-9 unc-9 sem-1  
yDp6 X 8.72 11.47 lin-2 unc-9 unc-9 flr-1  
mnDp25 X 8.72 23.43 lin-2 unc-9 let-40 ace-1 * 
mnDp4 X 10.26 22.03 flu-4 unc-9 unc-7   
mnDp3 X 10.26 24.19 flu-4 unc-9 sup-10   
mnDp9 X 11.47 23.92 unc-9 flr-1 let-2   
mnDf10 X 15.23 21.58 unc-84 sel-7 unc-3 let-1  
mnDf1 X 15.23 25.90 unc-84 sel-7 let-6   
mnDp1 X 15.22 25.90 unc-84 sym-4 let-6  * 
mnDp5 X 15.86 22.03 unc-9 unc-3 unc-7   
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mnDp14 X 15.86 24.19 unc-9 unc-3 sup-10   
mnDp12 X 15.86 24.19 unc-9 unc-3 sup-10   
mnDf17 X 15.99 23.23 unc-84 let-4 let-11 let-41  
mnDf42 X 15.99 25.05 unc-84 let-4 sup-10 let-6  
mnDf20 X 15.99 21.82 unc-84 let-4 let-1 flr-4  
mnDf6 X 15.99 25.90 unc-84 let-4 let-6   
mnDf43 X 15.99 22.89 unc-84 let-4 let-39 dyn-1  
mnDf21 X 15.99 21.58 unc-84 let-4 unc-3 let-1  
mnDf8 X 15.99 23.00 unc-84 let-4 let-11 pat-9  
mnDf4 X 15.99 23.00 unc-84 let-4 mec-5 let-35  
mnDp8 X 16.01 24.13 unc-84 let-5 mec-4 sup-10 * 
mnDp27 X 16.31 23.92 sem-1 let-5 let-2   
mnDf19 X 16.73 22.87 sel-7 sym-1 let-12 let-39  
mnDf7 X 17.45 21.58 sel-7 let-4 unc-3 let-1  
mnDp62 X 17.56 24.19 unc-84 unc-3 sup-10   
mnDp2 X 17.56 22.51 unc-84 unc-3 unc-7 mec-5  
mnDp26 X 17.56 24.06 unc-84 unc-3 osm-1   
mnDp13 X 18.21 24.13  let-4 osm-1 sup-10  
mnDf11 X 18.23 24.19 let-4 let-5 sup-10   
mnDf5 X 18.27 21.47 let-5 let-9 unc-3 pag-3  
mnDf18 X 18.27 21.47 let-5 let-9 unc-3 pag-3  
mnDf2 X 18.33 25.90 let-9 dec-1 let-6   
mnDf9 X 18.33 21.58 let-9 dec-1 unc-3 let-1  
mnDf15 X 19.77 21.47 let-9 let-7 unc-3 pag-3  
mnDf13 X 19.82 25.90 let-9 unc-3 let-6   
yDf1 X 23.77 24.19  sdc-1 sup-10   
mnDf41 X 23.91 25.90 let-14 ace-1 let-6   
mnDp73 X -19.76 -15.75  che-2 lin-32 fox-1  
mnDp71 X -19.76 -17.87  che-2 unc-1 dpy-3  
mnDp68 X -19.76 -17.87  che-2 unc-1 dpy-3  
mnDp69 X -19.76 -17.87  che-2 unc-1 dpy-3  
mnDp67 X -19.76 -17.87  che-2 unc-1 dpy-3  
mnDp66 X -19.76 -17.87  che-2 unc-1 dpy-3  
mnDp65 X -19.76 -17.87  che-2 unc-1 dpy-3  
mnDp72 X -19.76 -16.51  che-2 dpy-3 lin-32  
mnDp70 X -19.76 -17.87  che-2 unc-1 dpy-3  
mnDp63 X -19.76 -17.87  che-2 unc-1 dpy-3  
meDf6 X -19.75 -16.99  egl-17 dpy-3   
meDf2 X -19.75 -18.73  egl-17 unc-1 rme-6  
meDf5 X -19.75 -18.73  egl-17 unc-1 rme-6  
meDf3 X -19.75 -18.73  egl-17 unc-1 rme-6  
meDf4 X -19.49 -19.49  sli-1 sli-1   
mgDf90 X -19.49 -19.49  daf-3 daf-3   
yDp15 X -18.75 -3.02  unc-1 unc-78 sdc-2  
yDp13 X -18.75 -3.02  unc-1 unc-78 sdc-2  
mnDp11 X -18.75 -17.87  unc-1 unc-1 dpy-3  
ctDp1 X -18.75 -17.87  unc-1 unc-1 dpy-3  
hDp73 X -18.75 -18.75  unc-1 unc-1   
hDp69 X -18.75 -18.75  unc-1 unc-1   
hDp66 X -18.75 -18.75  unc-1 unc-1   
hDp65 X -18.75 -18.75  unc-1 unc-1   
hDp56 X -18.75 -15.38  unc-1 dpy-3 unc-2  
hDp50 X -18.75 -18.75  unc-1 unc-1   
hDp46 X -18.75 -18.75  unc-1 unc-1   
hDp45 X -18.75 -18.75  unc-1 unc-1   
hDp31 X -18.75 -15.38  unc-1 dpy-3 unc-2  
szDp1 X -18.75 -14.58  unc-1 dpy-3 unc-20  
yDp14 X -17.87 -10.15 unc-1 dpy-3 unc-78 stP40  
yDp16 X -16.99 -3.92  dpy-3 unc-20 sdc-2  
mnDp57 X -14.90 -6.47 lin-32 unc-2 lon-2 dpy-8  
mnDp33 X -13.23 -7.81 unc-2 osm-5 lin-18 lon-2  
syDf1 X -11.76 -4.25 kin-29 fax-1 dpy-8 odr-10  
mnDp31 X -8.74 -3.91 lin-18 let-44 exc-2 unc-6  
mnDp30 X -7.81 -0.68 lin-18 lon-2 mec-7 dpy-6 * 
mnDp32 X -7.26 -5.54 dpy-23 lon-2 dpy-8 mec-2  
yDp4 X -6.75 10.37  lon-2 unc-9   
stDf1 X -4.20 -2.29 mec-2 daf-9 lev-9   



TABLE FOUR:    REARRANGEMENTS LISTED BY GENETIC MAP                                                                               
POSITION 
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uDf1 X -2.90 -0.45 daf-9 odr-10 xol-1 ced-8  
stDp2 X -2.46 2.18 sup-7 unc-6 dyf-7 mab-18 * 
yDf5 X -1.51 0.39 dpy-7 mec-7 unc-27   
yDf3 X -1.51 0.39 dpy-7 mec-7 unc-27   
raDf7 X -1.37 -0.84 deg-1 mec-7 sem-5   
raDf9 X -1.11 -0.84 deg-1 sem-5 sem-5   
raDf6 X -1.11 -0.84 deg-1 sem-5 sem-5   
raDf2 X -1.11 -0.84 deg-1 sem-5 sem-5   
stDf6 X -0.71 0.39 unc-18 dpy-6 unc-27   
stDf5 X -0.71 0.39 unc-18 dpy-6 unc-27   
nDf19 X 0.37 7.07 unc-90 unc-27 sma-5 lin-2 * 
yDp10 X 1.48 10.37 xol-1 lin-14 unc-9   
yDp8 X 1.48 10.37 xol-1 lin-14 unc-9   
mnDp10 X 1.80 23.92 dpy-22 unc-115 let-2  * 
yDp7 X 1.80 10.37 xol-1 sdc-2 unc-9   
maDf2 X 3.27 5.69 egl-15 lin-14 sdc-2 sma-5  
maDf1 X 3.27 6.20 egl-15 lin-14 eat-14 ttx-3  
yDp9 X 4.33 10.37 vab-3 sma-9 unc-9   
yDp5 X 6.77 15.86 sma-9 sma-5 unc-9 unc-3  
yDp11 X 7.07 12.37 sma-5 lin-2 unc-9 sem-1  
yDp12 X 8.72 12.37 lin-2 unc-9 unc-9 sem-1  
yDp6 X 8.72 11.47 lin-2 unc-9 unc-9 flr-1  
mnDp25 X 8.72 23.43 lin-2 unc-9 let-40 ace-1 * 
mnDp4 X 10.26 22.03 flu-4 unc-9 unc-7   
mnDp3 X 10.26 24.19 flu-4 unc-9 sup-10   
mnDp9 X 11.47 23.92 unc-9 flr-1 let-2   
mnDf10 X 15.23 21.58 unc-84 sel-7 unc-3 let-1  
mnDf1 X 15.23 25.90 unc-84 sel-7 let-6   
mnDp1 X 15.22 25.90 unc-84 sym-4 let-6  * 
mnDp14 X 15.86 24.19 unc-9 unc-3 sup-10   
mnDp12 X 15.86 24.19 unc-9 unc-3 sup-10   
mnDp5 X 15.86 22.03 unc-9 unc-3 unc-7   
mnDf20 X 15.99 21.82 unc-84 let-4 let-1 flr-4  
mnDf43 X 15.99 22.89 unc-84 let-4 let-39 dyn-1  
mnDf42 X 15.99 25.05 unc-84 let-4 sup-10 let-6  
mnDf17 X 15.99 23.23 unc-84 let-4 let-11 let-41  
mnDf8 X 15.99 23.00 unc-84 let-4 let-11 pat-9  
mnDf4 X 15.99 23.00 unc-84 let-4 mec-5 let-35  
mnDf21 X 15.99 21.58 unc-84 let-4 unc-3 let-1  
mnDf6 X 15.99 25.90 unc-84 let-4 let-6   
mnDp8 X 16.01 24.13 unc-84 let-5 mec-4 sup-10 * 
mnDp27 X 16.31 23.92 sem-1 let-5 let-2   
mnDf19 X 16.73 22.87 sel-7 sym-1 let-12 let-39  
mnDf7 X 17.45 21.58 sel-7 let-4 unc-3 let-1  
mnDp62 X 17.56 24.19 unc-84 unc-3 sup-10   
mnDp2 X 17.56 22.51 unc-84 unc-3 unc-7 mec-5  
mnDp26 X 17.56 24.06 unc-84 unc-3 osm-1   
mnDp13 X 18.21 24.13  let-4 osm-1 sup-10  
mnDf11 X 18.23 24.19 let-4 let-5 sup-10   
mnDf5 X 18.27 21.47 let-5 let-9 unc-3 pag-3  
mnDf18 X 18.27 21.47 let-5 let-9 unc-3 pag-3  
mnDf2 X 18.33 25.90 let-9 dec-1 let-6   
mnDf9 X 18.33 21.58 let-9 dec-1 unc-3 let-1  
mnDf15 X 19.77 21.47 let-9 let-7 unc-3 pag-3  
mnDf13 X 19.82 25.90 let-9 unc-3 let-6   
yDf1 X 23.77 24.19  sdc-1 sup-10   
mnDf41 X 23.91 25.90 let-14 ace-1 let-6   



TABLE FIVE:    LIST OF BALANCERS 
 
Name                         LG       Region balanced                                                 Comment 
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eDp6(III;f) III unc-119 to RE  

eT1(III;V) III unc-36 to RE unc-36, h.v. 

 V LE to dpy-11<unc-42 (homozygous viable) 

hIn(I) I unc-75 to unc-54 H.v. 

hT1(I;V) I LE to let-80  

 V LE to dpy-11  

hT2(I;III) I LE to unc-101<unc-59  

 III <dpy-17 to RE  

hT3(I;X) I LE to let-363  

 X <dpy-7 to unc-3  

mC6 II let-552 to rol-1 dpy-10, h.v. 

mnC1(II) II dpy-10 to unc-52 dpy-10, unc-52, h.v. 

mnDp1(X;V) X unc-84<let-4 to RE  

mnDp3(X;f) X unc-9 to RE  

mnDp10(X;I) X lin-2 to RE  

mnDp33(X;IV) X osm-5 to lin-18  

mnDp34(II;f) II unc-53 to unc-52  

mnT10(V;X) V LE to unc-46<dpy-11 Homozygous viable, 

 X unc-1<dpy-3 to RE dom. & rec. Him 

mnT11(II;X) X unc-1<dpy-3 to RE Dominant Him 

nTl(IV;V) IV lin-1<unc-17 to RE Homozygous viable, 

 V LE to unc-76<dpy-21 recessive Vul 

qCl(III) III dpy-1 to tra-1 dpy-19, glp-1, mog-1 

sCl(III) III unc-45 to daf-2 dpy-1, h.v. 

sDp2(I;f) I LE to dpy-14<unc-15  

sDp3(III;f) III dpy-1 to unc-86  

stDp2(X;II) X unc-6 to unc-58  

szDp1(I;X;f) I LE to unc-13<let-80  

szTl(I;X) I LE to unc-13<let-80 Dominant Him, 

 X dpy-3<unc-20 to RE lon-2 

 

































































































TABLE SIX:    GENES LISTED BY GENETIC MAP POSITION 
 
GENE               LG        POS            LFG            RFG            LLIM        RLIM         CLONE 
 

 1 

spe-8 I -19.58  mex-3 -22.65* -19.51 F53G12 
mex-3 I -19.51 spe-8 bli-3 -19.58 -19.39 F53G12 
bli-3 I -19.39 mex-3 atm-1 -19.51 -19.33 F56C11 
atm-1 I -19.33 bli-3 tol-1 -19.39 -19.03 Y48G1BL 
tol-1 I -19.03 atm-1 haf-4 -19.33 -18.99 C07F11 
haf-4 I -18.99 tol-1 gpa-16 -19.03 -18.50 W04C9 
spe-13 I -18.96   -31.13* -16.38*  
spd-1 I -18.82 bli-3 unc-35 -19.39 -13.60  
gpa-16 I -18.50 haf-4 sup-34 -18.99 -18.00 Y95B8A 
nP70 I -18.04  sup-11 -29.86* -5.73  
sup-34 I -18.00 gpa-16 mig-1 -18.50 -17.15 Y86C2 
mig-1 I -17.15 sup-34 gsa-1 -18.00 -17.00 F54A5 
gsa-1 I -17.00 mig-1 smg-2 -17.15 -16.98 R06A10 
smg-2 I -16.98 gsa-1 smo-1 -17.00 -16.47 Y48G8A 
smo-1 I -16.47 smg-2 spe-15 -16.98 -16.10 K12C11 
spe-15 I -16.10 smo-1 dyb-1 -16.47 -15.68 F47G6 
dyb-1 I -15.68 spe-15 src-1 -16.10 -14.50 F47G6 
src-1 I -14.50 dyb-1 mab-20 -15.68 -13.50 MC#L210 
mor-3 I -14.19 gsa-1 mab-20 -17.00 -13.50  
unc-35 I -13.60 spd-1 mab-20 -18.82 -13.50  
mab-20 I -13.50 unc-35 egl-30 -13.60 -12.56 Y71G12A_205 
sax-6 I -12.97 bli-3 unc-54 -19.39 27.41  
egl-30 I -12.56 mab-20 emr-1 -13.50 -12.54 PS#LLB1 
emr-1 I -12.54 egl-30 nlp-12 -12.56 -12.53 M01D7 
nlp-12 I -12.53 emr-1 cdk-7 -12.54 -9.99 M01D7 
let-362 I -12.48 egl-30 let-573 -12.56 -8.27  
dec-12 I -10.77  unc-11 -22.74* -2.51  
let-548 I -10.42 egl-30 let-573 -12.56 -8.27  
let-134 I -10.42 egl-30 let-573 -12.56 -8.27  
let-133 I -10.42 egl-30 let-573 -12.56 -8.27  
cdk-7 I -9.99 nlp-12 cpz-1 -12.53 -7.68 Y39G10AL 
let-573 I -8.27 let-548 let-156 -10.42 -6.13  
let-144 I -8.27 let-548 let-156 -10.42 -6.13  
let-143 I -8.27 let-548 let-156 -10.42 -6.13  
let-142 I -8.27 let-548 let-156 -10.42 -6.13  
let-141 I -8.27 let-548 let-156 -10.42 -6.13  
let-140 I -8.27 let-548 let-156 -10.42 -6.13  
let-139 I -8.27 let-548 let-156 -10.42 -6.13  
let-138 I -8.27 let-548 let-156 -10.42 -6.13  
let-137 I -8.27 let-548 let-156 -10.42 -6.13  
let-136 I -8.27 let-548 let-156 -10.42 -6.13  
let-135 I -8.27 let-548 let-156 -10.42 -6.13  
lin-6 I -8.03 let-548 lin-17 -10.42 -7.54  
let-571 I -7.80 let-548 let-365 -10.42 -5.17  
cpz-1 I -7.68 cdk-7 lin-17 -9.99 -7.54 F32B5 
lin-17 I -7.54 cpz-1 sop-3 -7.68 -7.41 W09G8 
sop-3 I -7.41 lin-17 pop-1 -7.54 -5.36 Y71F9B 
let-549 I -7.08 lin-6 let-156 -8.03 -6.13  
mig-30 I -6.95 lin-17 unc-11 -7.54 -2.51  
cib-3 I -6.70 lin-6 pop-1 -8.03 -5.36  
let-156 I -6.13 let-549 let-365 -7.08 -5.17  
let-155 I -6.13 let-549 let-365 -7.08 -5.17  
let-154 I -6.13 let-549 let-365 -7.08 -5.17  
let-153 I -6.13 let-549 let-365 -7.08 -5.17  
let-152 I -6.13 let-549 let-365 -7.08 -5.17  
let-151 I -6.13 let-549 let-365 -7.08 -5.17  
let-150 I -6.13 let-549 let-365 -7.08 -5.17  
let-149 I -6.13 let-549 let-365 -7.08 -5.17  
let-148 I -6.13 let-549 let-365 -7.08 -5.17  
let-147 I -6.13 let-549 let-365 -7.08 -5.17  
let-146 I -6.13 let-549 let-365 -7.08 -5.17  
let-145 I -6.13 let-549 let-365 -7.08 -5.17  
sup-11 I -5.73 let-549 nP59 -7.08 -5.32  
pop-1 I -5.36 cib-3 nP59 -6.70 -5.32 BF8 
nP59 I -5.32 pop-1 nP71 -5.36 -5.27 Y71F9 
nP71 I -5.27 nP59 mek-2 -5.32 -5.21 Y54E10 
mek-2 I -5.21 nP71 nP72 -5.27 -5.20 Y71F9 
nP72 I -5.20 mek-2 nP69 -5.21 -4.58 Y71F9 
let-365 I -5.17 mek-2 let-357 -5.21 -3.13  
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GENE               LG        POS            LFG            RFG            LLIM        RLIM         CLONE 
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let-360 I -5.13 mek-2 let-357 -5.21 -3.13  
nP69 I -4.58 nP72 mod-5 -5.20 -4.48 C45E1 
mod-5 I -4.48 nP69 vbh-1 -4.58 -4.47 Y54E10A_154 
vbh-1 I -4.47 mod-5 fog-1 -4.48 -4.47 Y54E10A 
fog-1 I -4.47 vbh-1 ace-2 -4.47 -3.82 Y54E10A 
let-164 I -4.16 mek-2 let-357 -5.21 -3.13  
let-163 I -4.16 mek-2 let-357 -5.21 -3.13  
let-162 I -4.16 mek-2 let-357 -5.21 -3.13  
let-161 I -4.16 mek-2 let-357 -5.21 -3.13  
let-160 I -4.16 mek-2 let-357 -5.21 -3.13  
let-159 I -4.16 mek-2 let-357 -5.21 -3.13  
let-158 I -4.16 mek-2 let-357 -5.21 -3.13  
let-157 I -4.16 mek-2 let-357 -5.21 -3.13  
ace-2 I -3.82 fog-1 sep-1 -4.47 -3.71 Y44E3A 
sep-1 I -3.71 ace-2 ccb-1 -3.82 -3.08 Y47G6A 
syc-3 I -3.43 mek-2 unc-11 -5.21 -2.51  
let-357 I -3.13 let-164 let-515 -4.16 -2.85  
ccb-1 I -3.08 sep-1 smp-2 -3.71 -3.00 T28F2 
smp-2 I -3.00 ccb-1 ftn-2 -3.08 -2.97 D1037 
ftn-2 I -2.97 smp-2 hus-1 -3.00 -2.92 D1037 
hus-1 I -2.92 ftn-2 lin-59 -2.97 -2.86 H26D21 
lin-59 I -2.86 hus-1 glh-4 -2.92 -2.81 T12F5 
let-515 I -2.85 let-357 let-615 -3.13 -2.58  
glh-4 I -2.81 lin-59 inx-13 -2.86 -2.72 T12F5 
inx-13 I -2.72 glh-4 ric-19 -2.81 -2.60 ZK770 
ric-19 I -2.60 inx-13 unc-11 -2.72 -2.51 C32E8 
let-615 I -2.58 let-584 let-585 -2.65 -2.50  
let-587 I -2.58 let-584 let-585 -2.65 -2.50  
let-586 I -2.58 let-584 let-585 -2.65 -2.50  
let-597 I -2.58 let-584 let-585 -2.65 -2.50  
unc-11 I -2.51 ric-19 let-368 -2.60 -2.50 C32E8 
let-372 I -2.50 let-584 let-585 -2.65 -2.50  
unc-67 I -2.50  unc-73 -3.25* -1.84  
let-368 I -2.50 unc-11 let-585 -2.51 -2.50 F52H3 
egl-34 I -2.36 unc-11 dpy-5 -2.51 0.00  
let-518 I -2.30 let-368 let-356 -2.50 -2.10  
let-517 I -2.30 let-368 let-356 -2.50 -2.10  
let-650 I -2.11 let-357 let-612 -3.13 -1.09  
let-649 I -2.11 let-357 let-612 -3.13 -1.09  
let-369 I -2.10 let-368 let-356 -2.50 -2.10  
let-356 I -2.10 let-369 lin-44 -2.10 -1.65  
unc-108 I -2.01 let-368 fkb-5 -2.50 -1.94 F53F10 
fkb-5 I -1.94 unc-108 unc-73 -2.01 -1.84 C50F2 
let-511 I -1.87 let-369 lin-44 -2.10 -1.65  
let-510 I -1.87 let-369 lin-44 -2.10 -1.65  
let-509 I -1.87 let-369 lin-44 -2.10 -1.65  
let-501 I -1.87 let-369 lin-44 -2.10 -1.65  
let-373 I -1.87 let-369 lin-44 -2.10 -1.65  
unc-73 I -1.84 fkb-5 unc-89 -1.94 -1.65 NW#123 
let-366 I -1.78 let-369 lin-44 -2.10 -1.65  
fer-7 I -1.69  unc-29 -7.64* 3.29  
unc-89 I -1.65 unc-73 lin-44 -1.84 -1.65 C09D1 
lin-44 I -1.65 unc-89 hop-1 -1.65 -1.59 E01A2 
hop-1 I -1.59 lin-44 nab-1 -1.65 -1.58 C18E3 
let-505 I -1.58 unc-89 let-507 -1.65 -1.51  
let-504 I -1.58 unc-89 let-507 -1.65 -1.51  
let-600 I -1.58 unc-89 anc-1 -1.65 -1.51  
let-593 I -1.58 unc-89 anc-1 -1.65 -1.51  
nab-1 I -1.58 hop-1 anc-1 -1.59 -1.51 C43E11 
bre-4 I -1.56  unc-29 -13.67* 3.29  
let-506 I -1.52 unc-89 let-507 -1.65 -1.51  
let-353 I -1.52 unc-89 let-507 -1.65 -1.51  
let-507 I -1.51 let-506 let-503 -1.52 -1.51  
let-503 I -1.51 let-507 anc-1 -1.51 -1.51  
anc-1 I -1.51 let-503 dhc-1 -1.51 -1.28 ZK973 
unc-74 I -1.51 let-503 let-351 -1.51 -1.27  
let-374 I -1.48 let-503 let-351 -1.51 -1.27  
dhc-1 I -1.28 anc-1 let-351 -1.51 -1.27 T21E12 
let-351 I -1.27 dhc-1 let-375 -1.28 -0.71  
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cps-6 I -1.27 dhc-1 ceh-17 -1.28 -1.04 C41D11 
let-612 I -1.09 let-650 let-594 -2.11 -0.08  
let-110 I -1.09 let-650 let-594 -2.11 -0.08  
let-109 I -1.09 let-650 let-594 -2.11 -0.08  
let-107 I -1.09 let-650 let-594 -2.11 -0.08  
let-108 I -1.09 let-650 let-594 -2.11 -0.08  
let-106 I -1.09 let-650 let-594 -2.11 -0.08  
let-105 I -1.09 let-650 let-594 -2.11 -0.08  
let-104 I -1.09 let-650 let-594 -2.11 -0.08  
let-103 I -1.09 let-650 let-594 -2.11 -0.08  
let-102 I -1.09 let-650 let-594 -2.11 -0.08  
let-101 I -1.09 let-650 let-594 -2.11 -0.08  
ceh-17 I -1.04 cps-6 let-502 -1.27 -0.71 D1007 
unc-57 I -1.03 dhc-1 let-375 -1.28 -0.71  
let-508 I -1.02 let-503 let-627 -1.51 -0.53  
scd-3 I -0.95 unc-74 let-627 -1.51 -0.53  
let-375 I -0.71 unc-57 let-502 -1.03 -0.71  
let-502 I -0.71 let-375 htp-3 -0.71 -0.66 K06G1 
htp-3 I -0.66 let-502 glc-2 -0.71 -0.63 F57C9 
glc-2 I -0.63 htp-3 unc-38 -0.66 -0.63 F25F8 
unc-38 I -0.63 glc-2 let-627 -0.63 -0.53 ZZ#11 
dyf-1 I -0.53 unc-74 dpy-5 -1.51 0.00  
let-627 I -0.53 unc-38 him-1 -0.63 -0.43  
let-626 I -0.53 unc-38 him-1 -0.63 -0.43  
let-114 I -0.53 unc-38 him-1 -0.63 -0.43  
emb-6 I -0.49 unc-11 dpy-5 -2.51 0.00  
him-1 I -0.43 let-627 spe-5 -0.53 -0.43 F28B3 
spe-5 I -0.43 him-1 let-625 -0.43 -0.43 B0231 
let-625 I -0.43 spe-5 mes-3 -0.43 -0.43  
let-624 I -0.43 spe-5 mes-3 -0.43 -0.43  
let-619 I -0.43 spe-5 mes-3 -0.43 -0.43  
let-609 I -0.43 spe-5 mes-3 -0.43 -0.43  
mes-3 I -0.43 let-625 sst-20 -0.43 -0.43 B0231 
sst-20 I -0.43 mes-3 pat-10 -0.43 -0.43 F54C1 
pat-10 I -0.43 sst-20 lfe-2 -0.43 -0.43 C48F5 
lfe-2 I -0.43 pat-10 kin-32 -0.43 -0.42 C46H11 
kin-32 I -0.42 lfe-2 aap-1 -0.43 -0.41 C30F8 
aap-1 I -0.41 kin-32 mat-1 -0.42 -0.41 Y110A7A 
mat-1 I -0.41 aap-1 mtm-1 -0.41 -0.38 Y110A7A 
let-633 I -0.39 let-625 unc-63 -0.43 -0.35  
let-632 I -0.39 let-625 unc-63 -0.43 -0.35  
let-631 I -0.39 let-625 unc-63 -0.43 -0.35  
let-630 I -0.39 let-625 unc-63 -0.43 -0.35  
let-629 I -0.39 let-625 unc-63 -0.43 -0.35  
let-628 I -0.39 let-625 unc-63 -0.43 -0.35  
mtm-1 I -0.38 mat-1 unc-63 -0.41 -0.35 Y110A7A 
unc-63 I -0.35 mtm-1 hcp-6 -0.38 -0.32 Y72E2 
let-641 I -0.34 let-633 let-640 -0.39 -0.28  
let-637 I -0.34 let-633 let-640 -0.39 -0.28  
let-636 I -0.34 let-633 let-640 -0.39 -0.28  
let-634 I -0.34 let-633 let-640 -0.39 -0.28  
hcp-6 I -0.32 unc-63 spd-5 -0.35 -0.32 Y110A7 
spd-5 I -0.32 hcp-6 sox-1 -0.32 -0.28 F56A3 
let-519 I -0.31 unc-38 let-393 -0.63 0.00  
cib-1 I -0.29 mes-3 sem-2 -0.43 -0.24  
let-640 I -0.28 let-641 let-363 -0.34 -0.23  
let-639 I -0.28 let-641 let-363 -0.34 -0.23  
let-638 I -0.28 let-641 let-363 -0.34 -0.23  
let-635 I -0.28 let-641 let-363 -0.34 -0.23  
sox-1 I -0.28 spd-5 let-363 -0.32 -0.23 C32E12 
let-364 I -0.25 let-641 let-363 -0.34 -0.23  
sem-2 I -0.24 cib-1 dpy-5 -0.29 0.00  
let-359 I -0.23 let-641 let-363 -0.34 -0.23  
let-363 I -0.23 let-359 cln-3.2 -0.23 -0.20 B0261 
let-361 I -0.23 let-359 let-594 -0.23 -0.08  
let-371 I -0.20 let-359 dpy-5 -0.23 0.00  
cln-3.2 I -0.20 let-363 let-526 -0.23 -0.17 C01G8 
let-526 I -0.17 cln-3.2 spe-11 -0.20 -0.11 C01G8 
let-352 I -0.16 let-359 let-594 -0.23 -0.08  
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let-618 I -0.15 let-359 let-594 -0.23 -0.08  
let-599 I -0.13  let-623 -0.89* -0.00  
let-127 I -0.12 let-633 let-376 -0.39 0.15  
let-125 I -0.12 let-359 let-623 -0.23 -0.00  
spe-11 I -0.11 let-526 let-594 -0.17 -0.08 F52B8 
let-644 I -0.10 let-359 let-648 -0.23 0.02  
let-643 I -0.10 let-359 let-648 -0.23 0.02  
let-642 I -0.10 let-359 let-648 -0.23 0.02  
let-594 I -0.08 spe-11 let-113 -0.11 -0.04  
let-111 I -0.08 spe-11 let-113 -0.11 -0.04  
let-113 I -0.04 let-594 let-623 -0.08 -0.00  
let-112 I -0.04 let-594 let-623 -0.08 -0.00  
coq-1 I -0.02 spe-11 dpy-5 -0.11 0.00 C24A11 
let-370 I -0.01 let-594 let-623 -0.08 -0.00  
let-623 I -0.00 let-370 dpy-5 -0.01 0.00  
let-622 I -0.00 let-370 dpy-5 -0.01 0.00  
let-355 I -0.00 let-370 dpy-5 -0.01 0.00  
dpy-5 I 0.00 let-623 let-393 -0.00 0.00 KR#85 
let-393 I 0.00 dpy-5 let-367 0.00 0.01 F40D12 
let-367 I 0.01 let-393 sup-40 0.00 0.15 C12H4 
let-648 I 0.02 let-644 let-376 -0.10 0.15  
let-647 I 0.02 let-644 let-376 -0.10 0.15  
let-646 I 0.02 let-644 let-376 -0.10 0.15  
let-645 I 0.02 let-644 let-376 -0.10 0.15  
let-621 I 0.08 dpy-5 let-376 0.00 0.15  
let-620 I 0.08 dpy-5 let-376 0.00 0.15  
let-614 I 0.08 dpy-5 let-376 0.00 0.15  
let-592 I 0.08 dpy-5 let-376 0.00 0.15  
sup-40 I 0.15 let-367 let-530 0.01 0.15 C29C12 
let-530 I 0.15 sup-40 let-395 0.15 0.15 M01A12 
let-395 I 0.15 let-530 let-376 0.15 0.15 M01A12 
let-376 I 0.15 let-395 cey-3 0.15 0.18 M01A12 
cey-3 I 0.18 let-376 let-378 0.15 0.22 PD#GIC1 
let-378 I 0.22 cey-3 let-377 0.18 0.23 C07F10 
let-377 I 0.23 let-378 let-532 0.22 0.45  
let-379 I 0.32 let-378 unc-40 0.22 0.32  
unc-40 I 0.32 let-379 npp-7 0.32 0.33 T02D7 
let-531 I 0.33 let-378 let-532 0.22 0.45  
npp-7 I 0.33 unc-40 mgP29 0.32 0.38 T19B4 
mab-2 I 0.36 dpy-5 unc-13 0.00 2.06  
mgP29 I 0.38 npp-7 che-14 0.33 0.45 C08C11 
pat-11 I 0.44 dpy-5 unc-13 0.00 2.06  
che-14 I 0.45 mgP29 let-532 0.38 0.45 F56H1 
let-532 I 0.45 che-14 rnt-1 0.45 0.45 C04F1 
rnt-1 I 0.45 let-532 glh-3 0.45 0.45 B0414 
glh-3 I 0.45 rnt-1 lin-35 0.45 0.45 B0414 
lin-35 I 0.45 glh-3 stP124 0.45 0.45 C32F10 
stP124 I 0.45 lin-35 let-388 0.45 0.45 RW#L124 
let-388 I 0.45 stP124 air-2 0.45 0.49  
nhr-2 I 0.45 stP124 let-514 0.45 0.47 AD7 
let-514 I 0.47 nhr-2 pgp-2 0.45 0.48 C32E7 
pgp-2 I 0.48 let-514 pqn-19 0.47 0.48 PB#CPG8 
pqn-19 I 0.48 pgp-2 air-2 0.48 0.49 C34G6 
air-2 I 0.49 pqn-19 gpa-14 0.48 0.49 B0207 
gpa-14 I 0.49 air-2 avr-14 0.49 0.50 B0207 
avr-14 I 0.50 gpa-14 rnf-1 0.49 0.62 B0207 
rad-8 I 0.58 unc-40 bli-4 0.32 0.95  
mev-3 I 0.59 dpy-5 unc-37 0.00 1.31  
rnf-1 I 0.62 avr-14 vps-34 0.50 0.69 C06A5 
let-513 I 0.68 air-2 hP5 0.49 0.88  
let-119 I 0.68 air-2 hP5 0.49 0.88  
let-116 I 0.68 air-2 hP5 0.49 0.88  
vps-34 I 0.69 rnf-1 ceh-2 0.62 0.70 B0025 
ceh-2 I 0.70 vps-34 haf-9 0.69 0.73 NE4 
haf-9 I 0.73 ceh-2 chn-1 0.70 0.82 ZK484 
let-384 I 0.75 air-2 hP5 0.49 0.88  
unc-94 I 0.80 dpy-5 unc-87 0.00 1.32  
chn-1 I 0.82 haf-9 hP5 0.73 0.88 T09B4 
mal-3 I 0.86 unc-40 bli-4 0.32 0.95  
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let-391 I 0.87 air-2 hP5 0.49 0.88  
hP5 I 0.88 let-391 let-602 0.87 0.89 KR#H32 
let-602 I 0.89 hP5 let-396 0.88 0.91 C27D2 
let-115 I 0.91 let-391 let-381 0.87 0.95  
let-396 I 0.91 let-602 let-611 0.89 0.93  
let-611 I 0.93 let-396 ima-2 0.91 0.94 C40A4 
ima-2 I 0.94 let-611 let-381 0.93 0.95 F26B1 
let-381 I 0.95 ima-2 bli-4 0.94 0.95 C38F7 
bli-4 I 0.95 let-381 let-387 0.95 0.95 K04F10 
let-387 I 0.95 bli-4 gld-2 0.95 1.00  
let-380 I 0.95 bli-4 gld-2 0.95 1.00  
gld-2 I 1.00 let-380 let-601 0.95 1.06 ZC308 
let-601 I 1.06 gld-2 snt-4 1.00 1.09 C03F7 
snt-4 I 1.09 let-601 cdc-25.1 1.06 1.14 T23H2 
let-610 I 1.13 let-601 let-386 1.06 1.20  
let-608 I 1.13 let-601 let-386 1.06 1.20  
cdc-25.1 I 1.14 snt-4 gly-2 1.09 1.19 K06A5 
gly-2 I 1.19 cdc-25.1 glh-2 1.14 1.19 C55B7 
glh-2 I 1.19 gly-2 che-1 1.19 1.20 KB#2 
che-1 I 1.20 glh-2 let-604 1.19 1.20 C55B7 
let-386 I 1.20 let-610 let-382 1.13 1.20  
let-604 I 1.20 che-1 let-382 1.20 1.20 R10A10 
let-382 I 1.20 let-604 mei-2 1.20 1.22  
tre-1 I 1.22 let-604 mei-2 1.20 1.22 F57B10 
let-390 I 1.22 let-604 mei-2 1.20 1.22  
mei-2 I 1.22 let-390 let-607 1.22 1.22 F57B10 
let-607 I 1.22 mei-2 let-392 1.22 1.23 F48A9 
let-392 I 1.23 let-607 unc-37 1.22 1.31  
let-383 I 1.23 let-607 unc-37 1.22 1.31  
let-397 I 1.23 let-607 pqn-21 1.22 1.32  
let-118 I 1.27 let-607 unc-37 1.22 1.31  
let-544 I 1.27 let-607 pqn-21 1.22 1.32  
mec-6 I 1.30 let-607 smg-5 1.22 1.30 W02D3 
smg-5 I 1.30 mec-6 unc-37 1.30 1.31 W02D3 
unc-37 I 1.31 smg-5 pqn-21 1.30 1.32 W02D3 
let-605 I 1.31 let-607 pqn-21 1.22 1.32  
pqn-21 I 1.32 let-605 unc-87 1.31 1.32 C37A2 
unc-87 I 1.32 pqn-21 let-398 1.32 1.32 K01B11 
let-398 I 1.32 unc-87 cye-1 1.32 1.32 K01B11 
cye-1 I 1.32 let-398 let-399 1.32 1.34 C37A2 
let-399 I 1.34 cye-1 let-534 1.32 1.35  
let-529 I 1.34 cye-1 let-534 1.32 1.35  
let-521 I 1.34 cye-1 let-534 1.32 1.35  
let-385 I 1.35 cye-1 let-534 1.32 1.35  
let-543 I 1.35 cye-1 let-534 1.32 1.35  
let-534 I 1.35 let-543 ser-3 1.35 1.36 T14D10 
ser-3 I 1.36 let-534 dpy-14 1.35 1.38 K02F2 
dpy-14 I 1.38 ser-3 let-394 1.36 1.38 K02F2 
let-394 I 1.38 dpy-14 sP1 1.38 1.38 E02D9 
sP1 I 1.38 let-394 glh-1 1.38 1.40 KR#LS1 
let-528 I 1.38 let-607 let-389 1.22 1.53  
glh-1 I 1.40 sP1 let-545 1.38 1.43 KB#P5431 
let-545 I 1.43 glh-1 smg-1 1.40 1.48 T21G5 
smg-1 I 1.48 let-545 let-86 1.43 1.53 F56F2 
rad-3 I 1.49 dpy-5 unc-13 0.00 2.06  
dyf-10 I 1.52 let-601 let-389 1.06 1.53  
let-86 I 1.53 smg-1 mut-2 1.48 1.53 C30F12 
mut-2 I 1.53 let-86 sem-4 1.53 1.64 H06O01 
let-389 I 1.53 let-86 let-525 1.53 1.69  
let-400 I 1.56 let-86 let-525 1.53 1.69  
let-520 I 1.61 let-86 let-525 1.53 1.69  
sem-4 I 1.64 mut-2 hP9 1.53 1.64 E02H2 
hP9 I 1.64 sem-4 nrs-1 1.64 1.70 F15C11 
emb-14 I 1.69 dpy-5 unc-13 0.00 2.06  
let-525 I 1.69 sem-4 unc-14 1.64 1.75  
let-523 I 1.69 sem-4 unc-14 1.64 1.75  
let-522 I 1.69 sem-4 unc-14 1.64 1.75  
nrs-1 I 1.70 hP9 gly-18 1.64 1.73 F22D6 
gly-18 I 1.73 nrs-1 unc-14 1.70 1.75 F22D6 
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unc-14 I 1.75 gly-18 eat-15 1.73 1.75 R05H7 
eat-15 I 1.75 unc-14 let-527 1.75 1.80  
xpa-1 I 1.79 unc-14 hlh-2 1.75 1.83 K07G5 
let-527 I 1.80 eat-15 let-75 1.75 1.86  
hlh-2 I 1.83 xpa-1 nhr-23 1.79 1.84 C01H6 
nhr-23 I 1.84 hlh-2 lin-61 1.83 1.86 C01H6 
lin-61 I 1.86 nhr-23 let-75 1.84 1.86 R006C7 
let-75 I 1.86 lin-61 eat-5 1.86 1.88 SG25/26 
eat-5 I 1.88 let-75 mif-3 1.86 1.89 B0332 
mif-3 I 1.89 eat-5 gpb-2 1.88 1.90 F13G3 
gpb-2 I 1.90 mif-3 sue-1 1.89 1.99 F52A8 
let-539 I 1.91 let-75 let-524 1.86 1.96  
let-524 I 1.96 let-539 let-542 1.91 2.01  
sog-1 I 1.96 dpy-14 unc-13 1.38 2.06  
mig-26 I 1.97 dpy-5 unc-13 0.00 2.06  
sue-1 I 1.99 gpb-2 unc-15 1.90 2.03 F07A5 
let-542 I 2.01 let-524 let-540 1.96 2.05  
unc-15 I 2.03 sue-1 let-540 1.99 2.05 HK5 
let-540 I 2.05 unc-15 unc-13 2.03 2.06  
unc-13 I 2.06 let-540 spe-4 2.05 2.10 C44E1 
emb-12 I 2.06 dpy-5  0.00 5.06*  
spe-4 I 2.10 unc-13 lrs-2 2.06 2.10 ZK524 
lrs-2 I 2.10 spe-4 goa-1 2.10 2.10 ZK524 
goa-1 I 2.10 lrs-2 aex-1 2.10 2.18 PS#21D12 
emb-19 I 2.17 dpy-5  0.00 5.16*  
aex-1 I 2.18 goa-1 let-87 2.10 2.18 D2030 
let-87 I 2.18 aex-1 let-90 2.18 2.30  
lrp-1 I 2.21 aex-1 rrf-1 2.18 2.21 F29D11 
rrf-1 I 2.21 lrp-1 ego-1 2.21 2.21 F26A3 
ego-1 I 2.21 rrf-1 gld-1 2.21 2.30 F26A3 
let-90 I 2.30 let-87 gld-1 2.18 2.30  
let-88 I 2.30 let-87 gld-1 2.18 2.30  
let-85 I 2.30 let-87 gld-1 2.18 2.30  
let-82 I 2.30 let-87 gld-1 2.18 2.30  
let-81 I 2.30 let-87 gld-1 2.18 2.30  
gld-1 I 2.30 let-90 gna-2 2.30 2.31 B0259 
gna-2 I 2.31 gld-1 adr-1 2.30 2.34 T23G11 
hid-3 I 2.33 let-87 unc-75 2.18 9.46  
adr-1 I 2.34 gna-2 apt-6 2.31 2.38 H15N14 
apt-6 I 2.38 adr-1 unc-55 2.34 2.40 R11A5 
unc-55 I 2.40 apt-6 nmy-2 2.38 2.41 F55D12 
nmy-2 I 2.41 unc-55 apr-1 2.40 2.46 F20G4 
bac-1 I 2.43 unc-55 lin-10 2.40 2.57  
apr-1 I 2.46 nmy-2 che-3 2.41 2.47 K04G2 
che-3 I 2.47 apr-1 rme-8 2.46 2.50 M139 
rme-8 I 2.50 che-3 mau-2 2.47 2.54 F18C12 
let-538 I 2.51 gld-1 mei-1 2.30 2.71  
let-535 I 2.51 gld-1 mei-1 2.30 2.71  
mau-2 I 2.54 rme-8 spr-4 2.50 2.55 C09H6 
spr-4 I 2.55 mau-2 lin-10 2.54 2.57 C09H6 
lin-10 I 2.57 spr-4 spe-12 2.55 2.70 AAE8 
unc-109 I 2.61 unc-13 unc-29 2.06 3.29  
let-89 I 2.70 gld-1 mei-1 2.30 2.71  
let-80 I 2.70 gld-1 mei-1 2.30 2.71  
spe-12 I 2.70 lin-10 mei-1 2.57 2.71 ZK260 
mei-1 I 2.71 spe-12 cep-1 2.70 2.73 C14H7 
let-84 I 2.71 let-87  2.18 14.98*  
cep-1 I 2.73 mei-1 lin-28 2.71 2.79 F52B5 
lin-28 I 2.79 cep-1 sod-2 2.73 2.83 ZC550 
sod-2 I 2.83 lin-28 unc-120 2.79 2.86 BTK881 
hP7 I 2.83 dpy-5 unc-29 0.00 3.29  
unc-120 I 2.86 sod-2 ceh-6 2.83 2.86 C48B1 
ceh-6 I 2.86 unc-120 gpa-15 2.86 2.89 WWG8 
gpa-15 I 2.89 ceh-6 gon-2 2.86 2.92 M04C7 
gon-2 I 2.92 gpa-15 fer-1 2.89 2.96 T01H8 
fer-1 I 2.96 gon-2 ces-1 2.92 2.96 C02D7 
fer-6 I 2.96 dpy-5 unc-29 0.00 3.29  
ces-1 I 2.96 fer-1 tlf-1 2.96 3.02 C02D7 
tlf-1 I 3.02 ces-1 cle-1 2.96 3.03 F39H11 
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cle-1 I 3.03 tlf-1 trt-1 3.02 3.08 C36B1 
egl-31 I 3.07 gld-1 mec-8 2.30 3.76  
trt-1 I 3.08 cle-1 sup-17 3.03 3.10 DY3 
daf-8 I 3.09 ces-1 unc-29 2.96 3.29  
sup-17 I 3.10 trt-1 hum-1 3.08 3.20 Y40F10 
let-541 I 3.16 spe-12 dyf-5 2.70 3.62  
let-536 I 3.16 spe-12 dyf-5 2.70 3.62  
hum-1 I 3.20 sup-17 snf-2 3.10 3.24 T08D1 
snf-2 I 3.24 hum-1 unc-29 3.20 3.29 F55H12 
unc-29 I 3.29 snf-2 egl-32 3.24 3.40 ZZ#1 
egl-32 I 3.40 unc-29 spd-2 3.29 3.40 T08G11 
spd-2 I 3.40 egl-32 tax-2 3.40 3.41 F32H2 
tax-2 I 3.41 spd-2 acr-19 3.40 3.42 T18D4 
acr-19 I 3.42 tax-2 mef-2 3.41 3.51 C31H5 
mef-2 I 3.51 acr-19 mel-26 3.42 3.61 W10D5 
adn-1 I 3.61 daf-8 dyf-5 3.09 3.62  
mel-26 I 3.61 mef-2 aph-1 3.51 3.67 ZK858 
dyf-5 I 3.62 adn-1 mec-8 3.61 3.76  
aph-1 I 3.67 mel-26 lin-41 3.61 3.76 VF36H2L 
lin-41 I 3.76 aph-1 mec-8 3.67 3.76 C12C8 
mec-8 I 3.76 lin-41 nob-3 3.76 3.76 C17E4 
nob-3 I 3.76 mec-8 stn-1 3.76 3.78 F38G3 
stn-1 I 3.78 nob-3 smn-1 3.76 3.78 F30A10 
smn-1 I 3.78 stn-1 ahr-1 3.78 3.78 C41G7 
ahr-1 I 3.78 smn-1 lin-53 3.78 3.81 C41G7 
lin-53 I 3.81 ahr-1 hP6 3.78 3.81 K07A1 
hP6 I 3.81 lin-53 eat-16 3.81 3.88 KR#51 
eat-16 I 3.88 hP6 sur-6 3.81 3.88 C16C2 
sur-6 I 3.88 eat-16 tba-1 3.88 3.90 K02A11 
tba-1 I 3.90 sur-6 inx-20 3.88 3.98 NW#A3 
lep-1 I 3.95 nob-3 lin-11 3.76 4.80  
inx-20 I 3.98 tba-1 mom-4 3.90 4.00 T23H4 
mom-4 I 4.00 inx-20 sqv-5 3.98 4.11 F52F12 
egl-33 I 4.02 unc-29 unc-75 3.29 9.46  
sqv-5 I 4.11 mom-4 mom-5 4.00 4.12 T24D1 
mom-5 I 4.12 sqv-5 cfi-1 4.11 4.12 T23D8 
cfi-1 I 4.12 mom-5 fog-3 4.12 4.50 K07A5 
fog-3 I 4.50 cfi-1 fkh-10 4.12 4.69 C03C11 
fkh-10 I 4.69 fog-3 dao-5 4.50 4.72 C25A1 
cup-2 I 4.69 unc-13 unc-101 2.06 13.23  
dpy-24 I 4.70 fog-3 lin-11 4.50 4.80  
dao-5 I 4.72 fkh-10 aha-1 4.69 4.73 C25A1 
aha-1 I 4.73 dao-5 ced-12 4.72 4.77 C25A1 
ced-12 I 4.77 aha-1 lin-11 4.73 4.80 Y106G6E 
lin-11 I 4.80 ced-12 aph-2 4.77 4.95 NG6 
aph-2 I 4.95 lin-11 che-13 4.80 5.05 ZC434 
che-13 I 5.05 aph-2 mgP50 4.95 5.06 F59C6 
mgP50 I 5.06 che-13 daf-16 5.05 5.06 C43H8 
daf-16 I 5.06 mgP50 mgP49 5.06 5.15 R13H8 
mgP49 I 5.15 daf-16 lrk-1 5.06 5.69 C35E7 
srf-2 I 5.31 aph-2 unc-75 4.95 9.46  
mad-2 I 5.60 unc-29 unc-75 3.29 9.46  
lrk-1 I 5.69 mgP49 hmr-1 5.15 6.86 T27C10 
emb-10 I 5.70 unc-13  2.06 8.63*  
rad-1 I 6.15 dpy-5 unc-75 0.00 9.46  
zyg-2 I 6.19 lin-11  4.80 18.44*  
stu-10 I 6.46 lin-11 unc-75 4.80 9.46  
hmr-1 I 6.86 lrk-1 dys-1 5.69 9.19 W02B9 
him-2 I 6.98 dpy-5  0.00 19.01*  
ego-2 I 7.52 dpy-24 unc-75 4.70 9.46  
cod-10 I 8.96 lin-10 unc-75 2.57 9.46  
dys-1 I 9.19 hmr-1 spe-9 6.86 9.41 F15D3 
phm-2 I 9.32 lin-11 unc-75 4.80 9.46  
spe-9 I 9.41 dys-1 unc-75 9.19 9.46 R12G2 
unc-75 I 9.46 spe-9 kin-23 9.41 9.48 C17D12 
kin-23 I 9.48 unc-75 kpc-1 9.46 9.49 W04G5 
kpc-1 I 9.49 kin-23 vab-10 9.48 9.53 F11A6 
vab-10 I 9.53 kpc-1 ced-1 9.49 13.02 ZK1151 
ram-1 I 9.92 dpy-5  0.00 15.68*  
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ced-1 I 13.02 vab-10 hsf-1 9.53 13.02 Y47H9C 
hsf-1 I 13.02 ced-1 ksr-2 13.02 13.03 Y53C10A 
ksr-2 I 13.03 hsf-1 rrf-2 13.02 13.05 F58D5 
rrf-2 I 13.05 ksr-2 gly-16 13.03 13.17 M01G12 
gly-16 I 13.17 rrf-2 unc-101 13.05 13.23 T15D6 
unc-101 I 13.23 gly-16 dlk-1 13.17 13.44 W05A3 
emb-20 I 13.31 dpy-5  0.00 25.09*  
dlk-1 I 13.44 unc-101 par-6 13.23 13.83 F33E2 
par-6 I 13.83 dlk-1 nhx-8 13.44 14.08 T26E3 
nhx-8 I 14.08 par-6 smu-1 13.83 14.34 Y18D10A 
smu-1 I 14.34 nhx-8 hP4 14.08 18.14 CC4 
eat-9 I 15.34 dpy-5 let-202 0.00 23.67  
hP4 I 18.14 smu-1 snr-2 14.34 18.15 KR#84 
snr-2 I 18.15 hP4 bnP1 18.14 18.21 W08E3 
bnP1 I 18.21 snr-2 spr-5 18.15 19.32 BN#L7 
cup-1 I 18.53 unc-101 glp-4 13.23 21.45  
gro-3 I 18.81 dpy-5 unc-54 0.00 27.41  
spr-5 I 19.32 bnP1 unc-59 18.21 21.42 Y40B1B 
sma-13 I 20.53   17.58* 23.48*  
aex-6 I 21.23 unc-101 unc-59 13.23 21.42  
unc-59 I 21.42 aex-6 glp-4 21.23 21.45 W09C5 
glp-4 I 21.45 unc-59 pry-1 21.42 22.95  
kal-1 I 22.83 unc-59 pry-1 21.42 22.95 K03D10 
cam-2 I 22.91 unc-59 pry-1 21.42 22.95  
pry-1 I 22.95 cam-2 pes-7 22.91 23.67 C37A5 
unc-100 I 23.00 dpy-5  0.00 25.17*  
let-202 I 23.67 cam-2 let-204 22.91 24.47  
pes-7 I 23.67 pry-1 unc-95 22.95 24.60 F09C3 
let-203 I 23.68 cam-2 let-204 22.91 24.47  
let-201 I 24.36 cam-2 let-204 22.91 24.47  
let-204 I 24.47 let-201 unc-95 24.36 24.60  
unc-95 I 24.60 let-204 lev-10 24.47 24.62 Y105E8A 
lev-10 I 24.62 unc-95 eat-18 24.60 25.72  
eat-18 I 25.72 lev-10 let-205 24.62 25.73 Y105E8B 
let-205 I 25.73 eat-18 exc-4 25.72 25.74  
exc-4 I 25.74 let-205 let-206 25.73 25.94 Y105E8A 
let-206 I 25.94 exc-4 lev-11 25.74 26.17  
lev-11 I 26.17 let-206 let-207 25.94 26.26 Y105E8B 
let-207 I 26.26 lev-11 gus-1 26.17 26.37  
gus-1 I 26.37 let-207 sur-2 26.26 26.68  
npp-4 I 26.42 lev-11 hmp-2 26.17 26.54 Y54E5A 
hmp-2 I 26.54 npp-4 sur-2 26.42 26.68 K05C4 
sur-2 I 26.68 hmp-2 smp-1 26.54 27.11 F39B2 
mad-1 I 26.96 cam-2 unc-54 22.91 27.41  
smp-1 I 27.11 sur-2 let-49 26.68 27.25 Y54E5B 
let-49 I 27.25 smp-1 aex-5 27.11 27.40 Y54E5B 
aex-5 I 27.40 let-49 unc-54 27.25 27.41 F32A7 
unc-54 I 27.41 aex-5 unc-122 27.40 27.41 SG25/36 
unc-122 I 27.41 unc-54 let-50 27.41 27.62 F11C3 
let-50 I 27.62 unc-122 let-208 27.41 28.94  
kin-1 I 28.48 unc-122 ces-2 27.41 28.96 ZK903 
let-208 I 28.94 let-50 ces-2 27.62 28.96  
ces-2 I 28.96 let-208 mtd-1 28.94 29.09 C01F5 
mtd-1 I 29.09 ces-2 dog-1 28.96 29.14 ZK337 
dog-1 I 29.14 mtd-1  29.09 41.44* F33H2 
egl-26 II -17.88 tre-5 stP100 -17.93 -17.88 C23H3 
stP100 II -17.88 egl-26 cwn-1 -17.88 -17.87 RW#L100 
sqt-2 II -17.88  let-556 -19.38* -16.89  
let-559 II -17.87  bli-2 -29.51* -0.98  
cwn-1 II -17.87 stP100 cat-2 -17.88 -17.84 R180 
cat-2 II -17.84 cwn-1 mab-9 -17.87 -15.61 B0432 
let-558 II -17.80   -18.53* -17.06*  
let-556 II -16.89 sqt-2 bli-2 -17.88 -0.98  
sel-4 II -16.79   -28.59* -4.99*  
let-557 II -16.22 sqt-2 bli-2 -17.88 -0.98  
mab-9 II -15.61 cat-2 alg-2 -17.84 -15.59 T27A1 
alg-2 II -15.59 mab-9 snf-3 -15.61 -15.58 T07D3 
snf-3 II -15.58 alg-2 lin-42 -15.59 -15.57 T13B5 
lin-42 II -15.57 snf-3 nhx-6 -15.58 -15.02 F20E9 
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nhx-6 II -15.02 lin-42 vab-19 -15.57 -14.03 F58E1 
vab-19 II -14.03 nhx-6 stP196 -15.02 -12.14 T22D2 
stP196 II -12.14 vab-19 sup-9 -14.03 -12.09 RW#L196 
sup-9 II -12.09 stP196 fut-4 -12.14 -10.36 F34D6 
let-170 II -11.41 sqt-2 lin-31 -17.88 -6.00  
fut-4 II -10.36 sup-9 sqv-2 -12.09 -9.45 K12H6 
sqv-2 II -9.45 fut-4 smu-2 -10.36 -6.75 Y110A2AL 
lin-8 II -8.63 sup-9 lin-31 -12.09 -6.00  
mup-1 II -7.75  hlh-1 -9.15* -4.23  
smu-2 II -6.75 sqv-2 lin-31 -9.45 -6.00 Y49F6B 
lin-31 II -6.00 smu-2 gpa-11 -6.75 -5.11 K10G6 
let-554 II -5.62 sqt-2 bli-2 -17.88 -0.98  
gpa-11 II -5.11 lin-31 lat-2 -6.00 -4.75 C16A11 
mog-2 II -5.02 lin-31 vab-1 -6.00 -3.98  
lat-2 II -4.75 gpa-11 stP101 -5.11 -4.28 B0286 
let-552 II -4.52 lin-31 hlh-1 -6.00 -4.23  
stP101 II -4.28 lat-2 hlh-1 -4.75 -4.23 RW#L101 
hlh-1 II -4.23 stP101 let-171 -4.28 -4.22 KM#125.2 
let-171 II -4.22 hlh-1 dpy-25 -4.23 -3.72  
vab-1 II -3.98 hlh-1 unc-85 -4.23 -3.22 M03A1 
let-555 II -3.85 mab-9 bli-2 -15.61 -0.98  
dpy-25 II -3.72 let-171 unc-85 -4.22 -3.22  
unc-85 II -3.22 dpy-25 che-10 -3.72 -2.80  
che-10 II -2.80 unc-85 mog-5 -3.22 -1.78  
nsy-1 II -2.77 dpy-25 dsh-2 -3.72 -2.53 F59A6 
let-172 II -2.76 unc-85 let-173 -3.22 -2.29  
dsh-2 II -2.53 nsy-1 ggr-3 -2.77 -2.29 C27A2 
ggr-3 II -2.29 dsh-2 pho-1 -2.53 -1.82 F09C12 
let-173 II -2.29 let-172 let-174 -2.76 -1.81  
zyg-3 II -2.02  dpy-10 -5.02* 0.00  
evl-2 II -1.99 unc-85 bli-2 -3.22 -0.98  
zyg-12 II -1.90 unc-85 dpy-10 -3.22 0.00  
pho-1 II -1.82 ggr-3 gcy-12 -2.29 -1.80 EGAP2 
let-174 II -1.81 let-173 let-176 -2.29 -1.34  
gcy-12 II -1.80 pho-1 vhp-1 -1.82 -1.79 F08B1 
vhp-1 II -1.79 gcy-12 pkc-3 -1.80 -1.79 F08B1 
pkc-3 II -1.79 vhp-1 mog-5 -1.79 -1.78 F09E5 
mog-5 II -1.78 pkc-3 nmr-1 -1.79 -1.51 EEED8 
nmr-1 II -1.51 mog-5 daz-1 -1.78 -1.42 F07F6 
daz-1 II -1.42 nmr-1 clr-1 -1.51 -1.33 F56D1 
let-176 II -1.34 let-174 lin-4 -1.81 -0.86  
let-175 II -1.34 let-174 lin-4 -1.81 -0.86  
clr-1 II -1.33 daz-1 fzy-1 -1.42 -1.27 F43G3 
fzy-1 II -1.27 clr-1 ccp-44 -1.33 -1.26 ZK177 
ccp-44 II -1.26 fzy-1 stP50 -1.27 -0.99 ZK177 
mab-8 II -1.17  unc-4 -7.21* 1.75  
let-30 II -1.08 let-174 lin-4 -1.81 -0.86  
stP50 II -0.99 ccp-44 bli-2 -1.26 -0.98 RW#L50 
bli-2 II -0.98 stP50 zyg-1 -0.99 -0.98 C32E11 
zyg-1 II -0.98 bli-2 rab-3 -0.98 -0.96 F59E12 
rab-3 II -0.96 zyg-1 ifb-1 -0.98 -0.96 C02C12 
ifb-1 II -0.96 rab-3 ehs-1 -0.96 -0.92 F10C1 
ehs-1 II -0.92 ifb-1 lin-4 -0.96 -0.86 ZK1248 
mab-6 II -0.92  unc-4 -6.96* 1.75  
lin-4 II -0.86 ehs-1 frh-1 -0.92 -0.85 C02B6 
frh-1 II -0.85 lin-4 ptp-2 -0.86 -0.85 F59G1 
ptp-2 II -0.85 frh-1 egl-44 -0.85 -0.84 C52G9 
spe-3 II -0.85 lin-4 exp-1 -0.86 -0.41  
egl-44 II -0.84 ptp-2 cdh-11 -0.85 -0.81 F28B12 
cdh-11 II -0.81 egl-44 ins-2 -0.84 -0.74 B0034 
ins-2 II -0.74 cdh-11 fbf-1 -0.81 -0.56 ZK75 
fbf-1 II -0.56 ins-2 fbf-2 -0.74 -0.54 Y56A9 
fbf-2 II -0.54 fbf-1 exp-1 -0.56 -0.41 F21H12 
teg-2 II -0.46 lin-4 sma-6 -0.86 -0.38  
exp-1 II -0.41 fbf-2 sma-6 -0.54 -0.38 H35N03 
let-265 II -0.39 spe-3 sma-6 -0.85 -0.38  
sma-6 II -0.38 let-265 lin-23 -0.39 -0.38 C32D5 
lin-23 II -0.38 sma-6 let-22 -0.38 -0.34 T25H2 
let-22 II -0.34 lin-23 mua-1 -0.38 -0.06  
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mel-3 II -0.31 lin-4 dyf-13 -0.86 0.25  
mel-1 II -0.31 lin-4 dyf-13 -0.86 0.25  
rsp-5 II -0.23 lin-23 wrn-1 -0.38 -0.14 T28D9 
pex-3 II -0.19 lin-4 dpy-10 -0.86 0.00  
let-178 II -0.19 lin-23 dpy-10 -0.38 0.00  
let-264 II -0.15 lin-23 mua-1 -0.38 -0.06  
wrn-1 II -0.14 rsp-5 mua-1 -0.23 -0.06 F18C5 
mua-1 II -0.06 wrn-1 rpy-1 -0.14 -0.03 F54H5 
rpy-1 II -0.03 mua-1 dpy-10 -0.06 0.00 C18H9 
dpy-10 II 0.00 rpy-1 dpy-2 -0.03 0.06 ZK857 
dpy-2 II 0.06 dpy-10 tab-1 0.00 0.12 T14B4 
pvl-5 II 0.10 dpy-10 snt-1 0.00 0.12  
srf-6 II 0.12 dpy-10 snt-1 0.00 0.12  
tab-1 II 0.12 dpy-2 snt-1 0.06 0.12 F31E8 
snt-1 II 0.12 tab-1 egl-27 0.12 0.12 F58D4 
egl-27 II 0.12 snt-1 stP36 0.12 0.17 C04A2 
cod-5 II 0.14 snt-1 let-23 0.12 1.06  
stP36 II 0.17 egl-27 tra-2 0.12 0.17 RW#L36 
tra-2 II 0.17 stP36 sod-1 0.17 0.18 JK#L22 
sod-1 II 0.18 tra-2 unc-104 0.17 0.21 C15F1 
let-179 II 0.18 snt-1 dyf-13 0.12 0.25  
let-263 II 0.19 egl-27 unc-104 0.12 0.21  
sup-39 II 0.21 dpy-10 let-23 0.00 1.06  
unc-104 II 0.21 let-263 sqv-7 0.19 0.24 C47A5 
sqv-7 II 0.24 unc-104 dyf-13 0.21 0.25 C52E12 
dyf-13 II 0.25 sqv-7 let-236 0.24 0.31  
vab-13 II 0.31 sqv-7 let-236 0.24 0.31  
let-236 II 0.31 vab-13 spe-1 0.31 0.50  
egl-42 II 0.32 tra-2 unc-105 0.17 0.70  
nos-2 II 0.49 sqv-7 him-14 0.24 0.49 ZK1127 
him-14 II 0.49 nos-2 gld-3 0.49 0.50 ZK1127 
gld-3 II 0.50 him-14 glc-4 0.49 0.50 T07F8 
glc-4 II 0.50 gld-3 pdl-1 0.50 0.50 C27H5 
pdl-1 II 0.50 glc-4 ven-3 0.50 0.50 C27H5 
ven-3 II 0.50 pdl-1 puf-8 0.50 0.50 F09E8 
puf-8 II 0.50 ven-3 brf-1 0.50 0.50 C30G12 
brf-1 II 0.50 puf-8 nhr-21 0.50 0.50 F45E12 
nhr-21 II 0.50 brf-1 haf-2 0.50 0.50 F21D12 
haf-2 II 0.50 nhr-21 aka-1 0.50 0.50 F43E2 
spe-1 II 0.50 ven-3 let-253 0.50 0.51  
aka-1 II 0.50 haf-2 nfi-1 0.50 0.50 D1022 
nfi-1 II 0.50 aka-1 rol-8 0.50 0.50 ZK1290 
rol-8 II 0.50 nfi-1 tph-1 0.50 0.50 ZK1290 
tph-1 II 0.50 rol-8 syd-1 0.50 0.50 ZK1290 
syd-1 II 0.50 tph-1 cdc-42 0.50 0.51 F35D2 
cdc-42 II 0.51 syd-1 lir-1 0.50 0.51 R07G3 
lir-1 II 0.51 cdc-42 lin-26 0.51 0.51 F18A1 
lin-26 II 0.51 lir-1 let-253 0.51 0.51 C18C9 
let-253 II 0.51 lin-26 nhx-2 0.51 0.51 C24G10 
nhx-2 II 0.51 let-253 cki-1 0.51 0.57 B0495 
cki-1 II 0.57 nhx-2 cki-2 0.51 0.57 T05A6 
cki-2 II 0.57 cki-1 acr-7 0.57 0.58 T05A6 
let-186 II 0.57 vab-13 let-252 0.31 0.83  
let-185 II 0.57 vab-13 let-252 0.31 0.83  
let-184 II 0.57 vab-13 let-252 0.31 0.83  
let-183 II 0.57 vab-13 let-252 0.31 0.83  
let-182 II 0.57 vab-13 let-252 0.31 0.83  
let-181 II 0.57 vab-13 let-252 0.31 0.83  
let-180 II 0.57 vab-13 let-252 0.31 0.83  
acr-7 II 0.58 cki-2 lin-5 0.57 0.59 T09A5 
lin-5 II 0.59 acr-7 ptc-1 0.58 0.60 C03G3 
ptc-1 II 0.60 lin-5 pgp-11 0.59 0.64 ZK675 
emb-21 II 0.60 dpy-10 unc-105 0.00 0.70  
mel-12 II 0.60 lin-26 unc-105 0.51 0.70  
mel-10 II 0.60 lin-26 unc-105 0.51 0.70  
ooc-2 II 0.62 lin-5 zyg-11 0.59 0.65  
pgp-11 II 0.64 ptc-1 zyg-11 0.60 0.65 DH11 
zyg-11 II 0.65 pgp-11 nrf-6 0.64 0.66 C47C7 
nrf-6 II 0.66 zyg-11 unc-105 0.65 0.70 C08B11 
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unc-105 II 0.70 nrf-6 let-24 0.66 0.72 C41C4 
osm-8 II 0.71 dyf-13 let-24 0.25 0.72  
let-24 II 0.72 osm-8 fer-15 0.71 0.79  
fer-15 II 0.79 let-24 emb-27 0.72 0.79 C30D12 
emb-27 II 0.79 fer-15 mig-5 0.79 0.79 F10B5 
mig-5 II 0.79 emb-27 tdc-1 0.79 0.79 T05C12 
qua-1 II 0.79 mig-5 sra-13 0.79 0.79 T05C12 
nst-1 II 0.79 mig-5 sra-13 0.79 0.79 K01C8 
tdc-1 II 0.79 mig-5 sra-13 0.79 0.79 K01C8 
cct-1 II 0.79 mig-5 sra-13 0.79 0.79 T05C12 
rrf-3 II 0.79 mig-5 sra-13 0.79 0.79 F10B5 
sra-13 II 0.79 tdc-1 evl-20 0.79 0.79 F49E12 
eff-1 II 0.79 qua-1 evl-20 0.79 0.79 C26D10 
hel-1 II 0.79 qua-1 evl-20 0.79 0.79 C26D10 
evl-20 II 0.79 sra-13 zyg-9 0.79 0.79 NM#ARFB 
let-237 II 0.79 emb-27 zyg-9 0.79 0.79  
zyg-9 II 0.79 let-237 iff-2 0.79 0.81 C28G11 
iff-2 II 0.81 zyg-9 puf-5 0.79 0.82 F54C9 
puf-5 II 0.82 iff-2 vab-9 0.81 0.83 F54C9 
cup-3 II 0.82 dpy-10 unc-4 0.00 1.75  
let-252 II 0.83 let-237 vab-9 0.79 0.83  
vab-9 II 0.83 let-252 rol-6 0.83 0.87 T22C8 
let-238 II 0.85 let-252 rol-6 0.83 0.87  
mal-4 II 0.86 dpy-10 unc-4 0.00 1.75  
stu-16 II 0.87 let-252 rol-6 0.83 0.87  
rol-6 II 0.87 stu-16 fut-1 0.87 0.88 C12G12 
fut-1 II 0.88 rol-6 bas-2 0.87 0.88 K08F8 
bas-2 II 0.88 fut-1 sgn-1 0.88 0.88 K08F8 
sgn-1 II 0.88 bas-2 rha-1 0.88 0.92 F07H5 
let-19 II 0.88 rol-6 let-239 0.87 0.94  
rha-1 II 0.92 sgn-1 lat-1 0.88 0.92 T07D4 
lat-1 II 0.92 rha-1 ooc-5 0.92 0.95 B0457 
let-239 II 0.94 let-19 sud-1 0.88 0.98  
ooc-5 II 0.95 lat-1 gcs-1 0.92 0.98 C18E9 
mel-8 II 0.97 rol-6 cam-1 0.87 1.06  
gcs-1 II 0.98 ooc-5 hlh-3 0.95 1.01 F37B12 
sud-1 II 0.98 let-239 let-240 0.94 1.27  
hlh-3 II 1.01 gcs-1 dpl-1 0.98 1.06 LG11.1 
dpl-1 II 1.06 hlh-3 let-23 1.01 1.06 T23G7 
let-23 II 1.06 dpl-1 cam-1 1.06 1.06 T08E2 
cam-1 II 1.06 let-23 mel-11 1.06 1.15 YO#NG104 
sym-2 II 1.15   -0.37* 1.47*  
mel-9 II 1.15 let-252 let-31 0.83 1.48  
mel-11 II 1.15 cam-1 let-31 1.06 1.48 C06C3 
let-240 II 1.27 let-23 let-31 1.06 1.48  
eat-3 II 1.34 let-23 let-31 1.06 1.48  
egl-37 II 1.44 dpy-10 unc-4 0.00 1.75  
let-31 II 1.48 eat-3 exc-7 1.34 1.61  
mex-6 II 1.50 mel-11 exc-7 1.15 1.61 AH6 
let-189 II 1.59 let-23 mec-15 1.06 2.12  
let-188 II 1.59 let-23 mec-15 1.06 2.12  
let-187 II 1.59 let-23 mec-15 1.06 2.12  
egl-28 II 1.61 dpy-10 unc-4 0.00 1.75  
exc-7 II 1.61 mex-6 wee-1.1 1.50 1.62 E02H1 
wee-1.1 II 1.62 exc-7 pme-2 1.61 1.62 F35H8 
pme-2 II 1.62 wee-1.1 fzr-1 1.62 1.62 E02H1 
let-241 II 1.62 exc-7 sqv-8 1.61 1.62  
fzr-1 II 1.62 pme-2 sqv-8 1.62 1.62 ZK1307 
sqv-8 II 1.62 fzr-1 arc-1 1.62 1.64 ZK1307 
arc-1 II 1.64 sqv-8 wee-1.3 1.62 1.66 ZK1320 
shv-1 II 1.65 sqv-8 mab-3 1.62 1.70  
wee-1.3 II 1.66 arc-1 mab-3 1.64 1.70 Y53C12A 
mab-3 II 1.70 wee-1.3 nos-3 1.66 1.71 Y53C12B 
nos-3 II 1.71 mab-3 ccp-13A7 1.70 1.72 Y53C12B 
ccp-13A7 II 1.72 nos-3 old-1 1.71 1.74 T10B9 
old-1 II 1.74 ccp-13A7 unc-4 1.72 1.75 C08H9 
ram-2 II 1.75 dpy-10  0.00 2.45*  
unc-4 II 1.75 old-1 egl-43 1.74 1.82 C07E2 
lin-56 II 1.76 rol-6 unc-53 0.87 3.14  
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pvl-4 II 1.80 dpy-10 maP1 0.00 4.17  
egl-43 II 1.82 unc-4 nlt-1 1.75 1.82 W02B7 
nlt-1 II 1.82 egl-43 let-268 1.82 1.82 ZK892 
let-268 II 1.82 nlt-1 stP98 1.82 1.82 F52H3 
stP98 II 1.82 let-268 die-1 1.82 1.85 RW#L98 
let-242 II 1.85 let-268 lov-1 1.82 1.88  
die-1 II 1.85 stP98 lov-1 1.82 1.88 K10A2 
evl-3 II 1.88 unc-4 let-26 1.75 3.89  
lov-1 II 1.88 die-1 pax-3 1.85 2.05 ZK945 
mel-30 II 1.97 die-1 mec-15 1.85 2.12  
let-244 II 1.99 die-1 mec-15 1.85 2.12  
let-243 II 1.99 die-1 mec-15 1.85 2.12  
stu-2 II 2.01 dpy-10  0.00 3.47*  
pax-3 II 2.05 lov-1 daf-19 1.88 2.11 F27E5 
daf-19 II 2.11 pax-3 mec-15 2.05 2.12 F33H1 
mec-15 II 2.12 daf-19 let-245 2.11 2.34  
srd-1 II 2.14 daf-19 srd-2 2.11 2.15 F33H1 
srd-2 II 2.15 srd-1 ref-1 2.14 2.19 R05H5 
ref-1 II 2.19 srd-2 ptb-1 2.15 2.81 T01E8 
let-245 II 2.34 mec-15 let-25 2.12 2.55  
sog-2 II 2.36 unc-4 rol-1 1.75 6.99  
adp-1 II 2.48 unc-4 bli-1 1.75 2.85  
let-25 II 2.55 let-245 let-246 2.34 2.81  
let-192 II 2.62 daf-19 cap-2 2.11 3.13  
let-191 II 2.62 daf-19 cap-2 2.11 3.13  
let-190 II 2.62 daf-19 cap-2 2.11 3.13  
emb-23 II 2.77 emb-27 let-246 0.79 2.81  
let-246 II 2.81 emb-23 bli-1 2.77 2.85  
ptb-1 II 2.81 ref-1 bli-1 2.19 2.85 D2089 
bli-1 II 2.85 ptb-1 cdl-1 2.81 2.94 C09G5 
cdl-1 II 2.94 bli-1 mix-1 2.85 3.03 R06F6 
ooc-1 II 2.99 bli-1 cap-2 2.85 3.13  
mix-1 II 3.03 cdl-1 ven-2 2.94 3.12 M106 
mab-10 II 3.11 mec-15 let-858 2.12 3.13  
ven-2 II 3.12 mix-1 cap-2 3.03 3.13 F09E8 
cap-2 II 3.13 ven-2 cyp-4 3.12 3.13 BW#ZB 
cyp-4 II 3.13 cap-2 gly-1 3.13 3.13 M106 
gly-1 II 3.13 cyp-4 sra-11 3.13 3.13 F44F4 
sra-11 II 3.13 gly-1 nos-1 3.13 3.13 F44F4 
nos-1 II 3.13 sra-11 ptp-3 3.13 3.13 R03D7 
ptp-3 II 3.13 nos-1 let-858 3.13 3.13 F38A3 
let-858 II 3.13 ptp-3 cey-1 3.13 3.14 F33A8 
cey-1 II 3.14 let-858 unc-53 3.13 3.14 PD#G3 
unc-53 II 3.14 cey-1 nuo-1 3.14 3.24 T28D2 
nuo-1 II 3.24 unc-53 mat-2 3.14 3.31 C09H10 
mel-13 II 3.30 bli-1 let-250 2.85 3.77  
mat-2 II 3.31 nuo-1 pqm-1 3.24 3.33 W10C6 
pqm-1 II 3.33 mat-2 unc-130 3.31 3.40 F40F8 
unc-130 II 3.40 pqm-1 sqt-1 3.33 3.40 C47G2 
let-248 II 3.40 mat-2 let-247 3.31 3.40  
sqt-1 II 3.40 unc-130 let-247 3.40 3.40 C25B12 
let-247 II 3.40 sqt-1 ooc-3 3.40 3.50  
mel-18 II 3.44 cap-2 let-250 3.13 3.77  
rsp-2 II 3.47 sqt-1 klp-17 3.40 3.48 W02B12 
klp-17 II 3.48 rsp-2 ooc-3 3.47 3.50 W02B12 
ooc-3 II 3.50 klp-17 age-1 3.48 3.59 B0334 
let-857 II 3.58 let-247 let-250 3.40 3.77  
let-856 II 3.58 let-247 let-250 3.40 3.77  
let-855 II 3.58 let-247 let-250 3.40 3.77  
let-854 II 3.58 let-247 let-250 3.40 3.77  
let-853 II 3.58 let-247 let-250 3.40 3.77  
let-852 II 3.58 let-247 let-250 3.40 3.77  
age-1 II 3.59 ooc-3 let-250 3.50 3.77 B0334 
let-21 II 3.70 emb-23 let-250 2.77 3.77  
let-250 II 3.77 let-21 rol-1 3.70 6.99  
kin-6 II 3.86 let-21 kel-1 3.70 3.94 YO#NG105 
let-249 II 3.89 let-21 rol-1 3.70 6.99  
let-26 II 3.89 let-21 rol-1 3.70 6.99  
kel-1 II 3.94 kin-6 gpb-1 3.86 4.02 C47D12 
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gpb-1 II 4.02 kel-1 clh-1 3.94 4.11 RP#BL3 
clh-1 II 4.11 gpb-1 maP1 4.02 4.17 T27D12 
maP1 II 4.17 clh-1 lin-29 4.11 4.17 PAPPHB4 
lin-29 II 4.17 maP1 srf-1 4.17 4.23 W03C9 
srf-1 II 4.23 lin-29 rol-1 4.17 6.99  
him-9 II 4.84 dpy-10  0.00 16.95*  
let-193 II 5.04 ven-2 rol-1 3.12 6.99  
rab-7 II 5.11 lin-29 mex-1 4.17 5.21 W03C9 
mex-1 II 5.21 rab-7 rol-1 5.11 6.99 W03C9 
mel-22 II 5.33 let-21 rol-1 3.70 6.99  
mel-15 II 5.33 let-21 rol-1 3.70 6.99  
let-266 II 5.33 let-21 rol-1 3.70 6.99  
let-251 II 5.33 let-21 rol-1 3.70 6.99  
stu-13 II 5.73 unc-4 rol-1 1.75 6.99  
stu-9 II 6.65 unc-4 rol-1 1.75 6.99  
rol-1 II 6.99 stu-9 sop-2 6.65 8.36 Y57A10A 
qid-5 II 8.00   -3.80* 19.80*  
sop-2 II 8.36 rol-1 ras-1 6.99 8.42 C50E10 
ras-1 II 8.42 sop-2 snf-4 8.36 12.38 C44C11 
dsc-5 II 10.19 rol-1 unc-52 6.99 23.31  
sup-6 II 11.96   9.01* 14.91*  
daf-22 II 12.11 rol-1 unc-52 6.99 23.31  
snf-4 II 12.38 ras-1 pes-10 8.42 12.49 Y46G5A 
pes-10 II 12.49 snf-4 snf-5 12.38 12.63 Y46G5A 
snf-5 II 12.63 pes-10 cyd-1 12.49 13.66 Y46G5A 
lin-38 II 12.75 rol-1 unc-52 6.99 23.31  
cyd-1 II 13.66 snf-5 zyx-1 12.63 14.26 Y38F1A 
zyx-1 II 14.26 cyd-1 kqt-3 13.66 19.52 F42G4 
kqt-3 II 19.52 zyx-1 daf-5 14.26 22.20 Y54G9A 
ram-3 II 19.75   7.95* 31.55*  
mig-14 II 20.41 rol-1 lin-7 6.99 22.91  
clk-3 II 22.20 rol-1 eat-2 6.99 22.51  
daf-5 II 22.20 kqt-3 gur-4 19.52 22.36 W01G7 
gur-4 II 22.36 daf-5 eat-2 22.20 22.51 K09E4 
eat-2 II 22.51 gur-4 ace-3 22.36 22.89 Y48B6A 
ace-3 II 22.89 eat-2 ctl-1 22.51 22.90 Y119D3_455 
ctl-1 II 22.90 ace-3 lin-7 22.89 22.91 Y54G11A 
lin-7 II 22.91 ctl-1 mes-2 22.90 22.97 Y54G11A 
mes-2 II 22.97 lin-7 plx-2 22.91 22.98 R06A4 
plx-2 II 22.98 mes-2 mog-4 22.97 23.04 K04B12 
mog-4 II 23.04 plx-2 let-259 22.98 23.04 C04H5 
let-259 II 23.04 mog-4 cad-1 23.04 23.11  
cad-1 II 23.11 let-259 unc-52 23.04 23.31  
tps-2 II 23.17 mog-4 atg-2 23.04 23.27 F19H8 
atg-2 II 23.27 tps-2 unc-52 23.17 23.31 C38C6 
unc-52 II 23.31 atg-2 egl-50 23.27 23.48 RW#DM44 
egl-50 II 23.48 unc-52 cog-1 23.31 23.70  
cdh-7 II 23.61 unc-52 cog-1 23.31 23.70 R05H10 
cog-1 II 23.70 cdh-7  23.61 35.99* R03C1 
pat-4 III -26.99  mat-3 -27.18* -26.94 C29F9 
vab-6 III -26.97  unc-45 -27.07* -26.93  
vex-2 III -26.94  daf-7 -27.29* -25.97  
mat-3 III -26.94 pat-4 unc-45 -26.99 -26.93 F10C5 
unc-45 III -26.93 mat-3 fem-2 -26.94 -26.58 W10B10 
fem-2 III -26.58 unc-45 ptl-1 -26.93 -26.12 B0321 
pat-12 III -26.39 unc-45 daf-7 -26.93 -25.97  
ptl-1 III -26.12 fem-2 cyp-6 -26.58 -26.11 F42G9 
cyp-6 III -26.11 ptl-1 eP64 -26.12 -26.00 C51B6 
eP64 III -26.00 cyp-6 daf-7 -26.11 -25.97 W02B3 
daf-7 III -25.97 eP64 dac-1 -26.00 -25.94 C50G1 
dac-1 III -25.94 daf-7 rnp-5 -25.97 -25.76 B0412 
rnp-5 III -25.76 dac-1 par-2 -25.94 -24.50 K02F3 
eat-8 III -25.44 daf-7 dpy-1 -25.97 -19.14  
par-2 III -24.50 rnp-5 ser-4 -25.76 -19.29 Y11F11 
exc-6 III -24.37 daf-7 dpy-1 -25.97 -19.14  
div-2 III -22.63 daf-7 dpy-1 -25.97 -19.14  
emb-13 III -22.50 daf-7 dpy-1 -25.97 -19.14  
let-720 III -20.38 daf-7 dpy-17 -25.97 -2.18  
ser-4 III -19.29 par-2 ppk-2 -24.50 -16.22 Y22D7AR 
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dpy-1 III -19.14 emb-13 smg-6 -22.50 -16.37  
cta-2 III -17.51 daf-7 daf-2 -25.97 -9.02  
sas-2 III -17.51 daf-7 daf-2 -25.97 -9.02  
sma-17 III -16.41   -28.20* -4.61*  
smg-6 III -16.37 dpy-1 daf-2 -19.14 -9.02  
ppk-2 III -16.22 ser-4 feh-1 -19.29 -12.55 Y48G9A 
mau-5 III -16.17 dpy-1 daf-2 -19.14 -9.02  
phm-3 III -13.01 dpy-1 daf-2 -19.14 -9.02  
feh-1 III -12.55 ppk-2 let-805 -16.22 -11.62 Y54F10AM 
sus-1 III -12.45  dpy-17 -15.13* -2.18  
let-805 III -11.62 feh-1 daf-2 -12.55 -9.02 H19M22 
let-831 III -10.75 daf-7 let-819 -25.97 -10.61  
let-791 III -10.75 daf-7 let-819 -25.97 -10.61  
let-776 III -10.75 daf-7 let-819 -25.97 -10.61  
let-759 III -10.75 daf-7 let-819 -25.97 -10.61  
let-758 III -10.75 daf-7 let-819 -25.97 -10.61  
let-706 III -10.75 daf-7 let-819 -25.97 -10.61  
laf-1 III -10.63 dpy-1 daf-2 -19.14 -9.02  
let-819 III -10.61 let-831 let-715 -10.75 -3.18  
daf-2 III -9.02 laf-1 mec-12 -10.63 -8.97 C44B11 
mec-12 III -8.97 daf-2 prk-2 -9.02 -7.33 C56F12 
prk-2 III -7.33 mec-12 mlc-4 -8.97 -7.14 F45H7 
mlc-4 III -7.14 prk-2 gly-14 -7.33 -6.44 C56G7 
emb-32 III -6.66  unc-32 -12.54* 0.00  
gly-14 III -6.44 mlc-4 ben-1 -7.14 -6.09 M01F1 
ben-1 III -6.09 gly-14 nhr-6 -6.44 -5.74 ZK1287 
nhr-6 III -5.74 ben-1 sel-8 -6.09 -5.30 C48D5 
let-813 III -5.41 let-831 let-715 -10.75 -3.18  
fam-1 III -5.38 daf-2 sel-8 -9.02 -5.30  
sel-8 III -5.30 fam-1 unc-93 -5.38 -5.14 C32A3 
unc-93 III -5.14 sel-8 mig-21 -5.30 -4.28 MT#JL932 
let-738 III -5.11 let-831 let-715 -10.75 -3.18  
let-739 III -4.81 let-831 let-715 -10.75 -3.18  
emb-2 III -4.71  dpy-18 -10.33* 8.78  
let-710 III -4.37 let-831 let-715 -10.75 -3.18  
mig-21 III -4.28 unc-93 stP19 -5.14 -4.26 F09E8 
sma-20 III -4.28   -9.93* 7.76*  
stP19 III -4.26 mig-21 lin-48 -4.28 -4.26 RW#L19 
lin-48 III -4.26 stP19 dpy-27 -4.26 -4.25 F34D10 
dpy-27 III -4.25 lin-48 amx-1 -4.26 -4.25 C17A5 
amx-1 III -4.25 dpy-27 pat-3 -4.25 -4.25 R13G10 
pat-3 III -4.25 amx-1 tbb-2 -4.25 -4.07 CF#BI2.3 
emb-1 III -4.11  dpy-18 -9.75* 8.78  
tbb-2 III -4.07 pat-3 rcq-5 -4.25 -4.01 NW#B8 
let-812 III -4.07 let-831 let-715 -10.75 -3.18  
rcq-5 III -4.01 tbb-2 unc-79 -4.07 -3.98 E03A3 
unc-79 III -3.98 rcq-5 kin-19 -4.01 -3.95 E03A3 
kin-19 III -3.95 unc-79 unc-103 -3.98 -3.83 C03C10 
unc-103 III -3.83 kin-19 mpk-1 -3.95 -3.72 C30D11 
let-796 III -3.77 let-831 let-715 -10.75 -3.18  
mel-33 III -3.77 let-831 let-715 -10.75 -3.18  
spn-2 III -3.75 daf-2 unc-36 -9.02 -0.36  
mpk-1 III -3.72 unc-103 kP102 -3.83 -3.38 C49A12 
kP102 III -3.38 mpk-1 evl-14 -3.72 -3.18 MJ#NEC2 
let-822 III -3.33 let-831 let-715 -10.75 -3.18  
let-763 III -3.33 let-831 let-715 -10.75 -3.18  
let-737 III -3.33 let-831 let-715 -10.75 -3.18  
let-736 III -3.33 let-831 let-715 -10.75 -3.18  
let-700 III -3.33 let-831 let-715 -10.75 -3.18  
let-820 III -3.33 let-831 let-715 -10.75 -3.18  
sup-26 III -3.28 unc-79 dpy-17 -3.98 -2.18  
egl-7 III -3.20  dpy-17 -9.31* -2.18  
evl-14 III -3.18 kP102 ceh-43 -3.38 -3.17 H38K22 
let-715 III -3.18 let-822 emb-8 -3.33 -3.14  
ceh-43 III -3.17 evl-14 ndg-4 -3.18 -3.17 C28A5 
ndg-4 III -3.17 ceh-43 cdh-4 -3.17 -3.15 F56F3 
cdh-4 III -3.15 ndg-4 pan-1 -3.17 -3.14 F25F2 
emb-8 III -3.14 let-715 let-810 -3.18 -1.45  
pan-1 III -3.14 cdh-4 sel-5 -3.15 -3.13 M88 
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sel-5 III -3.13 pan-1 apc-11 -3.14 -3.04 F35G12 
pbo-1 III -3.11 unc-79 mab-21 -3.98 -3.00  
mud-1 III -3.06 unc-79 lon-1 -3.98 -1.63  
apc-11 III -3.04 sel-5 mab-21 -3.13 -3.00 F35G12 
mab-21 III -3.00 apc-11 sel-2 -3.04 -2.90 C56A8 
let-828 III -2.91 let-715 dpy-17 -3.18 -2.18  
sel-2 III -2.90 mab-21 emb-5 -3.00 -2.79  
clp-2 III -2.82 mab-21 emb-5 -3.00 -2.79 T04A8 
emb-7 III -2.80  unc-49 -5.63* 3.37  
emb-5 III -2.79 clp-2 acy-1 -2.82 -2.64 C56E12 
mel-31 III -2.74 let-715 let-707 -3.18 -2.30  
let-748 III -2.74 let-715 let-707 -3.18 -2.30  
let-782 III -2.73 let-715 let-707 -3.18 -2.30  
let-836 III -2.69 let-715 dpy-17 -3.18 -2.18  
let-823 III -2.69 let-715 dpy-17 -3.18 -2.18  
acy-1 III -2.64 emb-5 ras-2 -2.79 -2.63 F17C8 
ras-2 III -2.63 acy-1 pal-1 -2.64 -2.59 F17C8 
let-840 III -2.61 let-715 dpy-17 -3.18 -2.18  
pal-1 III -2.59 ras-2 kP101 -2.63 -2.58 AC10 
kP101 III -2.58 pal-1 ced-4 -2.59 -2.48 MJ#NEC1 
mog-3 III -2.58 mab-21 dpy-17 -3.00 -2.18  
sog-10 III -2.54 pal-1 dpy-17 -2.59 -2.18  
ced-4 III -2.48 kP101 nca-2 -2.58 -2.29 MT#JAL1 
let-824 III -2.44 let-715 dpy-17 -3.18 -2.18  
let-732 III -2.41 let-715 let-707 -3.18 -2.30  
mel-28 III -2.40 let-715 dpy-17 -3.18 -2.18  
let-733 III -2.37 let-715 let-707 -3.18 -2.30  
unc-131 III -2.34 let-715 egl-25 -3.18 -1.50  
let-777 III -2.33 let-715 let-705 -3.18 -1.47  
let-837 III -2.33 let-715 let-705 -3.18 -1.47  
let-830 III -2.33 let-715 let-705 -3.18 -1.47  
let-827 III -2.33 let-715 let-705 -3.18 -1.47  
let-829 III -2.33 let-715 let-705 -3.18 -1.47  
let-826 III -2.33 let-715 let-705 -3.18 -1.47  
let-753 III -2.33 let-715 let-705 -3.18 -1.47  
let-741 III -2.33 let-715 let-705 -3.18 -1.47  
nup-2 III -2.33 let-715 let-810 -3.18 -1.45  
apo-3 III -2.33 let-715 let-810 -3.18 -1.45  
let-707 III -2.30 let-733 dpy-17 -2.37 -2.18  
nca-2 III -2.29 ced-4 dpy-17 -2.48 -2.18 C27F2 
let-778 III -2.28 let-733 let-761 -2.37 -2.07  
dpy-17 III -2.18 nca-2 let-761 -2.29 -2.07 F54D8 
let-761 III -2.07 dpy-17 let-705 -2.18 -1.47  
tbx-2 III -2.06 dpy-17 ttx-2 -2.18 -2.04 F21H11 
ttx-2 III -2.04 tbx-2 nex-1 -2.06 -1.92 F52H10 
cod-4 III -2.01 dpy-17 unc-32 -2.18 0.00  
mua-4 III -1.99 dpy-17 egl-24 -2.18 -0.99  
nex-1 III -1.92 ttx-2 atp-2 -2.04 -1.91 ZC155 
atp-2 III -1.91 nex-1 cnd-1 -1.92 -1.90 C34E10 
pag-1 III -1.91 dpy-17 lon-1 -2.18 -1.63  
cnd-1 III -1.90 atp-2 gro-1 -1.91 -1.89 ZC129 
gro-1 III -1.89 cnd-1 clk-1 -1.90 -1.88 ZC395 
clk-1 III -1.88 gro-1 pqe-1 -1.89 -1.83 ZC395 
pqe-1 III -1.83 clk-1 lon-1 -1.88 -1.63 F52C9 
let-789 III -1.83 dpy-17 let-705 -2.18 -1.47  
let-775 III -1.83 dpy-17 let-705 -2.18 -1.47  
let-734 III -1.83 dpy-17 let-705 -2.18 -1.47  
let-832 III -1.68 dpy-17 let-705 -2.18 -1.47  
lon-1 III -1.63 pqe-1 let-727 -1.83 -1.56 F48E8 
mes-5 III -1.63 dpy-17 unc-32 -2.18 0.00  
let-784 III -1.59 dpy-17 let-705 -2.18 -1.47  
let-727 III -1.56 lon-1 ced-6 -1.63 -1.51 R02F2 
sax-8 III -1.54 dpy-17 unc-32 -2.18 0.00  
ced-6 III -1.51 let-727 egl-25 -1.56 -1.50 F56D2 
egl-25 III -1.50 ced-6 egl-24 -1.51 -0.99  
let-719 III -1.49 dpy-17 let-705 -2.18 -1.47  
let-825 III -1.49 dpy-17 let-705 -2.18 -1.47  
gak-1 III -1.48 ced-6 bas-1 -1.51 -1.46 C05D2 
let-705 III -1.47 let-719 let-810 -1.49 -1.45  
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bas-1 III -1.46 gak-1 daf-4 -1.48 -1.46 C05D2 
daf-4 III -1.46 bas-1 let-810 -1.46 -1.45 C05D2 
let-810 III -1.45 daf-4 let-723 -1.46 -1.41  
let-798 III -1.45 daf-4 let-723 -1.46 -1.41  
par-3 III -1.45 daf-4 ida-1 -1.46 -1.45 F54E7 
ida-1 III -1.45 par-3 ceh-10 -1.45 -1.45 B0244 
ceh-10 III -1.45 ida-1 him-10 -1.45 -1.45 JM#L1003 
him-10 III -1.45 ceh-10 sma-4 -1.45 -1.44 R12B2 
sma-4 III -1.44 him-10 zmp-1 -1.45 -1.43 W03A3 
zmp-1 III -1.43 sma-4 npp-10 -1.44 -1.43 C28H8 
npp-10 III -1.43 zmp-1 cyk-3 -1.43 -1.43 ZK328 
cyk-3 III -1.43 npp-10 kin-18 -1.43 -1.42 ZK328 
kin-18 III -1.42 cyk-3 hmg-1.2 -1.43 -1.41 T17E9 
let-799 III -1.41 daf-4 let-723 -1.46 -1.41  
let-780 III -1.41 daf-4 let-723 -1.46 -1.41  
let-718 III -1.41 daf-4 let-723 -1.46 -1.41  
let-797 III -1.41 daf-4 let-723 -1.46 -1.41  
let-723 III -1.41 let-799 let-728 -1.41 -1.40  
hmg-1.2 III -1.41 kin-18 gar-2 -1.42 -1.40 F47D12 
gar-2 III -1.40 hmg-1.2 let-774 -1.41 -1.40 F47D12 
let-728 III -1.40 let-723 let-755 -1.41 -1.26  
let-774 III -1.40 gar-2 let-767 -1.40 -1.40 C23G10 
let-767 III -1.40 let-774 stP120 -1.40 -1.40 C31H11 
stP120 III -1.40 let-767 let-716 -1.40 -1.40 RW#L120 
let-716 III -1.40 stP120 let-756 -1.40 -1.28 C16A3 
let-818 III -1.33 let-723 let-755 -1.41 -1.26  
let-814 III -1.33 let-723 let-755 -1.41 -1.26  
let-817 III -1.33 let-723 let-755 -1.41 -1.26  
let-816 III -1.33 let-723 let-755 -1.41 -1.26  
let-815 III -1.33 let-723 let-755 -1.41 -1.26  
let-756 III -1.28 let-716 let-713 -1.40 -1.27 C05D11 
let-713 III -1.27 let-756 mel-32 -1.28 -1.27 C05D11 
let-747 III -1.27 let-723 let-755 -1.41 -1.26  
mel-32 III -1.27 let-713 let-721 -1.27 -1.27 C05D11 
let-721 III -1.27 mel-32 let-755 -1.27 -1.26 C05D11 
let-755 III -1.26 let-721 let-725 -1.27 -1.00  
set-1 III -1.26 let-721 acr-5 -1.27 -1.19 T26A5 
spn-3 III -1.24 dpy-17 unc-32 -2.18 0.00  
acr-5 III -1.19 set-1 let-725 -1.26 -1.00 K03F8 
let-765 III -1.11 let-721 let-725 -1.27 -1.00  
let-725 III -1.00 let-765 let-769 -1.11 -1.00 C05D11 
qid-6 III -1.00 stP19  -4.26 11.17*  
let-769 III -1.00 let-725 let-702 -1.00 -0.80  
egl-24 III -0.99 let-725 dpy-19 -1.00 -0.18  
rbf-1 III -0.98 let-725 odr-4 -1.00 -0.93 F37A4 
dig-1 III -0.95 let-725 sma-3 -1.00 -0.93  
odr-4 III -0.93 rbf-1 zak-1 -0.98 -0.93 C28A6 
zak-1 III -0.93 odr-4 sma-3 -0.93 -0.93 R13F6 
sma-3 III -0.93 zak-1 glp-3 -0.93 -0.90 R13F6 
cod-6 III -0.91 dpy-17 let-766 -2.18 -0.56  
glp-3 III -0.90 sma-3 let-768 -0.93 -0.76  
let-783 III -0.90 let-725 let-702 -1.00 -0.80  
let-771 III -0.90 let-725 let-702 -1.00 -0.80  
let-764 III -0.90 let-725 let-702 -1.00 -0.80  
let-724 III -0.90 let-725 let-702 -1.00 -0.80  
let-714 III -0.90 let-725 let-702 -1.00 -0.80  
let-717 III -0.90 let-725 let-702 -1.00 -0.80  
let-711 III -0.90 let-725 let-702 -1.00 -0.80  
let-795 III -0.90 let-725 let-702 -1.00 -0.80  
let-793 III -0.90 let-725 let-702 -1.00 -0.80  
let-792 III -0.90 let-725 let-702 -1.00 -0.80  
let-843 III -0.90 let-725 let-702 -1.00 -0.80  
byn-1 III -0.88 sma-3 ceh-20 -0.93 -0.85 F57B9 
ceh-20 III -0.85 byn-1 prk-1 -0.88 -0.85 F31E3 
prk-1 III -0.85 ceh-20 rfl-1 -0.85 -0.85 C06E8 
rfl-1 III -0.85 prk-1 cyk-1 -0.85 -0.83 F11H8 
lin-16 III -0.85 sma-3 lin-37 -0.93 -0.80  
cyk-1 III -0.83 rfl-1 ubc-18 -0.85 -0.80 F11H8 
ubc-18 III -0.80 cyk-1 lin-37 -0.83 -0.80 R01H2 
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let-702 III -0.80 cyk-1 let-768 -0.83 -0.76  
lin-37 III -0.80 ubc-18 glr-2 -0.80 -0.78 ZK418 
mig-25 III -0.79 dpy-17 egl-5 -2.18 -0.56  
glr-2 III -0.78 lin-37 ogt-1 -0.80 -0.78 K04G7 
ogt-1 III -0.78 glr-2 mec-14 -0.78 -0.77 K04G7 
mec-14 III -0.77 ogt-1 adr-2 -0.78 -0.77 TU#LM14 
emb-16 III -0.77 dpy-17 unc-32 -2.18 0.00  
adr-2 III -0.77 mec-14 osm-10 -0.77 -0.77 T20H4 
osm-10 III -0.77 adr-2 kap-1 -0.77 -0.75 T20H4 
let-768 III -0.76 let-702 mup-4 -0.80 -0.73  
kap-1 III -0.75 osm-10 tbp-1 -0.77 -0.74 F08F8 
tbp-1 III -0.74 kap-1 mls-1 -0.75 -0.73 T20B12 
mls-1 III -0.73 tbp-1 mup-4 -0.74 -0.73 H14A12 
mup-4 III -0.73 mls-1 cgh-1 -0.73 -0.73 K07D8 
cgh-1 III -0.73 mup-4 clk-2 -0.73 -0.72 C07H6 
clk-2 III -0.72 cgh-1 lig-4 -0.73 -0.70 C07H8 
ric-1 III -0.70 mec-14 unc-36 -0.77 -0.36  
lig-4 III -0.70 clk-2 lin-39 -0.72 -0.67 C07H6 
lin-39 III -0.67 lig-4 ceh-13 -0.70 -0.66 CF#HOM23 
ceh-13 III -0.66 lin-39 cup-5 -0.67 -0.66 DS#CH134 
cup-5 III -0.66 ceh-13 lin-13 -0.66 -0.63 R13A5 
let-752 III -0.66 let-768 let-766 -0.76 -0.56  
let-746 III -0.66 let-768 let-766 -0.76 -0.56  
let-704 III -0.66 let-768 let-766 -0.76 -0.56  
let-842 III -0.66 let-768 let-766 -0.76 -0.56  
let-743 III -0.66 let-768 let-766 -0.76 -0.56  
let-841 III -0.66 let-768 let-766 -0.76 -0.56  
let-821 III -0.66 let-768 let-766 -0.76 -0.56  
lin-13 III -0.63 cup-5 ncl-1 -0.66 -0.62 K04F4 
ncl-1 III -0.62 lin-13 cdh-3 -0.63 -0.61 C33C3 
cdh-3 III -0.61 ncl-1 mab-5 -0.62 -0.58 ZK112 
cta-3 III -0.59 let-725 dpy-19 -1.00 -0.18  
cta-1 III -0.59 let-725 dpy-19 -1.00 -0.18  
csg-2 III -0.59 let-725 dpy-19 -1.00 -0.18  
mab-5 III -0.58 cdh-3 egl-5 -0.61 -0.56 ZC102 
egl-5 III -0.56 mab-5 egl-45 -0.58 -0.56 C08C3 
egl-45 III -0.56 egl-5 sup-18 -0.56 -0.56 T17D7 
sup-18 III -0.56 egl-45 let-766 -0.56 -0.56 C02C2 
let-766 III -0.56 sup-18 let-786 -0.56 -0.55  
let-754 III -0.56 sup-18 let-786 -0.56 -0.55  
let-722 III -0.56 sup-18 let-786 -0.56 -0.55  
ceh-23 III -0.55 sup-18 cup-4 -0.56 -0.53 C27D11 
let-786 III -0.55 let-766 glr-1 -0.56 -0.24  
cup-4 III -0.53 ceh-23 cit-1.2 -0.55 -0.45 C02C2 
cit-1.2 III -0.45 cup-4 lin-36 -0.53 -0.44 F44B9 
lin-36 III -0.44 cit-1.2 dcr-1 -0.45 -0.40 E02E3 
unc-126 III -0.42 sup-18 unc-36 -0.56 -0.36  
dcr-1 III -0.40 lin-36 unc-36 -0.44 -0.36 K12H4 
let-729 III -0.40 let-766 glr-1 -0.56 -0.24  
let-709 III -0.40 let-766 glr-1 -0.56 -0.24  
let-838 III -0.40 let-766 glr-1 -0.56 -0.24  
let-839 III -0.40 let-766 glr-1 -0.56 -0.24  
let-834 III -0.40 let-766 glr-1 -0.56 -0.24  
let-835 III -0.40 let-766 glr-1 -0.56 -0.24  
let-844 III -0.40 let-766 glr-1 -0.56 -0.24  
let-750 III -0.40 let-766 glr-1 -0.56 -0.24  
let-972 III -0.40 let-766 glr-1 -0.56 -0.24  
let-712 III -0.40 let-766 glr-1 -0.56 -0.24  
rot-3 III -0.37 sup-18 dpy-19 -0.56 -0.18  
unc-36 III -0.36 dcr-1 unc-86 -0.40 -0.34 ZK362 
unc-86 III -0.34 unc-36 mgP21 -0.36 -0.32 AA1 
emb-25 III -0.34 lon-1 unc-16 -1.63 0.57  
mgP21 III -0.32 unc-86 mig-10 -0.34 -0.32 MT#MF251 
mig-10 III -0.32 mgP21 unc-116 -0.32 -0.30 F10E9 
let-974 III -0.31 sup-18 sma-2 -0.56 -0.06  
let-978 III -0.31 let-766 sma-2 -0.56 -0.06  
let-977 III -0.31 let-766 sma-2 -0.56 -0.06  
let-976 III -0.31 let-766 sma-2 -0.56 -0.06  
let-975 III -0.31 let-766 sma-2 -0.56 -0.06  
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unc-116 III -0.30 mig-10 cec-1 -0.32 -0.28 ZC267 
cec-1 III -0.28 unc-116 trp-1 -0.30 -0.25 ZK1236 
trp-1 III -0.25 cec-1 glr-1 -0.28 -0.24 ZC21 
glr-1 III -0.24 trp-1 dpy-19 -0.25 -0.18 C06E1 
dpy-19 III -0.18 glr-1 fli-1 -0.24 -0.16 F22B7 
fli-1 III -0.16 dpy-19 sup-5 -0.18 -0.13 B0523 
mig-22 III -0.13 egl-5 unc-32 -0.56 0.00  
sup-5 III -0.13 fli-1 sma-2 -0.16 -0.06 SB13 
sma-2 III -0.06 sup-5 pat-2 -0.13 -0.05 PAR2 
pat-2 III -0.05 sma-2 zfp-1 -0.06 -0.05 F54F2 
zfp-1 III -0.05 pat-2 lin-9 -0.05 -0.01 F54F2 
lin-9 III -0.01 zfp-1 unc-32 -0.05 0.00 ZK637 
unc-32 III 0.00 lin-9 cdc-25.3 -0.01 0.01 A1D10 
cdc-25.3 III 0.01 unc-32 let-981 0.00 0.02 ZK637 
let-981 III 0.02 cdc-25.3 eP6 0.01 0.04 ZK643 
emb-24 III 0.03  unc-69 -1.42* 2.31  
eP6 III 0.04 let-981 zif-1 0.02 0.09 C16D3 
zif-1 III 0.09 eP6 lin-12 0.04 0.14 F59B2 
lin-12 III 0.14 zif-1 far-1 0.09 0.16 IG10A 
far-1 III 0.16 lin-12 far-2 0.14 0.16 F02A9 
far-2 III 0.16 far-1 glp-1 0.16 0.17 F02A9 
sup-13 III 0.17 lon-1  -1.63 1.63*  
glp-1 III 0.17 far-2 ced-11 0.16 0.17 GS#L162 
ced-11 III 0.17 glp-1 eat-4 0.17 0.17 C33D7 
eat-4 III 0.17 ced-11 nhl-1 0.17 0.21 ZK512 
let-980 III 0.19 dpy-19 emb-30 -0.18 0.57  
let-979 III 0.19 dpy-19 emb-30 -0.18 0.57  
cta-4 III 0.19 dpy-19 emb-30 -0.18 0.57  
nhl-1 III 0.21 eat-4 dgk-3 0.17 0.27 F54G8 
dgk-3 III 0.27 nhl-1 ina-1 0.21 0.28 F54G8 
ina-1 III 0.28 dgk-3 tax-4 0.27 0.29 F54G8 
tax-4 III 0.29 ina-1 emb-9 0.28 0.43 R07A8 
emb-34 III 0.34 lon-1 unc-49 -1.63 3.37  
bre-3 III 0.34 unc-32 dpy-18 0.00 8.78  
emb-9 III 0.43 tax-4 tkr-1 0.29 0.50 CH#2 
zyg-7 III 0.47  unc-49 -5.57* 3.37  
tkr-1 III 0.50 emb-9 emb-30 0.43 0.57 C38C10 
vab-12 III 0.52 unc-32 dpy-18 0.00 8.78  
emb-30 III 0.57 tkr-1 sod-4 0.50 0.57 F54C8 
sod-4 III 0.57 emb-30 mut-7 0.57 0.57 F55H2 
mut-7 III 0.57 sod-4 unc-16 0.57 0.57 ZK1098 
unc-16 III 0.57 mut-7 ced-7 0.57 0.73 ZK1098 
plg-1 III 0.64 unc-32 unc-69 0.00 2.31  
dec-7 III 0.66 unc-32 unc-47 0.00 1.97  
ego-5 III 0.72 glp-1 unc-69 0.17 2.31  
ced-7 III 0.73 unc-16 tbg-1 0.57 0.80 C29C3 
tbg-1 III 0.80 ced-7 iff-1 0.73 0.96 W07H4 
ego-4 III 0.84 glp-1 unc-69 0.17 2.31  
iff-1 III 0.96 tbg-1 cdk-1 0.80 0.96 T05G5 
cdk-1 III 0.96 iff-1 cbp-1 0.96 0.99 T05G5 
cbp-1 III 0.99 cdk-1 eP7 0.96 1.00 R10E11 
eP7 III 1.00 cbp-1 sqv-3 0.99 1.00 C05F1 
sqv-3 III 1.00 eP7 cnx-1 1.00 1.10 C47F11 
cnx-1 III 1.10 sqv-3 lin-52 1.00 1.12 ZK632 
lin-52 III 1.12 cnx-1 mog-1 1.10 1.19 ZK630 
mog-1 III 1.19 lin-52 rgs-1 1.12 1.40 K03H1 
rgs-1 III 1.40 mog-1 stP127 1.19 1.55 C05B5 
stP127 III 1.55 rgs-1 let-42 1.40 1.64 RW#L127 
mor-1 III 1.58  dpy-18 -4.29* 8.78  
let-42 III 1.64 stP127 mua-3 1.55 1.93  
mua-3 III 1.93 let-42 unc-47 1.64 1.97 T20G5 
unc-47 III 1.97 mua-3 rde-4 1.93 2.02 E03F9 
rde-4 III 2.02 unc-47 div-1 1.97 2.07 T20G5 
div-1 III 2.07 rde-4 unc-69 2.02 2.31 R01H19 
ooc-4 III 2.25 unc-47 unc-119 1.97 5.53  
unc-69 III 2.31 div-1 unc-50 2.07 2.38 C46D2 
unc-50 III 2.38 unc-69 mev-1 2.31 2.38 C15B3 
mev-1 III 2.38 unc-50 ced-9 2.38 2.38 T07C4 
ced-9 III 2.38 mev-1 cul-1 2.38 2.52 F46H1 
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cul-1 III 2.52 ced-9 unc-49 2.38 3.37 W01G9 
mum-3 III 2.93 unc-32 vab-7 0.00 5.54  
unc-49 III 3.37 cul-1 mel-23 2.52 3.91 T21C12 
rad-6 III 3.58 unc-36 dpy-18 -0.36 8.78  
mel-23 III 3.91 unc-49 dpy-28 3.37 5.34  
fmo-13 III 4.75 unc-49 tbb-1 3.37 5.11 Y39A1A 
tbb-1 III 5.11 fmo-13 dpy-28 4.75 5.34 NW#B7 
dpy-28 III 5.34 tbb-1 klp-7 5.11 5.39 Y39A1B 
klp-7 III 5.39 dpy-28 unc-119 5.34 5.53 Y52C5 
unc-119 III 5.53 klp-7 vab-7 5.39 5.54 C27F7 
vab-7 III 5.54 unc-119 sup-35 5.53 6.01 M142 
sup-35 III 6.01 vab-7 pha-1 5.54 6.12  
haf-5 III 6.02 vab-7 pha-1 5.54 6.12 W09D6 
pha-1 III 6.12 haf-5 tra-1 6.02 6.87 CB#H8J04 
tra-1 III 6.87 pha-1 fer-2 6.12 7.21 F56C2 
bre-2 III 6.88 unc-32 dpy-18 0.00 8.78  
apo-2 III 6.89 dpy-28 mab-4 5.34 8.44  
can-1 III 7.09 dpy-28 unc-25 5.34 20.26  
fer-2 III 7.21 tra-1 spe-16 6.87 8.32  
spe-16 III 8.32 fer-2 mab-4 7.21 8.44  
mab-4 III 8.44 spe-16 dpy-18 8.32 8.78  
teg-1 III 8.60 spe-16 pen-2 8.32 8.69 Y47D3A 
pen-2 III 8.69 teg-1 dpy-18 8.60 8.78 T28D6 
dpy-18 III 8.78 pen-2 spe-6 8.69 10.34 Y47D3B 
rme-5 III 8.84 teg-1 spe-6 8.60 10.34  
spe-6 III 10.34 rme-5 mua-2 8.84 10.51 Y66D12 
mel-44 III 10.36 rme-5 pie-1 8.84 17.42  
mua-2 III 10.51 spe-6 unc-71 10.34 18.71  
ale-1 III 11.15 spe-6 zyg-8 10.34 14.47  
crh-1 III 11.59 spe-6 mrt-2 10.34 12.12 Y41C4A 
sup-1 III 11.98 spe-6 unc-71 10.34 18.71  
mrt-2 III 12.12 crh-1 ccf-1 11.59 13.39 Y41C4A 
vac-1 III 13.07 dpy-18 nob-1 8.78 14.50  
unc-123 III 13.07 spe-6 unc-25 10.34 20.26  
ccf-1 III 13.39 mrt-2 zyg-8 12.12 14.47 Y56A3A 
osm-12 III 13.62 dpy-18  8.78 25.73*  
zyg-8 III 14.47 ccf-1 nob-1 13.39 14.50 Y79H2A 
nob-1 III 14.50 zyg-8 tim-1 14.47 15.96 Y75B8A 
tim-1 III 15.96 nob-1 pie-1 14.50 17.42 Y75B8A 
egl-35 III 17.34 dpy-18 unc-25 8.78 20.26  
pie-1 III 17.42 tim-1 unc-71 15.96 18.71 pJP604 
unc-81 III 17.79 dpy-18  8.78 20.51*  
unc-71 III 18.71 pie-1 unc-25 17.42 20.26 Y37D8 
unc-25 III 20.26 unc-71 stP17 18.71 20.28 Y37D8A 
stP17 III 20.28 unc-25 snf-7 20.26 20.44 RW#L17 
snf-7 III 20.44 stP17 zig-8 20.28 20.77 ZK1010 
zig-8 III 20.77 snf-7 unc-64 20.44 21.21 Y39E4B 
unc-64 III 21.21 zig-8 nud-1 20.77 21.21 B0502 
nud-1 III 21.21 unc-64 mtm-6 21.21 21.21 F53A2 
mtm-6 III 21.21 nud-1 bli-5 21.21 21.21 F53A2 
bli-5 III 21.21 mtm-6 trf-1 21.21 21.21 F45G2 
trf-1 III 21.21 bli-5 cua-1 21.21 21.22 F45G2 
cua-1 III 21.22 trf-1 cdk-5 21.21 21.22 Y76A2A 
cdk-5 III 21.22 cua-1 pod-1 21.22 21.23 T27E9 
osm-7 III 21.22 dpy-18  8.78 23.81*  
pod-1 III 21.23 cdk-5 eP81 21.22 21.23 Y76A2B 
eP81 III 21.23 pod-1 cul-2 21.23 21.36 B0543 
cul-2 III 21.36 eP81 lit-1 21.23 21.39 ZK520 
lit-1 III 21.39 cul-2 cyk-4 21.36 21.54 W06F12 
dyf-2 III 21.40 bli-5  21.21 21.78*  
dec-2 III 21.70 unc-25  20.26 24.71*  
cog-3 IV -27.06  unc-17 -27.67* -3.30  
tpa-1 IV -27.05  daf-1 -27.24* -27.01 MJ#NEC8 
daf-1 IV -27.01 tpa-1 dpy-9 -27.05 -27.00 DR#168 
zyg-13 IV -27.01   -27.38* -26.64*  
dsc-4 IV -27.00   -29.95* -24.05*  
dpy-9 IV -27.00 daf-1 pat-6 -27.01 -26.94 T21D12 
pat-6 IV -26.94 dpy-9 spl-1 -27.00 -26.28 T21D12 
eat-10 IV -26.62  lin-1 -27.44* -8.44  
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spl-1 IV -26.28 pat-6 gpa-4 -26.94 -26.16 Y66H1B 
gpa-4 IV -26.16 spl-1 kgb-1 -26.28 -26.13 T07A9 
kgb-1 IV -26.13 gpa-4 daf-18 -26.16 -26.05 T07A9 
daf-18 IV -26.05 kgb-1 efn-4 -26.13 -25.91 T07A9 
efn-4 IV -25.91 daf-18 plx-1 -26.05 -23.07 F56A11 
flr-3 IV -25.23   -37.27* -19.58*  
plx-1 IV -23.07 efn-4 ost-1 -25.91 -22.11 Y55F3AL 
ost-1 IV -22.11 plx-1 nhr-41 -23.07 -20.11 C44B12 
nhr-41 IV -20.11 ost-1 ced-2 -22.11 -18.70 Y77E11 
ced-2 IV -18.70 nhr-41 eat-7 -20.11 -16.70 Y41D4A_3457_B 
eat-7 IV -16.70 ced-2 lin-1 -18.70 -8.44  
sma-10 IV -16.16   -22.19* -13.34*  
cmk-1 IV -15.53 ced-2 egl-4 -18.70 -15.05 K07A9 
egl-4 IV -15.05 cmk-1 egl-18 -15.53 -13.51 F55A8 
mab-12 IV -14.89 dpy-9 unc-17 -27.00 -3.30  
egl-18 IV -13.51 egl-4 gcy-37 -15.05 -10.24 F55A8 
gcy-37 IV -10.24 egl-18 lin-1 -13.51 -8.44 C54E4 
vab-11 IV -10.06  lin-1 -16.14* -8.44  
lin-1 IV -8.44 vab-11 ric-8 -10.06 -6.73 C37F5 
ric-8 IV -6.73 lin-1 lin-22 -8.44 -6.67 Y69A2AR 
lin-22 IV -6.67 ric-8 hrp-1 -6.73 -4.69 Y94H6 
cup-7 IV -6.52 lin-1 unc-33 -8.44 -3.56  
dyf-3 IV -6.09 dpy-9 unc-17 -27.00 -3.30  
exp-4 IV -4.99 lin-1 unc-33 -8.44 -3.56  
hrp-1 IV -4.69 lin-22 ced-10 -6.67 -3.62 F42A6 
ced-10 IV -3.62 hrp-1 unc-33 -4.69 -3.56 C09G12 
unc-33 IV -3.56 ced-10 osm-9 -3.62 -3.32 EH#143 
let-272 IV -3.42  let-275 -4.84* -0.55  
osm-9 IV -3.32 unc-33 cha-1 -3.56 -3.31 CX#2-12 
cha-1 IV -3.31 osm-9 unc-17 -3.32 -3.30 RM#2L 
unc-17 IV -3.30 cha-1 sup-29 -3.31 -2.83 RM#5L 
let-273 IV -2.88  vab-2 -3.63* -2.37  
sup-29 IV -2.83 unc-17 vab-2 -3.30 -2.37 RW#SB20 
sup-22 IV -2.53 unc-17 dpy-13 -3.30 0.00  
vab-2 IV -2.37 sup-29 osm-3 -2.83 -2.27 H25K18 
osm-3 IV -2.27 vab-2 zag-1 -2.37 -1.96 K09B3 
zag-1 IV -1.96 osm-3 stP13 -2.27 -1.52 F28F9 
let-274 IV -1.66  let-275 -3.15* -0.55  
stP13 IV -1.52 zag-1 wrt-5 -1.96 -0.96 RW#L13 
wrt-5 IV -0.96 stP13 ubc-1 -1.52 -0.69 W03D2 
ubc-1 IV -0.69 wrt-5 dpy-13 -0.96 0.00 C35B1 
let-275 IV -0.55 let-274 dpy-13 -1.66 0.00  
let-278 IV -0.07 let-274 dpy-13 -1.66 0.00  
dpy-13 IV 0.00 let-278 col-34 -0.07 0.00 B0016 
col-34 IV 0.00 dpy-13 ama-1 0.00 0.05 D2069 
ama-1 IV 0.05 col-34 eor-1 0.00 1.29 DR#1 
emb-35 IV 0.26 dpy-13 unc-8 0.00 3.30  
let-276 IV 0.61 dpy-13 eor-1 0.00 1.29  
let-288 IV 0.62 let-278 eor-1 -0.07 1.29  
let-279 IV 0.69 dpy-13 eor-1 0.00 1.29  
dsc-3 IV 0.92 unc-33 dpy-4 -3.56 12.73  
eor-1 IV 1.29 let-279 pes-1 0.69 1.46 R11E3 
let-280 IV 1.40 let-279 spe-27 0.69 2.50  
let-277 IV 1.43 let-279 spe-27 0.69 2.50  
pes-1 IV 1.46 eor-1 soc-2 1.29 1.57 T28H11 
soc-2 IV 1.57 pes-1 lam-1 1.46 1.58 AC7 
lam-1 IV 1.58 soc-2 elo-5 1.57 1.65 C24D10 
let-284 IV 1.59 let-279 spe-27 0.69 2.50  
let-282 IV 1.59 let-279 spe-27 0.69 2.50  
let-281 IV 1.59 let-279 spe-27 0.69 2.50  
elo-5 IV 1.65 lam-1 elo-6 1.58 1.65 F41H10 
elo-6 IV 1.65 elo-5 htp-1 1.65 1.65 F41H10 
htp-1 IV 1.65 elo-6 rme-2 1.65 1.68 F41H10 
sup-23 IV 1.67 dpy-13 unc-5 0.00 1.80  
rme-2 IV 1.68 htp-1 puf-7 1.65 1.73 T11F8 
evl-7 IV 1.72 dpy-13 unc-24 0.00 3.51  
puf-7 IV 1.73 rme-2 unc-5 1.68 1.80 B0273 
unc-5 IV 1.80 puf-7 fem-1 1.73 1.83 C37G6 
fem-1 IV 1.83 unc-5 mor-2 1.80 1.89 C17E1 
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mor-2 IV 1.89 fem-1 him-8 1.83 4.66  
unc-77 IV 1.92 dpy-13 unc-22 0.00 5.43  
skn-1 IV 2.04 fem-1 stP51 1.83 2.49 B0547 
sup-41 IV 2.25   -3.65* 8.14*  
emb-26 IV 2.40 dpy-13 pal-2 0.00 3.60  
spd-3 IV 2.40 dpy-13 unc-82 0.00 2.47  
unc-82 IV 2.47 spd-3 eat-1 2.40 3.99  
stP51 IV 2.49 skn-1 spe-27 2.04 2.50 RW#L51 
spe-27 IV 2.50 stP51 unc-44 2.49 2.91 DC12 
lin-33 IV 2.57 unc-5 unc-44 1.80 2.91  
emb-31 IV 2.90 dpy-13 pal-2 0.00 3.60  
unc-44 IV 2.91 lin-33 lag-1 2.57 2.99 DD#LRF1 
lag-1 IV 2.99 unc-44 zen-4 2.91 3.02 F43A12 
zen-4 IV 3.02 lag-1 nca-1 2.99 3.05 M03D4 
nca-1 IV 3.05 zen-4 smg-3 3.02 3.20 C11D2 
sog-3 IV 3.06 unc-5 dpy-20 1.80 5.18  
let-293 IV 3.11 unc-44 unc-24 2.91 3.51  
seu-1 IV 3.17 unc-44 bli-6 2.91 3.19  
let-290 IV 3.18 unc-44 unc-24 2.91 3.51  
bli-6 IV 3.19 seu-1 smg-3 3.17 3.20  
smg-3 IV 3.20 bli-6 smg-7 3.19 3.23 Y73B6BL 
let-295 IV 3.21 unc-44 unc-24 2.91 3.51  
smg-7 IV 3.23 smg-3 lin-45 3.20 3.24 Y22D1 
mua-5 IV 3.23 bli-6 unc-24 3.19 3.51  
lin-45 IV 3.24 smg-7 vha-8 3.23 3.24 Y22D1 
vha-8 IV 3.24 lin-45 lip-1 3.24 3.24 C17H12 
let-289 IV 3.24 unc-44 unc-24 2.91 3.51  
lip-1 IV 3.24 vha-8 tre-2 3.24 3.25 C05B10 
hid-4 IV 3.25   -8.55* 15.04*  
tre-2 IV 3.25 lip-1 jnk-1 3.24 3.25 T05A12 
jnk-1 IV 3.25 tre-2 pgl-1 3.25 3.25 B0478 
pgl-1 IV 3.25 jnk-1 stP44 3.25 3.25 ZK381 
stP44 IV 3.25 pgl-1 him-3 3.25 3.25 RW#L44 
him-3 IV 3.25 stP44 cog-2 3.25 3.28 ZK381 
cog-2 IV 3.28 him-3 nhr-105 3.25 3.29 C06G3 
nhr-105 IV 3.29 cog-2 deb-1 3.28 3.30 C06G3 
deb-1 IV 3.30 nhr-105 unc-8 3.29 3.30 RW#RB12 
unc-8 IV 3.30 deb-1 cap-1 3.30 3.31 R13A1 
evl-23 IV 3.30 dpy-13 unc-24 0.00 3.51  
evl-13 IV 3.30 dpy-13 unc-24 0.00 3.51  
cap-1 IV 3.31 unc-8 egl-19 3.30 3.33 BW#ZA 
let-291 IV 3.31 unc-44 unc-24 2.91 3.51  
egl-19 IV 3.33 cap-1 pam-1 3.31 3.35 B0496 
pam-1 IV 3.35 egl-19 cdd-2 3.33 3.35 F49E8 
cdd-2 IV 3.35 pam-1 dif-1 3.35 3.36 F49E8 
dif-1 IV 3.36 cdd-2 ima-3 3.35 3.36 T08G12 
ima-3 IV 3.36 dif-1 itr-1 3.36 3.36 F32E10 
itr-1 IV 3.36 ima-3 nhr-8 3.36 3.42 R06H2 
let-296 IV 3.39 unc-44 unc-24 2.91 3.51  
let-292 IV 3.39 unc-44 unc-24 2.91 3.51  
mau-8 IV 3.40 dif-1 unc-24 3.36 3.51  
let-297 IV 3.40 unc-44 unc-24 2.91 3.51  
let-294 IV 3.40 unc-44 unc-24 2.91 3.51  
rme-10 IV 3.42 bli-6 unc-24 3.19 3.51  
nhr-8 IV 3.42 itr-1 clx-1 3.36 3.48 Y50A3 
clx-1 IV 3.48 nhr-8 hcf-1 3.42 3.48 CH#COL4 
hcf-1 IV 3.48 clx-1 rsp-6 3.48 3.48 C46A5 
rsp-6 IV 3.48 hcf-1 klp-10 3.48 3.48 C33H5 
klp-10 IV 3.48 rsp-6 ric-3 3.48 3.49 C33H5 
ric-3 IV 3.49 klp-10 flp-10 3.48 3.49 T14A8 
mau-3 IV 3.49 dif-1 unc-24 3.36 3.51  
flp-10 IV 3.49 ric-3 ceh-19 3.49 3.50 T06C10 
ceh-19 IV 3.50 flp-10 unc-24 3.49 3.51 KB2 
exc-9 IV 3.51 bli-6 pal-2 3.19 3.60  
unc-24 IV 3.51 ceh-19 nrf-3 3.50 3.59 C56C3 
emb-3 IV 3.53 dpy-13 pal-2 0.00 3.60  
nrf-3 IV 3.59 unc-24 daf-14 3.51 4.56  
mec-17 IV 3.59 unc-24 sax-7 3.51 3.59 F57H12 
sax-7 IV 3.59 mec-17 isp-1 3.59 3.63 C18F3 
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pal-2 IV 3.60 mec-17 eat-1 3.59 3.99  
isp-1 IV 3.63 sax-7 pmk-3 3.59 3.63 F42G8 
pmk-3 IV 3.63 isp-1 pmk-2 3.63 3.63 F42G8 
pmk-2 IV 3.63 pmk-3 pqn-9 3.63 3.67 F42G8 
pqn-9 IV 3.67 pmk-2 ocr-2 3.63 3.67 C07G1 
mel-43 IV 3.67 unc-24 mel-24 3.51 4.01  
ocr-2 IV 3.67 pqn-9 sP7 3.67 3.75 T09A12 
stu-12 IV 3.71 dif-1 unc-31 3.36 6.31  
sP7 IV 3.75 ocr-2 sqv-1 3.67 3.75 L136 
sqv-1 IV 3.75 sP7 mes-6 3.75 3.88 D2096 
mig-24 IV 3.80 unc-24 dpy-20 3.51 5.18  
gon-3 IV 3.81 unc-24 eat-1 3.51 3.99  
rdy-1 IV 3.81 mec-17 eat-1 3.59 3.99  
mes-6 IV 3.88 sqv-1 dom-6 3.75 3.88 C09G4 
dom-6 IV 3.88 mes-6 hyl-1 3.88 3.89 C09G4 
hyl-1 IV 3.89 dom-6 lin-49 3.88 3.92 C09G4 
lin-49 IV 3.92 hyl-1 pme-3 3.89 3.95 F42A9 
pme-3 IV 3.95 lin-49 klp-11 3.92 3.96 F20C5 
klp-11 IV 3.96 pme-3 exc-5 3.95 3.97 F20C5 
exc-5 IV 3.97 klp-11 col-3 3.96 3.97 C33D9 
col-3 IV 3.97 exc-5 eat-1 3.97 3.99 COL3 
eat-1 IV 3.99 col-3 oma-1 3.97 3.99 T11B7 
oma-1 IV 3.99 eat-1 spr-2 3.99 3.99 C09G9 
spr-2 IV 3.99 oma-1 unc-129 3.99 3.99 C27B7 
unc-129 IV 3.99 spr-2 ccp-31A1 3.99 4.05 C53D6 
mel-24 IV 4.01 mel-43 fem-3 3.67 4.05  
let-54 IV 4.02 eat-1 spe-29 3.99 4.46  
ccp-31A1 IV 4.05 unc-129 fem-3 3.99 4.05 C01F6 
fem-3 IV 4.05 ccp-31A1 daf-10 4.05 4.05 JK#2 
daf-10 IV 4.05 fem-3 flp-1 4.05 4.06 EH#5 
flp-1 IV 4.06 daf-10 wnk-1 4.05 4.09 F23B2 
wnk-1 IV 4.09 flp-1 hsp-12.6 4.06 4.24 C46C2 
ncl-2 IV 4.11 dpy-13 him-8 0.00 4.66  
daf-15 IV 4.19 fem-3 mum-2 4.05 4.20  
mum-2 IV 4.20 daf-15 unc-43 4.19 4.58  
hsp-12.6 IV 4.24 wnk-1 elo-1 4.09 4.29 F38E11 
elo-1 IV 4.29 hsp-12.6 elt-1 4.24 4.34 F56H11 
sog-6 IV 4.32 unc-5 dpy-20 1.80 5.18  
egl-40 IV 4.33 unc-8 dpy-20 3.30 5.18  
elt-1 IV 4.34 elo-1 hP3 4.29 4.38 T01G2 
evl-24 IV 4.37 dpy-13 dpy-20 0.00 5.18  
hP3 IV 4.38 elt-1 cav-1 4.34 4.41 KR#34 
cav-1 IV 4.41 hP3 fat-4 4.38 4.42 T13F2 
fat-4 IV 4.42 cav-1 fat-3 4.41 4.42 T13F2 
fat-3 IV 4.42 fat-4 egl-20 4.42 4.42 W08D2 
egl-20 IV 4.42 fat-3 sss-1 4.42 4.45 W08D2 
sss-1 IV 4.45 egl-20 spe-29 4.42 4.46 F32B6 
spe-29 IV 4.46 sss-1 gon-1 4.45 4.46 F25H8 
gon-1 IV 4.46 spe-29 col-2 4.46 4.46 F25H8 
col-2 IV 4.46 gon-1 dis-3 4.46 4.52 DH#CG7 
let-659 IV 4.50 egl-20 unc-43 4.42 4.58  
let-658 IV 4.50 egl-20 unc-43 4.42 4.58  
dis-3 IV 4.52 col-2 egl-38 4.46 4.55 C04G2 
egl-38 IV 4.55 dis-3 msp-38 4.52 4.55 ZK1258 
msp-38 IV 4.55 egl-38 tsp-12 4.55 4.55 K08F4 
tsp-12 IV 4.55 msp-38 gta-1 4.55 4.56 T14G10 
gta-1 IV 4.56 tsp-12 gon-4 4.55 4.56 K04D7 
gon-4 IV 4.56 gta-1 daf-14 4.56 4.56 K04D7 
daf-14 IV 4.56 gon-4 rad-51 4.56 4.57 F01G10 
rad-51 IV 4.57 daf-14 pqn-55 4.56 4.57 Y43C5A 
pqn-55 IV 4.57 rad-51 unc-43 4.57 4.58 R09E10 
let-53 IV 4.57 egl-20 unc-43 4.42 4.58  
unc-43 IV 4.58 let-53 sir-2.1 4.57 4.58 K11E8 
sir-2.1 IV 4.58 unc-43 spe-26 4.58 4.58 R11A8 
spe-26 IV 4.58 sir-2.1 gpa-7 4.58 4.58 C26H10 
gpa-7 IV 4.58 spe-26 mec-3 4.58 4.61 R10H10 
let-55 IV 4.59 let-53 mec-3 4.57 4.61  
let-657 IV 4.59 let-53 mec-3 4.57 4.61  
stu-19 IV 4.59 let-53 let-52 4.57 5.50  
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mec-3 IV 4.61 let-657 egl-21 4.59 4.61 TU#3 
egl-21 IV 4.61 mec-3 ced-5 4.61 4.61 F01D4 
ced-5 IV 4.61 egl-21 tax-6 4.61 4.61 ZK188 
tax-6 IV 4.61 ced-5 efn-2 4.61 4.62 YO#CP2 
efn-2 IV 4.62 tax-6 fmo-11 4.61 4.64 C43F9 
mum-1 IV 4.63 ced-5 let-308 4.61 4.63  
let-51 IV 4.63 ced-5 let-308 4.61 4.63  
let-308 IV 4.63 mum-1 let-312 4.63 4.67  
let-307 IV 4.63 mum-1 let-312 4.63 4.67  
let-96 IV 4.63 mum-1 let-312 4.63 4.67  
let-69 IV 4.63 mum-1 let-312 4.63 4.67  
let-61 IV 4.63 mum-1 let-312 4.63 4.67  
fmo-11 IV 4.64 efn-2 epi-1 4.62 4.65 K08C7 
let-652 IV 4.65 mum-1 let-312 4.63 4.67  
let-651 IV 4.65 mum-1 let-312 4.63 4.67  
epi-1 IV 4.65 fmo-11 him-8 4.64 4.66 GS#Y45 
him-8 IV 4.66 epi-1 fmo-12 4.65 4.66 ZK188 
fmo-12 IV 4.66 him-8 cyb-1 4.66 4.68 K08C7 
let-72 IV 4.67 mum-1 let-312 4.63 4.67  
let-63 IV 4.67 mum-1 let-312 4.63 4.67  
let-312 IV 4.67 let-72 let-71 4.67 4.67  
let-71 IV 4.67 let-312 lin-3 4.67 4.81  
sP6 IV 4.68 unc-43 unc-22 4.58 5.43  
cyb-1 IV 4.68 fmo-12 dnc-1 4.66 4.76 KB#1 
dec-9 IV 4.69 daf-14 dpy-20 4.56 5.18  
dnc-1 IV 4.76 cyb-1 sP5 4.68 4.77 ZK593 
sP5 IV 4.77 dnc-1 lin-3 4.76 4.81 L122 
lin-3 IV 4.81 sP5 let-70 4.77 4.81 PS#001 
let-64 IV 4.81 let-71 let-70 4.67 4.81  
let-70 IV 4.81 let-64 spo-11 4.81 4.91 PC#2-1 
sem-3 IV 4.82 let-64 let-65 4.81 5.10  
let-100 IV 4.82 let-64 let-65 4.81 5.10  
let-98 IV 4.82 let-64 let-65 4.81 5.10  
let-73 IV 4.82 let-64 let-65 4.81 5.10  
let-59 IV 4.82 let-64 let-65 4.81 5.10  
dif-2 IV 4.83 let-64 let-65 4.81 5.10  
emb-11 IV 4.84 dpy-13 unc-30 0.00 7.97  
let-311 IV 4.86 let-64 let-65 4.81 5.10  
spo-11 IV 4.91 let-70 psa-4 4.81 4.91 T05E11 
psa-4 IV 4.91 spo-11 nhr-67 4.91 4.92 F01G4 
nhr-67 IV 4.92 psa-4 gtl-1 4.91 4.94 C08F8 
gtl-1 IV 4.94 nhr-67 mep-1 4.92 4.99 C05C12 
let-655 IV 4.96 let-64 let-65 4.81 5.10  
let-91 IV 4.97 let-64 let-65 4.81 5.10  
mep-1 IV 4.99 gtl-1 rib-1 4.94 5.00 M04B2 
rib-1 IV 5.00 mep-1 dsl-5 4.99 5.07 F12F6 
dsl-5 IV 5.07 rib-1 ent-1 5.00 5.12 F58B3 
let-65 IV 5.10 rib-1 let-60 5.00 5.18  
ent-1 IV 5.12 dsl-5 inx-8 5.07 5.15 ZK809 
inx-8 IV 5.15 ent-1 let-60 5.12 5.18 ZK792 
let-60 IV 5.18 inx-8 dpy-20 5.15 5.18 C33B8 
dpy-20 IV 5.18 let-60 gem-4 5.18 5.24 BC#L302 
gem-4 IV 5.24 dpy-20 par-5 5.18 5.30 T12A7 
par-5 IV 5.30 gem-4 let-664 5.24 5.32 C38H7 
let-664 IV 5.32 par-5 let-660 5.30 5.35  
sP4 IV 5.33 par-5 let-92 5.30 5.33 L121 
let-92 IV 5.33 sP4 let-660 5.33 5.35 B0033 
let-660 IV 5.35 let-92 let-653 5.33 5.37  
let-653 IV 5.37 let-660 fat-6 5.35 5.39 ZK822 
fat-6 IV 5.39 let-653 let-56 5.37 5.40 VZK822l 
let-56 IV 5.40 fat-6 snf-8 5.39 5.42 ZK820 
snf-8 IV 5.42 let-56 unc-22 5.40 5.43 ZK829 
unc-22 IV 5.43 snf-8 spe-17 5.42 5.47 LDM17 
col-5 IV 5.43 col-2 dpy-4 4.46 12.73  
spe-17 IV 5.47 unc-22 let-52 5.43 5.50 ZK617 
let-52 IV 5.50 spe-17 let-661 5.47 5.50 T12G3 
let-661 IV 5.50 let-52 pha-3 5.50 5.51 K04H1 
pha-3 IV 5.51 let-661 let-66 5.50 5.66  
let-93 IV 5.66 let-661 let-662 5.50 5.66  
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let-662 IV 5.66 let-93 let-66 5.66 5.66  
let-66 IV 5.66 let-662 lin-24 5.66 5.66  
let-67 IV 5.66 let-662 lin-24 5.66 5.66  
lin-24 IV 5.66 let-67 bre-5 5.66 5.66 B0001 
bre-5 IV 5.66 lin-24 phy-2 5.66 5.77 T12G3 
let-68 IV 5.73 lin-24 let-99 5.66 6.01  
let-656 IV 5.75 lin-24 let-99 5.66 6.01  
phy-2 IV 5.77 bre-5 sP3 5.66 5.87 F35G2 
let-309 IV 5.78 lin-24 dpy-26 5.66 5.91  
sP3 IV 5.87 phy-2 dpy-26 5.77 5.91 L120 
dpy-26 IV 5.91 sP3 him-6 5.87 6.01 C25G4 
him-6 IV 6.01 dpy-26 ham-1 5.91 6.01 T04A11 
ham-1 IV 6.01 him-6 hsb-1 6.01 6.01 C03F9 
hsb-1 IV 6.01 ham-1 let-99 6.01 6.01 K08E7 
let-99 IV 6.01 hsb-1 pgp-1 6.01 6.05 C13H6 
pgp-1 IV 6.05 let-99 ark-1 6.01 6.09 PB#CPG10 
ark-1 IV 6.09 pgp-1 inx-6 6.05 6.26 C01C7 
rad-7 IV 6.09 unc-5 dpy-4 1.80 12.73  
let-97 IV 6.13 ham-1 unc-31 6.01 6.31  
inx-6 IV 6.26 ark-1 flp-9 6.09 6.27 C36H8 
flp-9 IV 6.27 inx-6 unc-31 6.26 6.31 C36H8 
unc-31 IV 6.31 flp-9 srf-3 6.27 6.41 C14G10 
srf-3 IV 6.41 unc-31 let-325 6.31 8.06  
let-302 IV 6.99 unc-31 let-325 6.31 8.06  
stP5 IV 7.13 unc-31 mbk-2 6.31 7.48 RW#L5 
mbk-2 IV 7.48 stP5 unc-30 7.13 7.97 F49E11 
let-301 IV 7.93 unc-31 unc-30 6.31 7.97  
unc-30 IV 7.97 let-301 msh-5 7.93 7.98 CB#RH17 
msh-5 IV 7.98 unc-30 lev-1 7.97 8.39 F09E8 
let-314 IV 7.99 let-301 let-325 7.93 8.06  
let-317 IV 8.06 let-301 let-325 7.93 8.06  
let-325 IV 8.06 let-317 let-316 8.06 8.07  
let-316 IV 8.07 let-325 unc-26 8.06 8.52  
let-315 IV 8.27 let-325 unc-26 8.06 8.52  
lin-54 IV 8.38 unc-30 unc-26 7.97 8.52  
lev-1 IV 8.39 let-325 ced-3 8.06 8.51 JF#WA10 
ced-3 IV 8.51 lev-1 cho-1 8.39 8.51 C48D1 
cho-1 IV 8.51 ced-3 unc-26 8.51 8.52 C48D1 
unc-26 IV 8.52 cho-1 fat-1 8.51 8.53 JC8 
fat-1 IV 8.53 unc-26 fat-2 8.52 8.53 Y67H2A 
fat-2 IV 8.53 fat-1 mex-5 8.53 8.54 W02A2 
mex-5 IV 8.54 fat-2 pik-1 8.53 8.85 W02A2 
spe-14 IV 8.56 let-65 tra-3 5.10 12.02  
ces-3 IV 8.63 unc-30  7.97 10.14*  
bre-1 IV 8.76   -3.03* 20.56*  
pik-1 IV 8.85 mex-5 qui-1 8.54 9.58 K09B11 
let-320 IV 9.32 unc-26 let-324 8.52 10.12  
let-322 IV 9.46 unc-26 let-324 8.52 10.12  
qui-1 IV 9.58 pik-1 tlp-1 8.85 10.62 Y45F10B 
mal-1 IV 9.82 unc-26 tra-3 8.52 12.02  
sax-5 IV 9.84 unc-26 dpy-4 8.52 12.73  
let-313 IV 10.02 unc-26 let-324 8.52 10.12  
gro-2 IV 10.08 lev-1 let-324 8.39 10.12  
let-321 IV 10.08 unc-26 let-324 8.52 10.12  
let-319 IV 10.08 unc-26 let-324 8.52 10.12  
let-318 IV 10.08 unc-26 let-324 8.52 10.12  
let-324 IV 10.12 let-321 fam-2 10.08 10.73  
let-323 IV 10.41 let-321 fam-2 10.08 10.73  
tlp-1 IV 10.62 let-321 fam-2 10.08 10.73 T23G4 
fam-2 IV 10.73 tlp-1 hsp-1 10.62 16.36  
egl-23 IV 11.14 tlp-1 tra-3 10.62 12.02 Y37A1B 
sup-38 IV 11.25 unc-26 dpy-4 8.52 12.73  
tra-3 IV 12.02 egl-23 haf-8 11.14 12.35 CB#1412 
haf-8 IV 12.35 tra-3 coq-3 12.02 12.48 Y57G11C 
coq-3 IV 12.48 haf-8 eps-8 12.35 12.60 Y57G11C 
eps-8 IV 12.60 coq-3 dpy-4 12.48 12.73 Y57G11C 
dpy-4 IV 12.73 eps-8 sup-24 12.60 13.30 Y41E3 
sup-24 IV 13.30 dpy-4 hlh-17 12.73 14.74 RW#SB1 
hlh-17 IV 14.74 sup-24 rac-2 13.30 14.83 F38C2 
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rac-2 IV 14.83 hlh-17 eP69 14.74 16.32 K03D3 
cyk-2 IV 15.74 dpy-4 hsp-1 12.73 16.36  
eP69 IV 16.32 rac-2 atg-1 14.83 16.34 JF#WA38 
atg-1 IV 16.34 eP69 hsp-1 16.32 16.36 F26D10 
hsp-1 IV 16.36 atg-1 snf-9 16.34 16.44 HSL151 
snf-9 IV 16.44 hsp-1 haf-1 16.36 16.60 C49C3 
haf-1 IV 16.60 snf-9  16.44 28.89* C30H6 
dec-11 IV 23.45 egl-23  11.14 35.27*  
let-458 V -20.35 let-450 let-448 -20.50 -20.17  
let-447 V -20.35 let-450 let-448 -20.50 -20.17  
let-448 V -20.17 let-458 let-437 -20.35 -19.97  
egl-8 V -20.01 ife-3 abt-4 -20.07 -20.00 B0348 
abt-4 V -20.00 egl-8 gei-7 -20.01 -20.00 Y39D8C 
pvl-6 V -20.00  dpy-11 -31.51* 0.00  
gei-7 V -20.00 abt-4 srp-1 -20.00 -20.00 C05E4 
srp-1 V -20.00 gei-7 srp-2 -20.00 -19.99 C05E4 
srp-2 V -19.99 srp-1 sqv-6 -20.00 -19.99 C05E4 
sqv-6 V -19.99 srp-2 unc-34 -19.99 -19.96 Y50D4C 
let-437 V -19.97 let-448 let-453 -20.17 -19.75  
unc-34 V -19.96 sqv-6 nP61 -19.99 -19.85 Y50D4C 
mau-1 V -19.89 let-450 let-326 -20.50 -19.27  
nP61 V -19.85 unc-34 pme-5 -19.96 -19.84 R09A1 
pme-5 V -19.84 nP61 egl-2 -19.85 -19.84 ZK1005 
egl-2 V -19.84 pme-5 nP62 -19.84 -19.35 F16B3 
let-453 V -19.75 let-437 let-431 -19.97 -19.51  
let-431 V -19.51 let-453 let-326 -19.75 -19.27  
nP62 V -19.35 egl-2 ges-1 -19.84 -18.91 F59C5 
let-326 V -19.27 let-431 unc-60 -19.51 -18.90  
cup-8 V -19.21 unc-34 unc-60 -19.96 -18.90  
seu-3 V -19.04 unc-34 lin-40 -19.96 -8.16  
ges-1 V -18.91 nP62 unc-60 -19.35 -18.90 JM#L0001 
unc-60 V -18.90 ges-1 cdc-25.2 -18.91 -18.40 C32E5 
cdc-25.2 V -18.40 unc-60 hsp-16.2 -18.90 -17.32 F16B4 
emb-29 V -18.36 unc-60 let-426 -18.90 -17.78  
let-426 V -17.78 emb-29 let-327 -18.36 -16.10  
hsp-16.2 V -17.32 cdc-25.2 tnt-4 -18.40 -16.43 Y46H3A 
dsc-2 V -17.22 unc-34 dpy-11 -19.96 0.00  
tnt-4 V -16.43 hsp-16.2 lag-2 -17.32 -10.67 T08B1 
let-327 V -16.10 let-426 let-347 -17.78 -12.04  
let-347 V -12.04 let-327 let-330 -16.10 -11.98  
let-330 V -11.98 let-347 apx-1 -12.04 -10.52  
lag-2 V -10.67 let-347 apx-1 -12.04 -10.52 T27C3 
apx-1 V -10.52 lag-2 egr-1 -10.67 -8.49 C40A5 
rad-4 V -9.45 unc-60 dpy-11 -18.90 0.00  
let-478 V -9.04 let-426 exp-2 -17.78 -0.30  
egr-1 V -8.49 apx-1 stP3 -10.52 -7.19 T27C4 
lin-40 V -8.16 apx-1 let-466 -10.52 -7.18  
stP3 V -7.19 egr-1 unc-62 -8.49 -5.21 RW#L3 
let-466 V -7.18 lin-40 let-459 -8.16 -6.19  
let-455 V -7.01 lin-40 let-344 -8.16 -5.86  
gon-7 V -6.72 lin-40 dpy-11 -8.16 0.00  
let-459 V -6.19 let-466 unc-62 -7.18 -5.21  
let-338 V -5.90 lin-40 let-344 -8.16 -5.86  
let-344 V -5.86 let-338 unc-62 -5.90 -5.21  
let-430 V -5.56 let-338 unc-62 -5.90 -5.21  
let-348 V -5.56 let-338 unc-62 -5.90 -5.21  
unc-62 V -5.21 let-430 sos-1 -5.56 -5.12 T28F12 
him-7 V -5.16  unc-46 -17.34* -2.36  
sos-1 V -5.12 unc-62 soc-1 -5.21 -4.74 T28F12 
let-342 V -4.98 let-430 let-331 -5.56 -2.89  
soc-1 V -4.74 sos-1 prx-6 -5.12 -4.48 F41F3 
let-345 V -4.61 let-430 let-331 -5.56 -2.89  
prx-6 V -4.48 soc-1 nex-4 -4.74 -4.00 F39G3 
nex-4 V -4.00 prx-6 tam-1 -4.48 -3.64 C37H5 
tam-1 V -3.64 nex-4 mlk-1 -4.00 -3.29 F26G5 
mlk-1 V -3.29 tam-1 eP74 -3.64 -2.29 K11D12 
let-331 V -2.89 let-345 unc-46 -4.61 -2.36  
let-452 V -2.73 let-345 let-443 -4.61 -0.87  
let-440 V -2.73 let-345 let-443 -4.61 -0.87  
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let-428 V -2.73 let-345 let-443 -4.61 -0.87  
let-420 V -2.73 let-345 let-443 -4.61 -0.87  
let-350 V -2.73 let-345 let-443 -4.61 -0.87  
let-419 V -2.62 let-345 unc-46 -4.61 -2.36  
unc-46 V -2.36 let-419 seu-2 -2.62 -1.99  
eP74 V -2.29 mlk-1 ccp-14A5 -3.29 -2.03 T22A6 
ccp-14A5 V -2.03 eP74 glc-3 -2.29 -1.93 F08F3 
seu-2 V -1.99 unc-46 dpy-11 -2.36 0.00  
glc-3 V -1.93 ccp-14A5 syp-2 -2.03 -1.62 ZC317 
syp-2 V -1.62 glc-3 klc-2 -1.93 -1.48 C24G6 
let-415 V -1.58 let-345 let-443 -4.61 -0.87  
klc-2 V -1.48 syp-2 mut-14 -1.62 -1.20 C18C4 
mut-14 V -1.20 klc-2 let-418 -1.48 -0.61 C14C11 
let-417 V -0.99 let-345 let-443 -4.61 -0.87  
let-443 V -0.87 let-417 let-401 -0.99 -0.75  
cup-10 V -0.84 lag-2 dpy-11 -10.67 0.00  
let-401 V -0.75 let-443 let-422 -0.87 -0.61  
let-422 V -0.61 let-401 let-418 -0.75 -0.61  
let-418 V -0.61 let-422 pcm-1 -0.61 -0.47 F26F12 
let-349 V -0.60 let-401 let-463 -0.75 -0.45  
let-421 V -0.53 let-422 let-463 -0.61 -0.45  
pcm-1 V -0.47 let-418 acy-2 -0.61 -0.46 C10F3 
acy-2 V -0.46 pcm-1 crt-1 -0.47 -0.34 C10F3 
let-463 V -0.45 let-421 let-479 -0.53 -0.38  
let-329 V -0.45 let-421 let-479 -0.53 -0.38  
evl-5 V -0.42 unc-46 dpy-11 -2.36 0.00  
let-479 V -0.38 let-463 exp-2 -0.45 -0.30  
let-462 V -0.38 let-463 exp-2 -0.45 -0.30  
let-439 V -0.38 let-463 exp-2 -0.45 -0.30  
let-429 V -0.38 let-463 exp-2 -0.45 -0.30  
crt-1 V -0.34 acy-2 exp-2 -0.46 -0.30 ZL188 
exp-2 V -0.30 crt-1 let-402 -0.34 -0.29 F12F3 
let-402 V -0.29 exp-2 let-403 -0.30 -0.18  
let-444 V -0.24 exp-2 let-403 -0.30 -0.18  
let-473 V -0.19 let-479 dpy-11 -0.38 0.00  
let-403 V -0.18 let-444 rme-1 -0.24 -0.18  
rme-1 V -0.18 let-403 gad-1 -0.18 -0.18 W06H8 
gad-1 V -0.18 rme-1 unc-83 -0.18 -0.09 F45G1 
let-476 V -0.13 let-403 adn-2 -0.18 -0.09  
unc-83 V -0.09 gad-1 adn-2 -0.18 -0.09 W01A11 
let-337 V -0.09 let-403 adn-2 -0.18 -0.09  
adn-2 V -0.09 let-337 dpy-11 -0.09 0.00  
dpy-11 V 0.00 adn-2 stP192 -0.09 0.00 T04F11 
sup-8 V 0.00   -0.37* 0.37*  
stP192 V 0.00 dpy-11 ppt-1 0.00 0.12 RW#L192 
unc-127 V 0.09 dpy-11 unc-68 0.00 0.48  
ppt-1 V 0.12 stP192 scd-2 0.00 0.13 F44C4 
scd-2 V 0.13 ppt-1 snb-1 0.12 0.13 F44C4 
snb-1 V 0.13 scd-2 egl-46 0.13 0.13 T10H9 
egl-46 V 0.13 snb-1 dbl-1 0.13 0.13 K11G9 
dbl-1 V 0.13 egl-46 spn-4 0.13 0.14 ZC421 
spn-4 V 0.14 dbl-1 spe-39 0.13 0.15 T11B11 
spe-39 V 0.15 spn-4 gpa-10 0.14 0.37 ZC404 
let-472 V 0.16 dpy-11 let-468 0.00 0.32  
let-471 V 0.16 dpy-11 let-468 0.00 0.32  
let-469 V 0.16 dpy-11 let-468 0.00 0.32  
let-410 V 0.16 dpy-11 let-468 0.00 0.32  
let-468 V 0.32 let-472 unc-70 0.16 0.48  
let-442 V 0.32 let-472 unc-70 0.16 0.48  
let-438 V 0.32 let-472 unc-70 0.16 0.48  
let-404 V 0.32 let-472 unc-70 0.16 0.48  
let-346 V 0.32 let-472 unc-70 0.16 0.48  
let-343 V 0.32 let-472 unc-70 0.16 0.48  
let-339 V 0.32 let-472 unc-70 0.16 0.48  
let-332 V 0.32 let-472 unc-70 0.16 0.48  
gpa-10 V 0.37 spe-39 odc-1 0.15 0.48 C55H1 
odc-1 V 0.48 gpa-10 unc-68 0.37 0.48 CODC1 
unc-70 V 0.48 gpa-10 unc-68 0.37 0.48 K11C4 
unc-68 V 0.48 unc-70 mec-1 0.48 0.48 M04C11 
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mec-1 V 0.48 unc-68 mdt-6 0.48 0.51 T07H8 
mdt-6 V 0.51 mec-1 odr-2 0.48 0.54 Y57E12_247 
odr-2 V 0.54 mdt-6 fat-7 0.51 0.57 VC5 
fat-7 V 0.57 odr-2 fkb-3 0.54 0.61 F10D2 
fkb-3 V 0.61 fat-7 srp-6 0.57 0.69 C05C8 
srp-6 V 0.69 fkb-3 str-31 0.61 0.76 C03G6 
let-474 V 0.71 odr-2 let-414 0.54 0.88  
let-449 V 0.71 odr-2 let-414 0.54 0.88  
let-411 V 0.71 odr-2 let-414 0.54 0.88  
str-31 V 0.76 srp-6 stP23 0.69 1.01 C54F6 
mig-6 V 0.77 unc-68 rol-3 0.48 1.26  
let-423 V 0.82 odr-2 let-414 0.54 0.88  
let-405 V 0.88 odr-2 let-414 0.54 0.88  
let-335 V 0.88 odr-2 let-414 0.54 0.88  
let-414 V 0.88 let-405 let-406 0.88 1.02  
let-408 V 0.88 let-405 let-406 0.88 1.02  
stP23 V 1.01 str-31 let-413 0.76 1.02 RW#L23 
let-413 V 1.02 stP23 let-406 1.01 1.02 F26D11 
let-406 V 1.02 let-413 oma-2 1.02 1.02 F58G4 
oma-2 V 1.02 let-406 spr-1 1.02 1.02 C09G9 
spr-1 V 1.02 oma-2 sul-2 1.02 1.09 D1014 
rad-2 V 1.09 dpy-11 unc-42 0.00 2.17  
sul-2 V 1.09 spr-1 srp-8 1.02 1.16 D1014 
let-445 V 1.10 let-406 let-456 1.02 1.18  
let-436 V 1.10 let-406 let-456 1.02 1.18  
let-424 V 1.10 let-406 let-456 1.02 1.18  
srp-8 V 1.16 sul-2 air-1 1.09 1.24 F20D6 
let-456 V 1.18 let-445 air-1 1.10 1.24  
emb-22 V 1.23 dpy-11 air-1 0.00 1.24  
air-1 V 1.24 emb-22 rol-3 1.23 1.26 K07C11 
cod-1 V 1.26 dpy-11 lin-25 0.00 4.58  
rol-3 V 1.26 air-1 sel-9 1.24 1.28 C16D9 
sel-9 V 1.28 rol-3 mom-2 1.26 1.35 W02D7 
let-464 V 1.31 rol-3 let-433 1.26 1.36  
mom-2 V 1.35 sel-9 let-434 1.28 1.35 ZK427 
let-434 V 1.35 mom-2 gpa-2 1.35 1.36 F01H8 
gpa-2 V 1.36 let-434 let-433 1.35 1.36 RP#G3/2 
srf-9 V 1.36 emb-22 let-433 1.23 1.36  
let-433 V 1.36 srf-9 let-409 1.36 1.37 F25G6 
let-409 V 1.37 let-433 sma-12 1.36 1.44  
let-416 V 1.37 let-433 sma-12 1.36 1.44  
pos-1 V 1.38 let-433 cln-3.3 1.36 1.53 F52E1 
sma-12 V 1.44 let-409 let-340 1.37 1.52  
let-340 V 1.52 sma-12 rpm-1 1.44 1.60  
let-334 V 1.52 sma-12 rpm-1 1.44 1.60  
cln-3.3 V 1.53 pos-1 glr-5 1.38 1.55 ZC190 
sog-4 V 1.53 dpy-11 unc-42 0.00 2.17  
glr-5 V 1.55 cln-3.3 rpm-1 1.53 1.60 ZC196 
rpm-1 V 1.60 glr-5 mod-1 1.55 1.75 C01B7 
let-467 V 1.63 let-433 let-407 1.36 1.89  
let-460 V 1.70 let-340 let-407 1.52 1.89  
mod-1 V 1.75 rpm-1 unc-23 1.60 1.88 C38E12 
unc-23 V 1.88 mod-1 gck-1 1.75 1.89 H14N18 
gck-1 V 1.89 unc-23 hsp-16.48 1.88 1.92 T19A5 
let-407 V 1.89 unc-23 her-1 1.88 2.09  
flr-5 V 1.90 unc-23 ceh-22 1.88 2.72  
hsp-16.48 V 1.92 gck-1 hlh-10 1.89 1.98 T27E4 
hlh-10 V 1.98 hsp-16.48 gpa-3 1.92 2.00 ZK682 
let-475 V 1.99 unc-23 her-1 1.88 2.09  
let-470 V 1.99 unc-23 her-1 1.88 2.09  
gpa-3 V 2.00 hlh-10 hum-2 1.98 2.01 PS#14A3 
hum-2 V 2.01 gpa-3 flp-6 2.00 2.03 F36D4 
flp-6 V 2.03 hum-2 mdf-1 2.01 2.05 F07D3 
let-454 V 2.04 unc-23 emb-18 1.88 2.20  
let-441 V 2.04 unc-23 emb-18 1.88 2.20  
mdf-1 V 2.05 flp-6 her-1 2.03 2.09 C50F4 
her-1 V 2.09 mdf-1 unc-42 2.05 2.17 CT#4 
let-427 V 2.10 let-475 emb-18 1.99 2.20  
ric-4 V 2.11 dpy-11  0.00 3.56*  
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mel-29 V 2.13 dpy-11 unc-42 0.00 2.17  
unc-42 V 2.17 mel-29 smg-4 2.13 2.20 F58E6 
smg-4 V 2.20 unc-42 str-2 2.17 2.20 F46B6 
str-2 V 2.20 smg-4 egl-47 2.20 2.20 C50C10 
egl-47 V 2.20 str-2 mec-9 2.20 2.20 C50H2 
mec-9 V 2.20 egl-47 emb-18 2.20 2.20 C50H2 
emb-18 V 2.20 mec-9 egl-3 2.20 2.30  
rde-1 V 2.23 mec-9 egl-3 2.20 2.30 K08H10 
unc-41 V 2.26 mec-9 egl-3 2.20 2.30  
che-12 V 2.28 unc-42 ceh-22 2.17 2.72  
egl-3 V 2.30 unc-41 akt-1 2.26 2.42 C51E3 
liv-4 V 2.41 unc-42 sma-1 2.17 3.52  
evl-1 V 2.41 unc-42 sma-1 2.17 3.52  
akt-1 V 2.42 egl-3 rop-1 2.30 2.42 C12D8 
rop-1 V 2.42 akt-1 apc-10 2.42 2.54 C12D8 
apc-10 V 2.54 rop-1 snf-10 2.42 2.55 F15H10 
snf-10 V 2.55 apc-10 egl-9 2.54 2.57 Y32F6A 
egl-9 V 2.57 snf-10 mab-23 2.55 2.57 F22E12 
mab-23 V 2.57 egl-9 sqv-4 2.57 2.71 C32C4 
spe-10 V 2.67 akt-1 ceh-22 2.42 2.72  
fer-4 V 2.71 unc-41 ceh-22 2.26 2.72  
sqv-4 V 2.71 mab-23 ceh-22 2.57 2.72 F29F11 
ceh-22 V 2.72 sqv-4 mre-11 2.71 2.75 Y33F10 
mre-11 V 2.75 ceh-22 ocr-1 2.72 2.76 ZC302 
ocr-1 V 2.76 mre-11 emo-1 2.75 2.82 F28H7 
cat-4 V 2.80 fer-4 sma-1 2.71 3.52  
cow-1 V 2.80 unc-42 sma-1 2.17 3.52  
emo-1 V 2.82 ocr-1 act-3 2.76 2.92 F32D8 
mau-6 V 2.83 dpy-11 sma-1 0.00 3.52  
mel-25 V 2.92 spe-10 daf-11 2.67 3.27  
act-3 V 2.92 emo-1 act-2 2.82 2.92 T04C12 
act-2 V 2.92 act-3 act-123 2.92 2.92 T04C12 
act-123 V 2.92 act-2 gpa-1 2.92 2.98 PGBCE2 
gpa-1 V 2.98 act-123 ima-1 2.92 3.02 PS#25A12 
ima-1 V 3.02 gpa-1 cln-3.1 2.98 3.03 T19B10 
cln-3.1 V 3.03 ima-1 gly-20 3.02 3.04 F01B10 
gly-20 V 3.04 cln-3.1 cnb-1 3.03 3.09 C03E10 
cnb-1 V 3.09 gly-20 bP1 3.04 3.11 F55C10 
bP1 V 3.11 cnb-1 deg-3 3.09 3.11 T04C12 
deg-3 V 3.11 bP1 des-2 3.11 3.11 T21D1 
des-2 V 3.11 deg-3 mig-17 3.11 3.13 K03B8 
mig-17 V 3.13 des-2 bir-1 3.11 3.23 F57B7 
srf-8 V 3.14 fer-4 sma-1 2.71 3.52  
egl-11 V 3.19   -8.86* 8.84*  
bir-1 V 3.23 mig-17 ceh-32 3.13 3.26 T27F2 
evl-12 V 3.24 unc-42 sqt-3 2.17 3.98  
sma-8 V 3.25 unc-42 sma-1 2.17 3.52  
ceh-32 V 3.26 bir-1 daf-11 3.23 3.27 W05E10 
daf-11 V 3.27 ceh-32 rhr-2 3.26 3.28 W04E7 
sel-11 V 3.28 unc-42 sma-1 2.17 3.52  
rhr-2 V 3.28 daf-11 hmp-1 3.27 3.44 B0240 
ali-1 V 3.41 dpy-11 eat-6 0.00 4.96  
hmp-1 V 3.44 rhr-2 sma-1 3.28 3.52 R13H4 
stu-17 V 3.45 dpy-11 sma-1 0.00 3.52  
sma-1 V 3.52 stu-17 osm-6 3.45 3.52 C10C2 
osm-6 V 3.52 sma-1 gcy-33 3.52 3.57 R31 
flr-2 V 3.52 daf-11 rol-4 3.27 4.27  
gcy-33 V 3.57 osm-6 pkc-1 3.52 3.58 F57F5 
pkc-1 V 3.58 gcy-33 kup-1 3.57 3.59 F10C2 
kup-1 V 3.59 pkc-1 che-11 3.58 3.67 F10C2 
che-11 V 3.67 kup-1 dpy-30 3.59 3.74 C27A7 
dpy-30 V 3.74 che-11 rnp-1 3.67 3.74 ZK863 
rnp-1 V 3.74 dpy-30 lon-3 3.74 3.74 ZK863 
lon-3 V 3.74 rnp-1 vab-8 3.74 3.77 C35G11 
vab-8 V 3.77 lon-3 myo-3 3.74 3.82 ZK836 
myo-3 V 3.82 vab-8 sqt-3 3.77 3.98 SG25/35 
sqt-3 V 3.98 myo-3 rol-4 3.82 4.27 ZC348 
stu-15 V 4.25 stu-17 rol-4 3.45 4.27  
rol-4 V 4.27 stu-15 egl-10 4.25 4.34  
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let-560 V 4.28 stu-15  4.25 5.82*  
dyf-4 V 4.31 stu-15 unc-76 4.25 7.29  
egl-10 V 4.34 rol-4 sel-1 4.27 4.46 W08H11 
sel-1 V 4.46 egl-10 gpa-8 4.34 4.56 C06C11 
cup-9 V 4.54 sma-1 unc-39 3.52 6.01  
gpa-8 V 4.56 sel-1 gpa-9 4.46 4.57 F56H9 
gpa-9 V 4.57 gpa-8 lin-25 4.56 4.58 F56H9 
lin-25 V 4.58 gpa-9 gpa-13 4.57 4.64 YSL59 
gpa-13 V 4.64 lin-25 scc-3 4.58 4.64 C15C8 
scc-3 V 4.64 gpa-13 fkb-4 4.64 4.65 F18E2 
fkb-4 V 4.65 scc-3 nid-1 4.64 4.72 ZC455 
nid-1 V 4.72 fkb-4 eif-3.K 4.65 4.75 F54F3 
eif-3.K V 4.75 nid-1 lin-46 4.72 4.75 T16G1 
lin-46 V 4.75 eif-3.K arP1 4.75 4.76 C13D5 
arP1 V 4.76 lin-46 far-5 4.75 4.79 GS#P1.1 
far-5 V 4.79 arP1 far-3 4.76 4.79 F15B9 
far-3 V 4.79 far-5 far-4 4.79 4.79 F15B9 
far-4 V 4.79 far-3 max-1 4.79 4.93 F15B9 
max-1 V 4.93 far-4 eat-6 4.79 4.96 C34B4 
eat-6 V 4.96 max-1 him-17 4.93 4.98 R07B8 
ama-2 V 4.97 stu-15 unc-76 4.25 7.29  
him-17 V 4.98 eat-6 sun-1 4.96 4.98 T09E8 
sun-1 V 4.98 him-17 odr-3 4.98 4.98 F57B1 
odr-3 V 4.98 sun-1 arP3 4.98 5.17 C34D1 
arP3 V 5.17 odr-3 mes-4 4.98 5.31 BN#CG001 
rdy-2 V 5.22 bP1  3.11 8.21*  
cat-6 V 5.30 dpy-11  0.00 17.39*  
mes-4 V 5.31 arP3 lwP6 5.17 5.32 Y29H9A 
lwP6 V 5.32 mes-4 gut-2 5.31 5.32 F52H9 
gut-2 V 5.32 lwP6 avr-15 5.32 5.46 K10B8 
avr-15 V 5.46 gut-2 cav-2 5.32 5.48 K10B8 
cav-2 V 5.48 avr-15 fmo-14 5.46 5.50 C56A3 
fmo-14 V 5.50 cav-2 ceh-24 5.48 5.60 F53F4 
ceh-24 V 5.60 fmo-14 sel-10 5.50 5.60 PD#BH911 
sel-10 V 5.60 ceh-24 end-1 5.60 5.88 F55B12 
mad-3 V 5.63 eat-6 him-5 4.96 5.98  
nrf-5 V 5.69 eat-6 ven-1 4.96 6.74  
abc-1 V 5.71 stu-17 ven-1 3.45 6.74  
end-1 V 5.88 sel-10 aip-1 5.60 5.92 K10F6 
aip-1 V 5.92 end-1 end-3 5.88 5.93 F58E10 
end-3 V 5.93 aip-1 mtl-2 5.92 5.93 F58E10 
mtl-2 V 5.93 end-3 him-5 5.93 5.98 CR#MT2 
him-5 V 5.98 mtl-2 lin-58 5.93 6.01 K02A12 
unc-39 V 6.01 him-5 unc-76 5.98 7.29  
lin-58 V 6.01 him-5 unc-76 5.98 7.29  
par-1 V 6.11 him-5 nxf-1 5.98 6.29 Y51F3 
nxf-1 V 6.29 par-1 nxf-2 6.11 6.29 C15H11 
nxf-2 V 6.29 nxf-1 egl-1 6.29 6.30 C15H11 
egl-1 V 6.30 nxf-2 bmk-1 6.29 6.36 C01G9 
bmk-1 V 6.36 egl-1 coh-3 6.30 6.37 F23B12 
coh-3 V 6.37 bmk-1 stP6 6.36 6.50 F08H9 
stP6 V 6.50 coh-3 hda-1 6.37 6.53 RW#L6 
hda-1 V 6.53 stP6 gar-3 6.50 6.57 C53A5 
gar-3 V 6.57 hda-1 daf-21 6.53 6.66 Y40H4A 
unc-65 V 6.58 dpy-11  0.00 12.47*  
ego-3 V 6.58 rol-4 unc-61 4.27 6.73  
daf-21 V 6.66 gar-3 unc-112 6.57 6.69 T10E3 
unc-112 V 6.69 daf-21 oig-3 6.66 6.73 C47E8 
oig-3 V 6.73 unc-112 unc-61 6.69 6.73 Y50E8A 
unc-61 V 6.73 oig-3 ven-1 6.73 6.74 Y50E8A 
ven-1 V 6.74 unc-61 unc-76 6.73 7.29  
ret-1 V 6.88 unc-61 hil-1 6.73 7.05 W06A7 
hil-1 V 7.05 ret-1 xbx-1 6.88 7.10 C30G7 
xbx-1 V 7.10 hil-1 sdc-3 7.05 7.19 F02D8 
sdc-3 V 7.19 xbx-1 rap-2 7.10 7.25 B0289 
sup-27 V 7.20 rol-4 unc-76 4.27 7.29  
rap-2 V 7.25 sdc-3 unc-76 7.19 7.29 C25D7 
unc-76 V 7.29 rap-2 cyb-3 7.25 8.00 C08C1 
cyb-3 V 8.00 unc-76 nhr-50 7.29 9.32 KB#6A2A 
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nhr-50 V 9.32 cyb-3 stP18 8.00 9.56 C06C6 
stP18 V 9.56 nhr-50 skr-3 9.32 9.59 RW#L18 
skr-3 V 9.59 stP18 nhr-111 9.56 9.59 F44G3 
nhr-111 V 9.59 skr-3 glc-1 9.59 9.81 F44G3 
glc-1 V 9.81 nhr-111 cpl-1 9.59 10.63 F11A5 
cpl-1 V 10.63 glc-1 pus-1 9.81 11.07 T03E6 
pus-1 V 11.07 cpl-1 rrs-1 10.63 11.12 W06H3 
rrs-1 V 11.12 pus-1 phy-3 11.07 11.16 RW2070-2 
phy-3 V 11.16 rrs-1 srp-9 11.12 11.29 T20B3 
srp-9 V 11.29 phy-3 srp-10 11.16 11.29 F09C6 
srp-10 V 11.29 srp-9 efl-1 11.29 11.44 F09C6 
efl-1 V 11.44 srp-10 fat-5 11.29 13.12 Y102A5C 
fat-5 V 13.12 efl-1 stP108 11.44 13.46 W06D12 
dpy-21 V 13.18 efl-1 stP108 11.44 13.46  
stP108 V 13.46 dpy-21 par-4 13.18 13.94 RW#L108 
par-4 V 13.94 stP108 emb-28 13.46 14.07 Y59A8B 
emb-28 V 14.07 par-4  13.94 20.22*  
slo-1 V 16.17 par-4 stP105 13.94 17.14 Y51A2D 
egl-12 V 16.27 dpy-21 unc-51 13.18 24.42  
stP105 V 17.14 slo-1 nhr-79 16.17 20.15 RW#L105 
let-551 V 17.16 dpy-21 rol-9 13.18 25.11  
unc-80 V 18.80 dpy-21 unc-51 13.18 24.42  
sup-19 V 19.49 dpy-21  13.18 25.39*  
nhr-79 V 20.15 stP105 stP128 17.14 23.02 T26H2 
sel-6 V 20.46 dpy-21 unc-51 13.18 24.42  
mal-2 V 21.17 dpy-11 rol-9 0.00 25.11  
emb-4 V 21.34 dpy-21 unc-51 13.18 24.42  
exp-3 V 21.78 dpy-21 unc-51 13.18 24.42  
stP128 V 23.02 nhr-79 daf-28 20.15 23.52 RW#L128 
daf-28 V 23.52 stP128 chk-2 23.02 23.99 Y116F11B 
chk-2 V 23.99 daf-28 unc-51 23.52 24.42 Y60A3A 
srf-4 V 24.01 par-4 unc-51 13.94 24.42  
dyf-9 V 24.22 par-4 unc-51 13.94 24.42  
unc-51 V 24.42 dyf-9 ttx-1 24.22 24.57 YO#KOPUF 
ttx-1 V 24.57 unc-51 fre-1 24.42 24.63 Y113G7A 
fre-1 V 24.63 ttx-1 fog-2 24.57 24.92 Y113G7A 
fog-2 V 24.92 fre-1 psa-1 24.63 24.94 Y113G7B 
psa-1 V 24.94 fog-2 dnj-25 24.92 25.10 Y113G7B 
stu-3 V 25.04 fog-2 rol-9 24.92 25.11  
dnj-25 V 25.10 psa-1 pha-4 24.94 25.11 W07A8 
pha-4 V 25.11 dnj-25 rol-9 25.10 25.11 F38A6 
rol-9 V 25.11 pha-4 elp-1 25.11 25.13 Y44A6 
elp-1 V 25.13 rol-9 hif-1 25.11 25.16 F38A6 
hif-1 V 25.16 elp-1 sdf-9 25.13 25.20 F38A6 
sdf-9 V 25.20 hif-1 num-1 25.16 25.28 Y44A6D 
num-1 V 25.28 sdf-9  25.20 31.42* T03D8 
che-2 X -19.76 ife-2 egl-17 -20.01 -19.75 F38G1 
egl-17 X -19.75 che-2 mrp-2 -19.76 -19.67 F38G1 
mrp-2 X -19.67 egl-17 mrp-1 -19.75 -19.65 F57C12 
mrp-1 X -19.65 mrp-2 sli-1 -19.67 -19.49 F57C12 
pha-2 X -19.61 egl-17 unc-1 -19.75 -18.75  
sli-1 X -19.49 mrp-1 aex-3 -19.65 -19.49 T18D5 
aex-3 X -19.49 sli-1 daf-3 -19.49 -19.49 C02H7 
daf-3 X -19.49 aex-3 mab-7 -19.49 -19.48 F25E2 
mab-7 X -19.48 daf-3 sel-12 -19.49 -18.90 ZC13 
unc-96 X -19.32  dpy-8 -20.35* -6.19  
sel-12 X -18.90 mab-7 stP41 -19.48 -18.89 C08A12 
stP41 X -18.89 sel-12 arr-1 -18.90 -18.88 RW#L41 
arr-1 X -18.88 stP41 ncs-1 -18.89 -18.88 F53H8 
ncs-1 X -18.88 arr-1 dgk-1 -18.88 -18.87 C44C1 
dgk-1 X -18.87 ncs-1 unc-1 -18.88 -18.75 C09E10 
unc-1 X -18.75 dgk-1 lim-6 -18.87 -18.74 C04D1 
lim-6 X -18.74 unc-1 meP4 -18.75 -18.73 K03E6 
meP4 X -18.73 lim-6 ife-4 -18.74 -18.69 C04C12 
rme-6 X -18.71 unc-1 dpy-3 -18.75 -16.99  
ife-4 X -18.69 meP4 meP3 -18.73 -18.39 C05D9 
mev-2 X -18.69 egl-17 dpy-8 -19.75 -6.19  
meP3 X -18.39 ife-4 pdk-1 -18.69 -18.36 C25G6 
pdk-1 X -18.36 meP3 meP2 -18.39 -18.17 H42K12 
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dyf-11 X -18.26 unc-1 dpy-3 -18.75 -16.99  
meP2 X -18.17 pdk-1 tts-1 -18.36 -18.06 C31C1 
tts-1 X -18.06 meP2 gpa-5 -18.17 -17.03 F09E10 
gpa-5 X -17.03 tts-1 dpy-3 -18.06 -16.99 F53B1 
dpy-3 X -16.99 gpa-5 unc-125 -17.03 -16.91 EGAP7 
unc-125 X -16.91 dpy-3 lin-32 -16.99 -16.03  
gap-1 X -16.85 dpy-3 lin-32 -16.99 -16.03 T24C12 
lin-32 X -16.03 gap-1 hum-6 -16.85 -15.82 ZC391 
hum-6 X -15.82 lin-32 gcy-31 -16.03 -15.53 T10H10 
gcy-31 X -15.53 hum-6 fox-1 -15.82 -15.47 T07D1 
fox-1 X -15.47 gcy-31 hid-1 -15.53 -14.90 F53B5 
hid-1 X -14.90 fox-1 syg-1 -15.47 -14.80 K02E10 
syg-1 X -14.80 hid-1 unc-2 -14.90 -13.77 K02E10 
unc-2 X -13.77 syg-1 kin-29 -14.80 -12.69 T02C5 
kin-29 X -12.69 unc-2 meP5 -13.77 -12.68 F58H12 
meP5 X -12.68 kin-29 osm-5 -12.69 -12.68 C54G3 
osm-5 X -12.68 meP5 ceh-30 -12.68 -12.63 Y41G9A 
ceh-30 X -12.63 osm-5 spc-1 -12.68 -12.59 C33D12 
spc-1 X -12.59 ceh-30 unc-20 -12.63 -12.17 M01F12 
unc-20 X -12.17 spc-1 fax-1 -12.59 -10.82  
aex-4 X -11.61  lin-18 -23.80* -8.88  
fax-1 X -10.82 unc-20 sul-1 -12.17 -10.67 C02A6 
sul-1 X -10.67 fax-1 cht-1 -10.82 -10.39 K09C4 
sup-12 X -10.60 unc-2 lon-2 -13.77 -6.75  
cht-1 X -10.39 sul-1 unc-78 -10.67 -10.36 C04F6 
unc-78 X -10.36 cht-1 sax-3 -10.39 -10.35 C04F6 
sax-3 X -10.35 unc-78 wrt-6 -10.36 -10.30 R06A1 
wrt-6 X -10.30 sax-3 glt-2 -10.35 -10.26 ZK377 
glt-2 X -10.26 wrt-6 stP40 -10.30 -9.93 C12D12 
stP40 X -9.93 glt-2 sax-1 -10.26 -9.88 RW#L40 
sax-1 X -9.88 stP40 mgP40 -9.93 -9.82 R11G1 
mgP40 X -9.82 sax-1 fkh-2 -9.88 -9.58 T14G12 
fkh-2 X -9.58 mgP40 mgP39 -9.82 -9.58 T14G12 
mgP39 X -9.58 fkh-2 erp-1 -9.58 -9.39 F14H9 
erp-1 X -9.39 mgP39 ceh-18 -9.58 -9.23 F35A5 
let-43 X -9.37 unc-78 lin-18 -10.36 -8.88  
ceh-18 X -9.23 erp-1 lim-4 -9.39 -9.16 JJG10 
lim-4 X -9.16 ceh-18 lin-18 -9.23 -8.88 ZC64 
lin-18 X -8.88 lim-4 let-44 -9.16 -8.60 C16B8 
let-44 X -8.60 lin-18 dpy-23 -8.88 -7.77  
syP8 X -8.11 lin-18 hpk-1 -8.88 -7.99 W01H2 
hpk-1 X -7.99 syP8 mec-18 -8.11 -7.79 F20B6 
mec-18 X -7.79 hpk-1 dpy-23 -7.99 -7.77 C52B9 
dpy-23 X -7.77 mec-18 dop-1 -7.79 -7.70 R160 
dop-1 X -7.70 dpy-23 ncr-1 -7.77 -7.52 F15A8 
ncr-1 X -7.52 dop-1 dgk-2 -7.70 -7.46 F02E8 
dgk-2 X -7.46 ncr-1 spr-3 -7.52 -7.41 F46H6 
spr-3 X -7.41 dgk-2 ham-2 -7.46 -7.29 C07A12 
ham-2 X -7.29 spr-3 dnj-14 -7.41 -6.84 C07A12 
dnj-14 X -6.84 ham-2 lon-2 -7.29 -6.75 K02G10 
lon-2 X -6.75 dnj-14 mls-2 -6.84 -6.69 F43C9 
daf-13 X -6.71   -9.66* -3.76*  
mls-2 X -6.69 lon-2 npr-1 -6.75 -6.66 C39E6 
npr-1 X -6.66 mls-2 mig-13 -6.69 -6.20 C39E6 
mig-13 X -6.20 npr-1 apl-1 -6.66 -6.19 F43C9 
apl-1 X -6.19 mig-13 dpy-8 -6.20 -6.19 NY#L14A 
dpy-8 X -6.19 apl-1 zig-6 -6.19 -6.08 C31H2 
zig-6 X -6.08 dpy-8 mtm-5 -6.19 -5.92 T03G11 
mtm-5 X -5.92 zig-6 hst-6 -6.08 -5.81 H28G03 
hst-6 X -5.81 mtm-5 jkk-1 -5.92 -5.53 Y34B4A 
exc-2 X -5.81 dpy-8 mec-2 -6.19 -4.89  
sog-5 X -5.60 lon-2 unc-18 -6.75 -1.42  
jkk-1 X -5.53 hst-6 stP156 -5.81 -5.30 F35C8 
stP156 X -5.30 jkk-1 dlg-1 -5.53 -5.19 RW#L156 
dlg-1 X -5.19 stP156 mec-2 -5.30 -4.89 C25F6 
mec-2 X -4.89 dlg-1 unc-97 -5.19 -4.88 W05G12 
unc-97 X -4.88 mec-2 egl-13 -4.89 -4.58 F14D12 
egl-13 X -4.58 unc-97 cat-1 -4.88 -4.39 T22B7 
mig-23 X -4.52 lon-2 unc-6 -6.75 -2.00  
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cat-1 X -4.39 egl-13 sym-3 -4.58 -4.38 W01C8 
sym-3 X -4.38 cat-1 hbl-1 -4.39 -4.28 C54H2 
hbl-1 X -4.28 sym-3 flp-7 -4.38 -4.15 F13D11 
flp-7 X -4.15 hbl-1 kin-2 -4.28 -3.97 F49E10 
kin-2 X -3.97 flp-7 inx-3 -4.15 -3.92 CR#LRI1 
egl-6 X -3.94 mec-2 unc-18 -4.89 -1.42  
inx-3 X -3.92 kin-2 pak-1 -3.97 -3.82 F22F4 
pak-1 X -3.82 inx-3 ggr-2 -3.92 -3.75 C09B8 
egl-14 X -3.80 mec-2 unc-18 -4.89 -1.42  
ggr-2 X -3.75 pak-1 nnt-1 -3.82 -3.66 C45B2 
nnt-1 X -3.66 ggr-2 daf-9 -3.75 -3.50 C15H9 
flu-2 X -3.65 dpy-8 unc-6 -6.19 -2.00  
daf-9 X -3.50 nnt-1 gur-2 -3.66 -3.40 T13C5 
eld-1 X -3.49 dpy-8 unc-6 -6.19 -2.00  
gur-2 X -3.40 daf-9 hsp-43 -3.50 -3.38 C14F11 
hsp-43 X -3.38 gur-2 mom-1 -3.40 -3.17 C14F11 
mom-1 X -3.17 hsp-43 sup-7 -3.38 -2.91 T07H6 
sup-7 X -2.91 mom-1 mup-2 -3.17 -2.90 SB2 
mup-2 X -2.90 sup-7 cdf-1 -2.91 -2.88 R04A4 
cdf-1 X -2.88 mup-2 stP33 -2.90 -2.87 C15B12 
stP33 X -2.87 cdf-1 cpr-6 -2.88 -2.71 RW#L33 
mab-19 X -2.84 lon-2 mec-7 -6.75 -1.37  
cpr-6 X -2.71 stP33 smf-2 -2.87 -2.54 C25B8 
cup-11 X -2.55 mup-2 unc-6 -2.90 -2.00  
smf-2 X -2.54 cpr-6 smf-1 -2.71 -2.53 K11G12 
smf-1 X -2.53 smf-2 dhs-28 -2.54 -2.37 K11G12 
unc-124 X -2.39 dpy-8 unc-10 -6.19 -1.78  
dhs-28 X -2.37 smf-1 gei-15 -2.53 -2.37 M03A8 
gei-15 X -2.37 dhs-28 odr-10 -2.37 -2.30 M03A8 
odr-10 X -2.30 gei-15 unc-6 -2.37 -2.00 C41B5 
lev-9 X -2.29 mec-2 unc-6 -4.89 -2.00  
unc-6 X -2.00 lev-9 nhx-4 -2.29 -1.99 NJ#14 
nhx-4 X -1.99 unc-6 inx-1 -2.00 -1.96 F14B8 
inx-1 X -1.96 nhx-4 hen-1 -1.99 -1.84 C16E9 
hen-1 X -1.84 inx-1 bar-1 -1.96 -1.80 C36B7 
bar-1 X -1.80 hen-1 unc-10 -1.84 -1.78 C54D1 
unc-10 X -1.78 bar-1 sur-5 -1.80 -1.78 C34H12 
sur-5 X -1.78 unc-10 sng-1 -1.78 -1.76 K03A1 
sng-1 X -1.76 sur-5 sox-2 -1.78 -1.69 T08A9 
sox-2 X -1.69 sng-1 mek-1 -1.76 -1.68 K08A8 
mek-1 X -1.68 sox-2 gly-12 -1.69 -1.67 YO#L1-1 
gly-12 X -1.67 mek-1 ceh-14 -1.68 -1.65 F48E3 
ceh-14 X -1.65 gly-12 dpy-7 -1.67 -1.64 XXF5 
dpy-7 X -1.64 ceh-14 unc-98 -1.65 -1.54 IJ#L3AT1 
unc-98 X -1.54 dpy-7 unc-18 -1.64 -1.42 F08C6 
unc-18 X -1.42 unc-98 ref-2 -1.54 -1.39 TN#pD 
ref-2 X -1.39 unc-18 deg-1 -1.42 -1.38 C47C12 
deg-1 X -1.38 ref-2 stP103 -1.39 -1.38 C47C12 
stP103 X -1.38 deg-1 mec-7 -1.38 -1.37 RW#L103 
mec-7 X -1.37 stP103 adm-4 -1.38 -1.31 NW#B4 
adm-4 X -1.31 mec-7 sek-1 -1.37 -1.25 ZK154 
sek-1 X -1.25 adm-4 cca-1 -1.31 -1.14 R03G5 
cca-1 X -1.14 sek-1 zig-4 -1.25 -0.94 C54D2 
zig-4 X -0.94 cca-1 tnt-3 -1.14 -0.90 C09C7 
tnt-3 X -0.90 zig-4 sem-5 -0.94 -0.84 C14F5 
sem-5 X -0.84 tnt-3 xol-1 -0.90 -0.73 C14F5 
xol-1 X -0.73 sem-5 dim-1 -0.84 -0.70 C37E11 
dim-1 X -0.70 xol-1 vem-1 -0.73 -0.62 C18A11 
vem-1 X -0.62 dim-1 hlh-8 -0.70 -0.55 K07E3 
hlh-8 X -0.55 vem-1 cdd-1 -0.62 -0.34 C02B8 
cdd-1 X -0.34 hlh-8 kqt-2 -0.55 -0.26 C47D2 
kqt-2 X -0.26 cdd-1 ksr-1 -0.34 -0.19 M60 
ksr-1 X -0.19 kqt-2 ced-13 -0.26 -0.18 C33E9 
ced-13 X -0.18 ksr-1 wrk-1 -0.19 -0.17 R09F10 
wrk-1 X -0.17 ced-13 ced-8 -0.18 -0.16 F41D9 
ced-8 X -0.16 wrk-1 dpy-6 -0.17 0.00 F08F1 
dpy-6 X 0.00 ced-8 mec-10 -0.16 0.00 F16F9 
mec-10 X 0.00 dpy-6 flp-5 0.00 0.08 TU#45 
stu-14 X 0.02 lon-2 egl-15 -6.75 2.85  
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flp-5 X 0.08 mec-10 tnt-2 0.00 0.31 C03G5 
sma-16 X 0.12   -5.77* 6.02*  
tnt-2 X 0.31 flp-5 unc-27 0.08 0.39 F53A9 
unc-90 X 0.35 dpy-6 unc-27 0.00 0.39  
unc-27 X 0.39 unc-90 cyp-8 0.35 0.44 ZK721 
cyp-8 X 0.44 unc-27 sup-32 0.39 0.45 D1009 
sup-32 X 0.45 cyp-8 sup-28 0.44 0.45 RW#TP13 
sup-28 X 0.45 sup-32 sup-33 0.45 0.46 TP3 
sup-33 X 0.46 sup-28 twk-18 0.45 0.47 D1073 
twk-18 X 0.47 sup-33 ajm-1 0.46 0.67 C24A3 
ajm-1 X 0.67 twk-18 gpa-12 0.47 0.91 C25A11 
gpa-12 X 0.91 ajm-1 gly-13 0.67 1.00 F18G5 
gly-13 X 1.00 gpa-12 pkc-2 0.91 1.14 B0416 
pkc-2 X 1.14 gly-13 gap-2 1.00 1.34 CR#PKC2A 
gap-2 X 1.34 pkc-2 nuc-1 1.14 1.42 ZK899 
sup-2 X 1.36   0.66* 2.87*  
eat-13 X 1.39 twk-18 unc-58 0.47 1.73  
nuc-1 X 1.42 gap-2 dyf-8 1.34 1.44 C07B5 
dyf-8 X 1.44 nuc-1 him-4 1.42 1.44 C43C3 
him-4 X 1.44 dyf-8 exc-3 1.44 1.49 F15G9 
exc-3 X 1.49 him-4 aex-2 1.44 1.50  
aex-2 X 1.50 exc-3 unc-58 1.49 1.73  
dpy-22 X 1.72 him-4 vab-15 1.44 1.73 F47A4 
vab-15 X 1.73 dpy-22 flp-3 1.72 1.73 R07B1 
flp-3 X 1.73 vab-15 unc-58 1.73 1.73 W07E11 
unc-58 X 1.73 flp-3 moc-1 1.73 1.82 T06H11 
moc-1 X 1.82 unc-58 unc-115 1.73 1.87 T06H11 
unc-115 X 1.87 moc-1 sex-1 1.82 1.88 F09B9 
sex-1 X 1.88 unc-115 mig-15 1.87 1.88 F44A6 
mig-15 X 1.88 sex-1 elt-2 1.88 2.08 ZC504 
odr-5 X 1.90 dpy-6 egl-15 0.00 2.85  
rme-4 X 1.99 unc-115 egl-15 1.87 2.85  
qid-7 X 2.00   -9.80* 13.80*  
elt-2 X 2.08 mig-15 mab-18 1.88 2.18 C33D3 
dyf-12 X 2.18 unc-115 dyf-7 1.87 2.18  
dyf-7 X 2.18 dyf-12 mab-18 2.18 2.18  
mab-18 X 2.18 dyf-7 vab-3 2.18 2.18 C33D3 
vab-3 X 2.18 mab-18 syd-2 2.18 2.24 C56D7 
dyf-6 X 2.19 dyf-7 daf-12 2.18 2.39  
dec-10 X 2.22 unc-115 egl-15 1.87 2.85  
mig-20 X 2.23 unc-27 lin-2 0.39 7.07  
syd-2 X 2.24 vab-3 nhx-5 2.18 2.28 F39F5 
nhx-5 X 2.28 syd-2 sdn-1 2.24 2.30 F57C7 
sdn-1 X 2.30 nhx-5 stP129 2.28 2.33 F57C7 
stP129 X 2.33 sdn-1 abl-1 2.30 2.33 RW#L129 
abl-1 X 2.33 stP129 daf-12 2.33 2.39 MC#191 
daf-12 X 2.39 abl-1 egl-36 2.33 2.40 DR#182 
egl-36 X 2.40 daf-12 pgp-7 2.39 2.61 R07A4 
pgp-7 X 2.61 egl-36 pgp-6 2.40 2.62 T21E8 
pgp-6 X 2.62 pgp-7 pbo-4 2.61 2.75 T21E8 
pbo-4 X 2.75 pgp-6 ver-3 2.62 2.81 K09C8 
ver-3 X 2.81 pbo-4 egl-15 2.75 2.85 F59F3 
egl-15 X 2.85 ver-3 grd-1 2.81 2.86 C43C8 
grd-1 X 2.86 egl-15 hst-2 2.85 2.86 R08B4 
hst-2 X 2.86 grd-1 inx-2 2.86 2.87 C34F6 
inx-2 X 2.87 hst-2 vhl-1 2.86 2.87 F08G12 
vhl-1 X 2.87 inx-2 pgp-3 2.87 3.09 F08G12 
pvp-1 X 2.96 lon-2  -6.75 14.88*  
pgp-3 X 3.09 vhl-1 pgp-4 2.87 3.13 PB#CPG4 
pgp-4 X 3.13 pgp-3 slo-2 3.09 3.30 PB#CPG13 
slo-2 X 3.30 pgp-4 pek-1 3.13 3.37 F08B12 
pek-1 X 3.37 slo-2 hum-4 3.30 3.45 F46C3 
hum-4 X 3.45 pek-1 lin-14 3.37 3.68 F46C3 
lin-14 X 3.68 hum-4 sdc-2 3.45 4.33 PPE4 
qid-8 X 4.00 stP129  2.33 16.23*  
sdc-2 X 4.33 lin-14 mig-2 3.68 4.34 C03B2 
mig-2 X 4.34 sdc-2 stP61 4.33 4.95 C35C5 
lin-47 X 4.64  sym-4 -7.19* 16.65  
stP61 X 4.95 mig-2 hnd-1 4.34 5.83 RW#L61 
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stu-6 X 5.04 dyf-7  2.18 11.08*  
suv-2 X 5.24 sdc-2 sma-5 4.33 7.06  
lev-8 X 5.27 lon-2  -6.75 7.87*  
eat-14 X 5.67 egl-15 ttx-3 2.85 6.74  
hnd-1 X 5.83 stP61 ttx-3 4.95 6.74 C44C10 
hid-2 X 5.89 dpy-6 unc-9 0.00 10.37  
sma-9 X 6.48 egl-15 sma-5 2.85 7.06  
ttx-3 X 6.74 hnd-1 stP72 5.83 6.76 C40H5 
stP72 X 6.76 ttx-3 mes-1 6.74 6.77 RW#L72 
mes-1 X 6.77 stP72 cab-1 6.76 6.96 C38D5 
cab-1 X 6.96 mes-1 ceh-40 6.77 7.02 C23H4 
ceh-40 X 7.02 cab-1 zig-2 6.96 7.03 W06D11 
zig-2 X 7.03 ceh-40 lin-2 7.02 7.07 F42F12 
sma-5 X 7.06 mes-1 lin-2 6.77 7.07  
lin-2 X 7.07 sma-5 odr-7 7.06 7.07 C43C10 
odr-7 X 7.07 lin-2 scd-1 7.07 7.13 B0525 
scd-1 X 7.13 odr-7 rgs-2 7.07 8.11 F45E6 
unc-128 X 7.31 sma-5  7.06 8.07*  
sma-14 X 7.88   1.98* 13.78*  
rgs-2 X 8.11 scd-1 pgp-12 7.13 8.17 F16H9 
pgp-12 X 8.17 rgs-2 pgp-13 8.11 8.21 F22E10 
pgp-13 X 8.21 pgp-12 chd-3 8.17 8.70 F22E10 
emb-15 X 8.49   2.59* 14.39*  
chd-3 X 8.70 pgp-13 gpc-1 8.21 8.85 T14G8 
gpc-1 X 8.85 chd-3 nhr-25 8.70 9.44 K02A4 
nhr-25 X 9.44 gpc-1 gpa-6 8.85 10.27 F11C1 
vac-2 X 9.65 dpy-7 unc-9 -1.64 10.37  
flu-4 X 10.15 dpy-6 unc-9 0.00 10.37  
gpa-6 X 10.27 nhr-25 unc-9 9.44 10.37 F48C11 
unc-9 X 10.37 gpa-6 stu-8 10.27 11.15 R12H7 
stu-8 X 11.15 unc-9  10.37 14.19*  
sir-2.3 X 11.46 unc-9 mxl-3 10.37 11.62 F46G10 
srf-5 X 11.60 unc-9 lin-15 10.37 22.94  
mxl-3 X 11.62 sir-2.3 fkh-4 11.46 12.35 F46G10 
fkh-4 X 12.35 mxl-3 flr-1 11.62 12.58 C29F7 
flr-1 X 12.58 fkh-4 efn-3 12.35 12.63 F02D10 
efn-3 X 12.63 flr-1 sad-1 12.58 12.68 F15A2 
sad-1 X 12.68 efn-3 cdk-4 12.63 12.69 F15A2 
cdk-4 X 12.69 sad-1 acr-12 12.68 12.69 H06A10 
acr-12 X 12.69 cdk-4 odr-1 12.69 12.70 R01E6 
odr-1 X 12.70 acr-12 unc-84 12.69 13.78 R01E6 
unc-84 X 13.78 odr-1 adm-2 12.70 14.30 F54B11 
adm-2 X 14.30 unc-84 elt-3 13.78 15.53 C04A11 
sem-1 X 14.38 unc-9 let-5 10.37 18.25  
elt-3 X 15.53 adm-2 alg-1 14.30 15.59 Y45E11 
alg-1 X 15.59 elt-3 dyc-1 15.53 16.11 F48F7 
dyc-1 X 16.11 alg-1 akt-2 15.59 16.57 C33G3 
akt-2 X 16.57 dyc-1 sym-4 16.11 16.65 R03E1 
sym-4 X 16.65 akt-2 ceh-37 16.57 16.66 R03E1 
ceh-37 X 16.66 sym-4 del-1 16.65 16.67 C37E2 
del-1 X 16.67 ceh-37 prx-1 16.66 16.68 E02H4 
prx-1 X 16.68 del-1 sel-7 16.67 16.68 C11H1 
sel-7 X 16.68 prx-1 ram-5 16.68 16.74 K04G11 
ram-5 X 16.74 sel-7 nhr-3 16.68 16.75 T24C2 
nhr-3 X 16.75 ram-5 sym-1 16.74 16.77 Y52C11 
sym-1 X 16.77 nhr-3 tap-1 16.75 17.33 C44H4 
tap-1 X 17.33 sym-1 eor-2 16.77 18.42 C44H4 
mab-27 X 18.08 unc-84 unc-3 13.78 21.34  
let-4 X 18.21 sel-7 let-5 16.68 18.25  
let-5 X 18.25 let-4 let-9 18.21 18.30  
let-9 X 18.30 let-5 dec-1 18.25 18.37  
dec-1 X 18.37 let-9 pag-3 18.30 21.59  
eor-2 X 18.42 tap-1 slt-1 17.33 19.72 C44H4 
slt-1 X 19.72 eor-2 sox-3 18.42 19.97 F40E10 
sox-3 X 19.97 slt-1 hch-1 19.72 20.07 F40E10 
hch-1 X 20.07 sox-3 tsp-8 19.97 20.55 F40E10 
tsp-8 X 20.55 hch-1 let-7 20.07 21.24 F33C8 
let-7 X 21.24 tsp-8 unc-3 20.55 21.34 C05G5 
unc-3 X 21.34 let-7 mbk-1 21.24 21.41 F42D1 



TABLE SIX:    GENES LISTED BY GENETIC MAP POSITION 
 
GENE               LG        POS            LFG            RFG            LLIM        RLIM         CLONE 
 

 35 

mbk-1 X 21.41 unc-3 flp-8 21.34 21.49 T04C10 
flp-8 X 21.49 mbk-1 daf-6 21.41 21.50 F31F6 
daf-6 X 21.50 flp-8 nad-1 21.49 21.51 F31F6 
nad-1 X 21.51 daf-6 pag-3 21.50 21.59 F31F6 
pag-3 X 21.59 nad-1 flr-4 21.51 21.82 Y37H4 
dsc-1 X 21.81 unc-3 lin-15 21.34 22.94  
let-1 X 21.82 unc-3 flr-4 21.34 21.82  
flr-4 X 21.82 let-1 unc-7 21.82 22.03 F09B12 
unc-7 X 22.03 flr-4 kin-20 21.82 22.32 C26D6 
kin-20 X 22.32 unc-7 eat-20 22.03 22.80 F46F2 
let-34 X 22.35 let-1 let-39 21.82 22.88  
syc-2 X 22.74 unc-84  13.78 34.69*  
eat-20 X 22.80 kin-20 dyn-1 22.32 22.90 H30A04 
let-12 X 22.86 let-1 let-39 21.82 22.88  
let-39 X 22.88 let-12 dyn-1 22.86 22.90  
exc-1 X 22.88 let-12 dyn-1 22.86 22.90  
let-36 X 22.88 let-12 dyn-1 22.86 22.90  
dyn-1 X 22.90 let-39 gas-1 22.88 22.92 Y53G9 
gas-1 X 22.92 dyn-1 rab-14 22.90 22.92 K09A9 
rab-14 X 22.92 gas-1 gpn-1 22.92 22.94 K09A9 
gpn-1 X 22.94 rab-14 nhr-48 22.92 22.94 F59D12 
let-40 X 22.94 let-39 let-35 22.88 23.00  
let-38 X 22.94 let-39 let-35 22.88 23.00  
let-18 X 22.94 let-39 let-35 22.88 23.00  
let-15 X 22.94 let-39 let-35 22.88 23.00  
nhr-48 X 22.94 gpn-1 lin-15 22.94 22.94 ZK662 
lin-15 X 22.94 nhr-48 mec-5 22.94 23.00 PS#74B3 
mec-5 X 23.00 lin-15 let-35 22.94 23.00 E03G2 
let-35 X 23.00 mec-5 pat-9 23.00 23.00  
let-10 X 23.00 mec-5 pat-9 23.00 23.00  
let-3 X 23.00 mec-5 pat-9 23.00 23.00  
let-11 X 23.00 mec-5 pat-9 23.00 23.00  
let-41 X 23.46 let-11 ace-1 23.00 23.92  
let-37 X 23.46 let-11 ace-1 23.00 23.92  
let-33 X 23.46 let-11 ace-1 23.00 23.92  
sgk-1 X 23.70 mec-5 mua-6 23.00 23.72 W10G6 
mua-6 X 23.72 sgk-1 sdc-1 23.70 23.77 W10G6 
sdc-1 X 23.77 mua-6 ace-1 23.72 23.92 R09G6 
let-14 X 23.90 let-11 ace-1 23.00 23.92  
ace-1 X 23.92 let-14 let-2 23.90 23.92 W09B12 
let-2 X 23.92 ace-1 eat-17 23.92 23.97 CH#1 
osm-11 X 23.94 let-14 let-6 23.90 25.90  
eat-17 X 23.97 let-2 sup-10 23.92 24.19  
osm-1 X 24.06 let-2 ser-1 23.92 24.06 EH#2 
ser-1 X 24.06 osm-1 hda-4 24.06 24.06 F59C12 
hda-4 X 24.06 ser-1 mec-4 24.06 24.06 C10E2 
mec-4 X 24.06 hda-4 stP2 24.06 24.06 T20B9 
stP2 X 24.06 mec-4 sod-3 24.06 24.08 RW#L2 
sod-3 X 24.08 stP2 vap-1 24.06 24.09 C08A9 
vap-1 X 24.09 sod-3 mlc-2 24.08 24.09 F11C7 
mlc-2 X 24.09 vap-1 mlc-1 24.09 24.13 ZK54 
mlc-1 X 24.13 mlc-2 tps-1 24.09 24.13 ZK54 
tps-1 X 24.13 mlc-1 nhr-1 24.13 24.16 ZK54 
nhr-1 X 24.16 tps-1 sup-10 24.13 24.19 BH#SRI4 
let-16 X 24.18 let-14 let-6 23.90 25.90  
sup-10 X 24.19 nhr-1 let-6 24.16 25.90 F57C11 
let-6 X 25.90 sup-10  24.19 27.37*  
 



TABLE SEVEN:  POLYMORPHISM MARKERS 
 
Marker            LG         POS             CLONE                 Marker               LG        POS            CLONE 
 
bnP1 I 18.21 BN#L7 
hP4 I 18.14 KR#84 
hP5 I 0.88 KR#H32 
hP6 I 3.81 KR#51 
hP9 I 1.64 F15C11 
mgP29 I 0.38 C08C11 
mgP49 I 5.15 C35E7 
mgP50 I 5.06 C43H8 
nP59 I -5.32 Y71F9 
nP69 I -4.58 C45E1 
nP71 I -5.27 Y54E10 
nP72 I -5.20 Y71F9 
sP1 I 1.38 KR#LS1 
stP124 I 0.45 RW#L124 
maP1 II 4.17 PAPPHB4 
stP100 II -17.88 RW#L100 
stP101 II -4.28 RW#L101 
stP196 II -12.14 RW#L196 
stP36 II 0.17 RW#L36 
stP50 II -0.99 RW#L50 
stP98 II 1.82 RW#L98 
eP6 III 0.04 C16D3 
eP64 III -26.00 W02B3 
eP7 III 1.00 C05F1 
eP81 III 21.23 B0543 
kP101 III -2.58 MJ#NEC1 
kP102 III -3.38 MJ#NEC2 
mgP21 III -0.32 MT#MF251 
stP120 III -1.40 RW#L120 
stP127 III 1.55 RW#L127 
stP17 III 20.28 RW#L17 
stP19 III -4.26 RW#L19 
eP69 IV 16.32 JF#WA38 
hP3 IV 4.38 KR#34 
sP3 IV 5.87 L120 
sP4 IV 5.33 L121 
sP5 IV 4.77 L122 
sP7 IV 3.75 L136 
stP13 IV -1.52 RW#L13 
stP44 IV 3.25 RW#L44 
stP5 IV 7.13 RW#L5 
stP51 IV 2.49 RW#L51 
arP1 V 4.76 GS#P1.1 
arP3 V 5.17 BN#CG001 
bP1 V 3.11 T04C12 
eP74 V -2.29 T22A6 
lwP6 V 5.32 F52H9 
nP61 V -19.85 R09A1 
nP62 V -19.35 F59C5 
stP105 V 17.14 RW#L105 
stP108 V 13.46 RW#L108 
stP128 V 23.02 RW#L128 
stP18 V 9.56 RW#L18 
stP192 V 0.00 RW#L192 
stP23 V 1.01 RW#L23 
stP3 V -7.19 RW#L3 
stP6 V 6.50 RW#L6 
meP2 X -18.17 C31C1 
meP3 X -18.39 C25G6 
meP4 X -18.73 C04C12 
meP5 X -12.68 C54G3 
mgP39 X -9.58 F14H9 
mgP40 X -9.82 T14G12 
stP103 X -1.38 RW#L103 
stP129 X 2.33 RW#L129 
stP156 X -5.30 RW#L156 
stP2 X 24.06 RW#L2 
stP33 X -2.87 RW#L33 

stP40 X -9.93 RW#L40 
stP41 X -18.89 RW#L41 
stP61 X 4.95 RW#L61 
stP72 X 6.76 RW#L72 
syP8 X -8.11 W01H2 

 



TABLE EIGHT:    ALTERNATIVE NAMES 
 
Other-name           Main name     Sequence                      Other-name          Main name      Sequence 
 

 1 

5-HT2CeL ser-1 F59C12.2 
5-HT2CeS ser-1 F59C12.2 
Alpha-tubulin mec-12 C44B11.3 
CE2FT-1 fut-2 EGAP9.2 
CEFT-1 fut-1 K08F8.3 
Ce-CaM-KI cmk-1 K07A9.2 
Ce-auxilin dnj-25 W07A8.3 
Ce-face-1 fce-1 C04F12.10 
Ce-face-2 fce-2 F48F5.5 
Ce-glc-7alpha gsp-1 F29F11.6 
Ce-glc-7beta gsp-2 F56C9.1 
CeCRMP/DHP-1 dhp-1 R06C7.3a 
  R06C7.3b 
CeCRMP/DHP-2 dhp-2 C47E12.8 
CeGlt-2 glt-2 C12D12.2a 
  C12D12.2b 
CeHRH-1 mog-5 EEED8.5 
CeSC35-2 rsp-5 T28D9.2a 
  T28D9.2b 
  T28D9.2c 
  T28D9.2d 
Cefgd-1 exc-5 C33D9.1a 
  C33D9.1b 
Ceglut-2 glt-2 C12D12.2a 
  C12D12.2b 
Ceinsulin-1 ins-18 T28B8.2 
Ceinsulin-2 ins-17 F56F3.6 
ChSy-S sqv-5 T24D1.1a 
  T24D1.1b 
LAG1-1 hyl-1 C09G4.1 
R-ras1 ras-1 C44C11.1a 
  C44C11.1b 
S-
adenosylhomoc
ysteine 
hydrolase, 
AHH 

dpy-14 K02F2.2 

SL2-1 sls-2.1 ZK1248.18 
SL2-2 sls-2.2 C17C3.16 
SL2-3 sls-2.3 C17C3.17 
SL2-4 sls-2.4 R12E2.16 
SL3-1 sls-2.5 B0280.14 
SL3-2 sls-2.6 W06D4.7 
SL3-3 sls-2.7 W06D4.8 
SL6-1 sls-2.10 F23B2.14 
SL6-2 sls-2.11 F23B2.15 
SL7-1 sls-2.12 F36H12.19 
SL7-2 sls-2.13 R13H9.7 
SOD4-1 sod-4 F55H2.1 
SURF-4 sft-4 C54H2.5 
ach-1 fli-1 B0523.5 
acm-1 gar-1 C15B12.5a 
  C15B12.5b 
  C15B12.5c 
acm-3 gar-3 Y40H4A.1a 
  Y40H4A.1b 
acr-1 lev-1 F09E8.7 
acr-4 des-2 T26H10.1 
adc-1 tdc-1 K01C8.3a 
  K01C8.3b 
adm-1 unc-71 Y37D8A.13 
adr-1c adr-1 H15N14.1c 
  H15N14.1d 
  H15N14.1e 
  H15N14.1f 
  H15N14.1g 
adr-1d adr-1 H15N14.1c 
  H15N14.1d 
  H15N14.1e 

  H15N14.1f 
  H15N14.1g 
adr-1e adr-1 H15N14.1c 
  H15N14.1d 
  H15N14.1e 
  H15N14.1f 
  H15N14.1g 
adr-1f adr-1 H15N14.1c 
  H15N14.1d 
  H15N14.1e 
  H15N14.1f 
  H15N14.1g 
adr-1g adr-1 H15N14.1c 
  H15N14.1d 
  H15N14.1e 
  H15N14.1f 
  H15N14.1g 
ags-3.1 ags-3 F32A6.4a 
  F32A6.4b 
  F32A6.4c 
ags-3.2 gpr-1 F22B7.13 
ags-3.3 gpr-2 C38C10.4 
akt-1a akt-1 C12D8.10a 
  C12D8.10b 
akt-1b akt-1 C12D8.10a 
  C12D8.10b 
apc-1 mat-2 W10C6.1 
apc-3 mat-1 Y110A7A.17 
apc-4 emb-30 F54C8.3 
apc-5 gfi-3 M163.4 
apc-6 emb-27 F10B5.6 
apc-8 mat-3 F10C5.1 
apm-2 dpy-23 R160.1a 
  R160.1b 
apo-1 zyg-8 Y79H2A.11 
arf-2 evl-20 F22B5.1 
arl-2 arl-5 ZK632.8 
arl-4 arc-1 ZK1320.6 
arl-5 evl-20 F22B5.1 
arm-1 amo-1 NA 
arm-2 amo-2 NA 
arm-4 amo-4 NA 
arm-5 amo-5 NA 
arm-6 amo-6 NA 
arm-7 amo-7 NA 
arm-8 amo-8 NA 
arm-9 amo-9 NA 
ask-1 nsy-1 F59A6.1 
avm-2 glc-2 F25F8.2 
avr-1 che-3 F18C12.1 
ber-1 zyg-12 NA 
bfa-1 bac-1 NA 
bgs-1 unc-70 K11C4.3a 
  K11C4.3b 
blm-1 him-6 T04A11.6 
bop-1 mom-1 T07H6.2 
bor-1 npr-1 C39E6.6 
cAGT-1 agt-1 Y62E10A.5 
cAGT-2 agt-2 F09E5.13 
caf-1 osm-3 M02B7.3a 
  M02B7.3b 
caf-2 che-3 F18C12.1 
cah-1 cas-1 F41G4.2a 
  F41G4.2b 
cat-1 ctl-2 Y54G11A.5a 
  Y54G11A.5b 
cat-2 ctl-1 Y54G11A.6 
ccd-1 div-1 R01H10.1 
ccd-2 div-2 NA 



TABLE EIGHT:    ALTERNATIVE NAMES 
 
Other-name           Main name     Sequence                      Other-name          Main name      Sequence 
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cdc-27 mat-1 Y110A7A.17 
cds-1 chk-2 Y60A3A.12 
ceb-1 nhr-6 C48D5.1 
ceh-11 egl-5 C08C3.1a 
  C08C3.1b 
  C08C3.1c 
ceh-15 lin-39 C07H6.7 
ceh-25 unc-62 T28F12.2a 
  T28F12.2b 
  T28F12.2c 
  T28F12.2d 
  T28F12.2e 
  T28F12.2f 
ceh-29 tab-1 F31E8.3 
ceh-3 pal-1 C38D4.6 
ceh-4 unc-4 F26C11.2 
ceh-42 ceh-17 D1007.1 
cem-1 sma-2 ZK370.2 
cet-1 dbl-1 T25F10.2 
cfz-1 mig-1 Y34D9B.1a 
  Y34D9B.1b 
cgk-1 egl-4 F55A8.2a 
  F55A8.2b 
  F55A8.2c 
  F55A8.2d 
chd-4 let-418 F26F12.7 
che-4 mec-1 T07H8.4a 
  T07H8.4b 
che-8 che-3 F18C12.1 
che-9 che-13 F59C6.7 
chr-3 nhr-23 C01H6.5a 
  C01H6.5b 
chs-1 chi-2 F48A11.1 
chs-2 chi-1 T25G3.2 
cip-1 ced-13 R09F10.9 
cks-1 dom-6 C09G4.3 
clb-1 let-2 F01G12.5a 
  F01G12.5b 
  F01G12.5c 
clb-2 emb-9 K04H4.1a 
  K04H4.1b 
clc-2 clh-2 B0491.8a 
  B0491.8b 
  B0491.8c 
clc-3 clh-3 E04F6.11a 
  E04F6.11b 
clp-5 tra-3 LLC1.1 
cna-1 tax-6 C02F4.2a 
  C02F4.2b 
cnr-14 sex-1 F44A6.2a 
  F44A6.2b 
cnr-3 nhr-23 C01H6.5a 
  C01H6.5b 
cnr-8 nhr-6 C48D5.1 
cnt-1 mig-1 Y34D9B.1a 
  Y34D9B.1b 
cnt-1A cnt-1 Y17G7B.15a 
  Y17G7B.15b 
cnt-1B cnt-1 Y17G7B.15a 
  Y17G7B.15b 
cnt-2a cnt-2 Y39A1A.15a 
  Y39A1A.15b 
cnt-2b cnt-2 Y39A1A.15a 
  Y39A1A.15b 
cog-2 egl-13 T22B7.1a 
  T22B7.1b 
cog-4 egl-26 C23H3.1 
coh-2 scc-1 F10G7.4 
col-1 sqt-3 F23H12.4 

col-100 dpy-9 T21D12.2 
col-134 dpy-4 Y41E3.2 
col-4 clx-1 C50F7.2 
col-6 rol-8 ZK1290.3a 
  ZK1290.3b 
coq-7 clk-1 ZC395.2 
cpb-4 fog-1 Y54E10A.4a 
  Y54E10A.4b 
crf-1 nhr-1 R09G11.2a 
  R09G11.2b 
  R09G11.2c 
  R09G11.2d 
crf-2 nhr-2 C32F10.6 
crl-1 eat-20 H30A04.1a 
  H30A04.1b 
csg-5 tim-1 Y75B8A.22 
csr-1 nhr-47 C24G6.4 
cyb-2 cyb-3 T06E6.2a 
  T06E6.2b 
cyk-5 rfl-1 F11H8.1 
cyk-6 air-2 B0207.4 
cyp-44 ccp-44 ZK177.5 
cyt-1 mev-1 T07C4.7 
daf-17 daf-16 R13H8.1a 
  R13H8.1b 
  R13H8.1c 
  R13H8.1d 
  R13H8.1e 
daf-23 age-1 B0334.8 
daf-24 daf-19 F33H1.1a 
  F33H1.1b 
dam-1 hus-1 H26D21.1 
dao-1 fkb-3 C05C8.3 
dao-7 oma-2 ZC513.6 
dao-8 fkb-5 C50F2.6a 
  C50F2.6b 
dao-9 fkb-4 ZC455.10 
dcd-1 sas-4 F10E9.8 
dec-4 itr-1 F33D4.2a 
  F33D4.2c 
  F33D4.2d 
  F33D4.2e 
  F33D4.2f 
  F33D4.2g 
dec-8 unc-43 K11E8.1a 
  K11E8.1b 
  K11E8.1c 
  K11E8.1d 
deg-2 mec-10 F16F9.5 
des-5 ric-3 T14A8.1 
dhs-10 let-767 C56G2.6 
dmo-4 cta-2 NA 
dpy-12 dpy-3 EGAP7.1 
dpy-15 sqt-3 F23H12.4 
dpy-16 dpy-13 F30B5.1 
dpy-29 sdc-3 C25D7.3 
duf-1 idf-1 NA 
dur-135 dur-1 F25H8.5a 
  F25H8.5b 
  F25H8.5c 
  F25H8.5d 
dyt-1 tor-2 Y37A1B.13 
dyt-2 tor-1 Y37A1B.12 
eat-11 gpb-2 F52A8.2 
eat-12 egl-19 C48A7.1a 
  C48A7.1b 
eat-20a eat-20 H30A04.1a 
  H30A04.1b 
eat-20b eat-20 H30A04.1a 



TABLE EIGHT:    ALTERNATIVE NAMES 
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  H30A04.1b 
efn-1 vab-2 Y37E11AR.6 
egf-2 lgx-2 NA 
egf-3 epi-1 K08C7.3a 
  K08C7.3b 
egf-4 lrp-1 F29D11.1 
egf-5 lrx-1 T04H1.6 
egl-16 sdc-1 F52E10.1 
egl-22 unc-31 ZK897.1 
egl-29 lin-29 W03C9.4 
egl-39 unc-16 ZK1098.10a 
  ZK1098.10b 
egl-41 sel-10 F55B12.3a 
  F55B12.3b 
egl-48 egl-26 C23H3.1 
ego-6 ego-1 F26A3.3 
eif-3.A egl-45 C27D11.1 
elf-1 eff-1 C26D10.5a 
  C26D10.5b 
  C26D10.5c 
  C26D10.5d 
eln-1 eft-3 F31E3.5 
eln-2 eft-4 R03G5.1a 
  R03G5.1b 
  R03G5.1c 
  R03G5.1d 
elr-1 exc-7 F35H8.5 
elt-5 egl-18 F55A8.1 
emb-33 glp-1 F02A9.6 
emb-36 ale-1 NA 
end-2 dpr-1 R10D12.2 
epi-2 pat-3 ZK1058.2 
esp-2 sek-1 R03G5.2 
esp-8 nsy-1 F59A6.1 
evl-10 cye-1 C37A2.4a 
  C37A2.4b 
evl-11 let-418 F26F12.7 
evl-22 mat-2 W10C6.1 
fer-5 fer-6 NA 
ferd-3l hlh-13 F48D6.3 
fgd-1 exc-5 C33D9.1a 
  C33D9.1b 
fkh-1 pha-4 F38A6.1 
flp-11a flp-11 K02G10.4a 
  K02G10.4b 
flp-11b flp-11 K02G10.4a 
  K02G10.4b 
flp-2a flp-2 W07E11.3a 
  W07E11.3b 
flp-2b flp-2 W07E11.3a 
  W07E11.3b 
frm-6 max-1 C34B4.1 
ftt-1 par-5 M117.2 
gbr-1 gab-1 ZC482.1 
gbr-2 avr-14 B0207.12a 
  B0207.12b 
  B0207.12c 
gbr-4 ggr-1 C09G5.1 
gbr-5 ggr-2 C45B2.4a 
  C45B2.4b 
gbr-6 ggr-3 F09C12.1 
gcp-1 cpr-1 C52E4.1 
gcy-10 odr-1 R01E6.1 
gcy-16 gcy-20 F21H7.9 
gcy-24 gcy-17 W03F11.2 
gcy-26 gcy-18 ZK896.8 
gei-19 eps-8 Y57G11C.24

a 
  Y57G11C.24

b 
  Y57G11C.24

c 
  Y57G11C.24

d 
  Y57G11C.24

e 
gei-2 mep-1 M04B2.1 
gei-20 spn-4 ZC404.8 
gei-21 nfi-1 ZK1290.4 
gei-22 aco-1 ZK455.1 
gex-1 wve-1 R06C1.3 
glc-7 gsp-1 F29F11.6 
glv-1 mek-2 Y54E10BL.6 
gon-10 hda-1 C53A5.3 
gqa-1 egl-30 M01D7.7a 
  M01D7.7b 
gst-1 gst-4 K08F4.7 
gur-1 egl-47 C50H2.2 
hda-7 hda-4 C10E2.3 
her-2 tra-1 Y47D3A.6a 
  Y47D3A.6b 
him-12 emb-26 NA 
his-17etc HIS4_clust

er 
NA 

his-1etc HIS1_clust
er 

NA 

his-5etc HIS2_clust
er 

NA 

his-9etc HIS3_clust
er 

NA 

hlh-18 hnd-1 C44C10.8 
hlh-20 sbp-1 Y47D3B.7 
hlh-22 hnd-1 C44C10.8 
hlh-23 mxl-3 F46G10.6 
hlh-24 ref-1 T01E8.2 
hlh-5 cnd-1 C34E10.7 
hlh-7 lin-32 T14F9.5 
hlh-9 lin-22 Y54G2A.1 
hmg-I-alpha hmg-11 T05A7.4 
hmg-I-beta hmg-12 Y17G7A.1 
hmt-1 haf-5 W09D6.6 
hpr-1 mrt-2 Y41C4A.14 
hsl-1 dcs-1 Y113G7A.9 
hsp-16 hsp-16.2 Y46H3A.3 
hsp-2ps hsp-2 K09C4.3 
hum-3 spe-15 F47G6.4 
ifa-2 mua-6 W10G6.3 
igf-1 ins-18 T28B8.2 
ilp-1 ins-1 F13B12.5 
imo-1 spc-1 K10B3.10 
indy-1 nad-1 F31F6.6 
indy-2 nad-2 K08E5.2a 
  K08E5.2b 
ins-1 ins-18 T28B8.2 
ins-2 ins-17 F56F3.6 
irk-4 irk-1 R03E9.4 
isx-1 fem-1 F35D6.1a 
  F35D6.1b 
isx-2 fem-2 T19C3.8 
jam-1 ajm-1 C25A11.4a 
  C25A11.4b 
  C25A11.4c 
  C25A11.4d 
kap-1 aka-1 D1022.7a 
  D1022.7b 
  D1022.7c 
khc-1 unc-116 R05D3.7 
kin-11 pkc-2 E01H11.1a 
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  E01H11.1b 
  E01H11.1c 
kin-13 pkc-1 F57F5.5 
kin-17 mek-1 K08A8.1a 
  K08A8.1b 
kin-22 src-2 F49B2.5 
kin-28 old-2 ZK938.5 
kin-7 let-23 ZK1067.1 
kin-8 cam-1 C01G6.8a 
  C01G6.8b 
klp-1 unc-104 C52E12.2a 
  C52E12.2b 
klp-14 bmk-1 F23B12.8 
klp-2 osm-3 M02B7.3a 
  M02B7.3b 
klp-5 vab-8 K12F2.2a 
  K12F2.2b 
klp-9 zen-4 M03D4.1a 
  M03D4.1b 
  M03D4.1c 
  M03D4.1d 
klq-1 kqt-1 C25B8.1a 
  C25B8.1b 
klq-2 kqt-2 M60.5 
kpc-2 egl-3 C51E3.7a 
  C51E3.7b 
kpc-3 aex-5 F32A7.6 
kpc-4 bli-4 K04F10.4a 
  K04F10.4b 
  K04F10.4c 
  K04F10.4d 
  K04F10.4e 
  K04F10.4f 
kpc-5 aex-5 F32A7.6 
kra-1 unc-68 K11C4.5 
kup-2 npp-2 T01G9.4 
lad-1 sax-7 C18F3.2 
lag-3 sel-8 C32A3.1a 
  C32A3.1b 
lan-2 unc-18 F27D9.1a 
  F27D9.1b 
  F27D9.1c 
lan-5 ric-1 NA 
lep-3 tlp-1 T23G4.1 
let-17 let-12 NA 
let-283 let-282 NA 
let-29 mix-1 M106.1 
let-328 unc-62 T28F12.2a 
  T28F12.2b 
  T28F12.2c 
  T28F12.2d 
  T28F12.2e 
  T28F12.2f 
let-333 rol-3 C16D9.2a 
  C16D9.2b 
let-341 sos-1 T28F12.3 
let-354 dhc-1 T21E12.4 
let-358 lin-6 NA 
let-412 air-1 K07C11.2 
let-425 mdt-6 Y57E12AL.5 
let-432 lin-40 NA 
let-461 lag-2 Y73C8B.4 
let-477 let-331 NA 
let-512 vps-34 B0025.1a 
  B0025.1b 
let-537 mek-2 Y54E10BL.6 
let-553 mig-14 NA 
let-603 air-2 B0207.4 
let-606 gld-2 ZC308.1a 

  ZC308.1b 
  ZC308.1c 
  ZC308.1d 
let-62 let-59 NA 
let-654 sem-3 NA 
let-708 let-764 NA 
let-74 let-64 NA 
let-740 dcr-1 K12H4.8 
let-744 let-722 NA 
let-745 let-765 NA 
let-749 let-733 NA 
let-76 unc-37 W02D3.9 
let-77 bli-4 K04F10.4a 
  K04F10.4b 
  K04F10.4c 
  K04F10.4d 
  K04F10.4e 
  K04F10.4f 
let-772 let-722 NA 
let-8 let-2 F01G12.5a 
  F01G12.5b 
  F01G12.5c 
let-94 lin-3 F36H1.4a 
  F36H1.4b 
  F36H1.4c 
let-95 let-91 NA 
lev-7 unc-63 Y110A7A.3 
lfe-1 itr-1 F33D4.2a 
  F33D4.2c 
  F33D4.2d 
  F33D4.2e 
  F33D4.2f 
  F33D4.2g 
lgx-3 epi-1 K08C7.3a 
  K08C7.3b 
lin-15a lin-15 ZK662.4 
  ZK678.1 
lin-15b lin-15 ZK662.4 
  ZK678.1 
lin-19 cul-1 D2045.6 
lin-20 vab-3 F14F3.1a 
lin-21 mab-5 C08C3.3 
lin-34 let-60 ZK792.6 
lin-41a lin-41 C12C8.3a 
  C12C8.3b 
lin-41b lin-41 C12C8.3a 
  C12C8.3b 
lin-50 egl-38 C04G2.7 
lin-51 lin-13 C03B8.4 
lin-57 hbl-1 F13D11.2 
lin-60 cdc-25.1 K06A5.7 
lpd-1 sbp-1 Y47D3B.7 
lpd-4 cco-1 F26E4.9 
lsm-2 gut-2 T10G3.6 
mab-1 smg-1 C48B6.6 
mab-11 smg-2 Y48G8AL.6 
mab-13 smg-3 Y73B6BL.18 
mab-14 smg-4 F46B6.3a 
  F46B6.3b 
mab-15 smg-5 W02D3.8 
mab-16 smg-6 NA 
mab-26 efn-4 F56A11.3 
mah-2 twk-18 C24A3.6 
mca-4 sca-1 K11D9.2a 
  K11D9.2b 
mcb-1 rpn-10 B0205.3 
mdt-7 let-49 Y54E5B.3a 
  Y54E5B.3b 
mec-13 mec-4 T01C8.7 
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mec-16 tab-1 F31E8.3 
med-6 mdt-6 Y57E12AL.5 
med-7 let-49 Y54E5B.3a 
  Y54E5B.3b 
mel-19 ooc-3 B0334.11a 
  B0334.11b 
mel-21 mex-1 W03C9.7 
mel-27 let-725 NA 
mel-6 mel-8 NA 
mgm-1 eat-3 NA 
mig-11 ceh-10 W03A3.1 
mig-16 ced-12 Y106G6E.5 
mig-3 unc-39 NA 
mig-7 daf-12 F11A1.3a 
  F11A1.3b 
  F11A1.3c 
mig-8 daf-9 T13C5.1a 
  T13C5.1b 
mir-239a mir-239.1 C34E11.5 
mir-239b mir-239.2 C34E11.6 
mms-2 uev-1 F39B2.2 
mod-1 dmo-1 NA 
mod-2 dmo-2 NA 
mod-3 dmo-3 NA 
mod-4 cta-2 NA 
mod-6 dmo-6 NA 
mod-7 dmo-7 NA 
mod-8 dmo-8 NA 
moe-1 oma-1 C09G9.6 
moe-2 oma-2 ZC513.6 
mog-6 cyp-4 F59E10.2 
mom-3 mig-14 NA 
mot-2 hsp-6 C37H5.8 
msp-24ps msp-24 NA 
msp-42ps msp-42 F26G1.8 
msp-58ps msp-58 ZK354.10 
msp-71ps msp-71 F59A6.8 
msp-72ps msp-72 NA 
msp-74ps msp-74 F09C12.7 
muc-1 cup-5 R13A5.1a 
  R13A5.1b 
  R13A5.1c 
  R13A5.1d 
myo-1 let-75 R06C7.10 
myo-4 unc-54 F11C3.3 
nas-26 toh-1 T24A11.3 
nas-34 hch-1 F40E10.1 
nas-35 toh-2 R151.5 
ncc-1 cdk-1 T05G5.3 
nhr-21a nhr-21 F21D12.1a 
  F21D12.1b 
  F21D12.1c 
  F21D12.1d 
nhr-21b nhr-21 F21D12.1a 
  F21D12.1b 
  F21D12.1c 
  F21D12.1d 
nhr-24 sex-1 F44A6.2a 
  F44A6.2b 
nhr-29 fax-1 F56E3.4 
nhx-7 pbo-4 K09C8.1 
nob-2 pal-1 C38D4.6 
nob-5 unc-62 T28F12.2a 
  T28F12.2b 
  T28F12.2c 
  T28F12.2d 
  T28F12.2e 
  T28F12.2f 
not-1 eat-4 ZK512.6 

not-3 glr-1 C06E1.4 
npc-1 ncr-1 F02E8.6 
npc-2 ncr-2 F09G8.4 
nrf-2 vhp-1 F08B1.1a 
  F08B1.1b 
  F08B1.1c 
nrf-7 tax-2 F36F2.5 
nss-2 osm-9 B0212.5 
oar-1 emo-1 F32D8.6 
odr-9 egl-4 F55A8.2a 
  F55A8.2b 
  F55A8.2c 
  F55A8.2d 
ofm-1 unc-122 F11C3.2 
opu-1 inx-1 C16E9.4a 
  C16E9.4b 
opu-10 inx-10 T18H9.5 
opu-11 inx-11 W04D2.3 
opu-12 inx-12 ZK770.3 
opu-13 inx-13 Y8G1A.2 
opu-14 inx-14 F07A5.1a 
  F07A5.1b 
opu-15 inx-15 R12E2.9 
opu-16 inx-16 R12E2.5 
opu-17 inx-17 R12E2.4a 
  R12E2.4b 
opu-18 inx-18 C18H7.2a 
  C18H7.2b 
opu-19 inx-19 T16H5.1a 
  T16H5.1b 
opu-2 inx-2 F08G12.10 
opu-20 inx-20 T23H4.1 
opu-21 inx-21 NA 
opu-3 inx-3 F22F4.2 
opu-4 inx-4 F26D11.10 
opu-5 inx-5 R09F10.4 
opu-6 inx-6 C36H8.2 
opu-7 inx-7 K02B2.4 
opu-8 inx-8 ZK792.2 
opu-9 inx-9 ZK792.3 
osm-13 ric-1 NA 
osm-2 che-3 F18C12.1 
osm-4 daf-10 NA 
pat-5 egl-19 C48A7.1a 
  C48A7.1b 
pat-8 deb-1 ZC477.9a 
  ZC477.9b 
  ZC477.9c 
pbo-2 egl-8 B0348.4a 
  B0348.4b 
pcr-55 inx-1 C16E9.4a 
  C16E9.4b 
pdk-2 pkd-2 Y73F8A.1 
pea-1 elo-1 F56H11.4 
pen-1 aph-1 VF36H2L.1 
pep-1 opt-1 C06G8.2 
pep-2 opt-2 K04E7.2 
pes-21 srp-2 C05E4.1 
pes-3 far-2 F02A9.3 
pes-6 vha-8 C17H12.14 
pex-1 ksr-2 F58D5.4a 
  F58D5.4b 
phas-1 phg-1 F27E5.4 
phm-1 unc-89 C09D1.1a 
  C09D1.1b 
  C09D1.1c 
phy-1 dpy-18 Y47D3B.10 
pic-1 pie-1 Y49E10.14 
pip-1 spn-4 ZC404.8 
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pkc-2a pkc-2 E01H11.1a 
  E01H11.1b 
  E01H11.1c 
pkc-2b pkc-2 E01H11.1a 
  E01H11.1b 
  E01H11.1c 
plc-1 plk-1 C14B9.4a 
  C14B9.4b 
pme-6ps pme-6 AC8.1 
pod-3 mat-2 W10C6.1 
pod-4 mat-3 F10C5.1 
pod-5 mat-1 Y110A7A.17 
pod-6 emb-27 F10B5.6 
pph-3 tax-6 C02F4.2a 
  C02F4.2b 
pph1-C pph-1 C05A2.1 
pph2A-c pph-2 C29E6.3 
pph2B-A tax-6 C02F4.2a 
  C02F4.2b 
pqm-132 pqm-1 F40F8.7 
pqn-1 abu-1 AC3.3 
pqn-12 gei-8 C14B9.6a 
  C14B9.6b 
  C14B9.6c 
pqn-17 sel-8 C32A3.1a 
  C32A3.1b 
pqn-23 lgx-1 C54G7.3a 
  C54G7.3b 
pqn-3 mut-16 B0379.3a 
  B0379.3b 
pqn-30 abu-2 F19G12.7 
pqn-33 abu-10 F35A5.3 
pqn-4 abu-8 C03A7.14 
pqn-50 sea-2 K10G6.3 
pqn-56 abu-9 R09F10.2 
pqn-6 abu-6 C03A7.7 
pqn-61 abu-11 T01D1.6 
pqn-69 eif-3.K T16G1.11 
pqn-7 abu-7 C03A7.8 
pqn-77 abu-5 Y105C5A.4 
pqn-86 nos-3 Y53C12B.3a 
  Y53C12B.3b 
pqn-93 brp-1 Y79H2A.1 
pra-1 rab-18 Y92C3B.3a 
  Y92C3B.3b 
prp-1 pqn-59 R119.4 
psa-6 dpy-22 F47A4.2 
psa-7 let-19 NA 
ptd-1 che-14 F56H1.1 
ptp-1 ptp-3 C09D8.1a 
  C09D8.1b 
ptp-3a ptp-3 C09D8.1a 
  C09D8.1b 
ptp-3b ptp-3 C09D8.1a 
  C09D8.1b 
ptr-7 daf-6 F31F6.5 
pvl-1 bar-1 C54D1.6 
pvl-2 mig-14 NA 
pvl-3 egl-18 F55A8.1 
qrs-3 ers-2 ZC434.5 
qrs-5 ers-1 Y41E3.4 
qrs-6 ers-3 T07A9.2 
ra-gef pxf-1 T14G10.2a 
  T14G10.2b 
rab-2 unc-108 F53F10.4 
rac-1 ced-10 C09G12.8a 
  C09G12.8b 
rad-21.1 scc-1 F10G7.4 
rad-21.2 coh-1 K08A8.3 

rad-5 clk-2 C07H6.6 
raf-1 lin-45 Y73B6A.5a 
  Y73B6A.5b 
ram-4 col-34 F36A4.10 
rap-1 rpy-1 C18H9.7 
rba-2 lin-53 K07A1.12 
rbl-3 rab-3 C18A3.6a 
  C18A3.6b 
rbp-1 hrp-1 F42A6.7a 
  F42A6.7b 
rbp-2 rbr-2 ZK593.4 
rdh-1 rad-51 Y43C5A.6a 
  Y43C5A.6b 
rhl-2 glh-1 T21G5.3 
ric-2 snt-1 F31E8.2a 
  F31E8.2b 
ric-5 ric-1 NA 
rim-1 unc-10 T10A3.1a 
  T10A3.1b 
rls-1 lin-61 R06C7.7 
rok-1 ark-1 C01C7.1 
rol-2 dpy-2 T14B4.6 
rol-5 sqt-1 B0491.2 
rol-7 dpy-10 T14B4.7a 
  T14B4.7b 
rpl-10a rpl-10 F10B5.1 
rpl-40 ubq-2 ZK1010.1 
rpl-40.1 ubq-2 ZK1010.1 
rpm-3 rpm-1 C01B7.6 
rpo-1 rpc-1 C42D4.8 
rrp-1 rap-1 C27B7.8 
rrp-2 rap-3 C08F8.7 
rtw-1 sup-5 B0523.t1 
rtw-10 sup-32 C06E2.t1 
rtw-11 sup-33 C48C5.t6 
rtw-12 sup-34 NA 
rtw-2 sup-7 C03B1.t1 
rtw-4 sup-24 Y73F8A.t2 
rtw-8 sup-28 D1073.t1 
rtw-9 sup-29 Y37E11AL.t

1 
run-1 rnt-1 B0414.2 
ryr-1 unc-68 K11C4.5 
sad-3 rpm-1 C01B7.6 
sag-1 dgk-1 C09E10.2a 
  C09E10.2b 
sag-2 eat-16 C16C2.2a 
  C16C2.2b 
sak-1 jnk-1 B0478.1a 
  B0478.1b 
sam-1 rpm-1 C01B7.6 
sar-2 ksr-1 F13B9.5 
sas-3 tbg-1 F58A4.8 
sdm-1 sod-2 F10D11.1 
sec-1 sip-1 F43D9.4 
sek-2 jkk-1 F35C8.3 
sel-3 lag-2 Y73C8B.4 
ser-1 sca-1 K11D9.2a 
  K11D9.2b 
sgg-1 gsk-3 Y18D10A.5 
sgs-1 acy-1 F17C8.1 
shw-2 egl-36 R07A4.1 
ski-1 dac-1 B0412.1a 
  B0412.1b 
slo-1 sle-1 NA 
sma-11 kin-29 F58H12.1 
sma-7 sma-1 R31.1 
smc-1 him-1 F28B3.7 
smt-3 smo-1 K12C11.2 
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sns-8 kin-29 F58H12.1 
son-1 hmg-1.2 F47D12.4a 
  F47D12.4b 
  F47D12.4c 
sop-1 dpy-22 F47A4.2 
spa-1 eat-6 B0365.3 
spd-4 dhc-1 T21E12.4 
spe-2 sqv-8 ZK1307.5 
spe-37 wee-1.3 Y53C12A.1 
spn-1 gpa-16 Y95B8A.5 
spy-1 bar-1 C54D1.6 
srg-12 srv-1 R13F6.3 
srk-1 spk-1 B0464.5a 
  B0464.5b 
  B0464.5c 
srp-1 rsp-6 C33H5.12a 
  C33H5.12b 
  C33H5.12c 
srp-2 rsp-4 EEED8.7a 
  EEED8.7b 
srp-3 rsp-5 T28D9.2a 
  T28D9.2b 
  T28D9.2c 
  T28D9.2d 
srp-4 rsp-2 W02B12.2 
srp-5 rsp-1 W02B12.3a 
  W02B12.3b 
  W02B12.3c 
stp-1 ptp-2 F59G1.5 
stu-1 lin-23 K10B2.1 
stu-4 sep-1 Y47G6A.12 
stu-7 air-2 B0207.4 
sue-1 sus-1 NA 
sum-1 sel-12 F35H12.3 
sup-20 let-2 F01G12.5a 
  F01G12.5b 
  F01G12.5c 
sup-21 sup-32 C06E2.t1 
sup-25 sel-1 F45D3.5 
sup-3 myo-3 K12F2.1 
sup-4 sup-5 B0523.t1 
sur-1 mpk-1 F43C1.2a 
  F43C1.2b 
sur-3 ksr-1 F13B9.5 
sur-8 soc-2 AC7.2a 
  AC7.2b 
suv-1 gap-1 T24C12.2 
syd-3 rpm-1 C01B7.6 
sys-2 pop-1 W10C8.2 
syt-1 snt-1 F31E8.2a 
  F31E8.2b 
tag-2 pes-7 F09C3.1 
tau-1 ptl-1 F42G9.9a 
  F42G9.9b 
  F42G9.9c 
  F42G9.9d 
tax-1 che-1 C55B7.12 
tax-3 daf-21 C47E8.5 
tax-5 che-1 C55B7.12 
tba-3 mec-12 C44B11.3 
tbb-5 ben-1 C54C6.2 
tbx-12 mab-9 T27A1.6 
tcf-1 unc-41 NA 
tcp-1 cct-1 T05C12.7 
tim-13 tin-13 DY3.1 
tim-8 tin-8 NA 
tim-9a tin-9 C06G3.11a 
  C06G3.11b 
tim-9b tin-9 C06G3.11a 

  C06G3.11b 
tkr-1 old-1 C08H9.5 
tkr-2 old-2 ZK938.5 
tmr-1 lev-1 F09E8.7 
tmr-2 unc-38 F21F3.5 
tmr-3 unc-63 Y110A7A.3 
tmr-4 unc-29 T08G11.5 
tmy-1 lev-11 Y105E8B.1a 
  Y105E8B.1b 
  Y105E8B.1c 
  Y105E8B.1d 
  Y105E8B.1e 
  Y105E8B.1f 
tnc-1 pat-10 F54C1.7 
tni-2 unc-27 ZK721.2 
tnt-1 mup-2 T22E5.5 
tpa-1a tpa-1 B0545.1a 
  B0545.1b 
tpa-1b tpa-1 B0545.1a 
  B0545.1b 
trp-3 spe-41 K01A11.4 
twk-1 twk-5 B0334.2 
twk-10 twk-32 F53C11.6 
twk-11 twk-24 F55C5.3 
twk-12 twk-14 K01D12.4 
twk-13 twk-25 M04B2.5 
twk-14 twk-3 M110.2 
twk-15 twk-13 R04F11.4 
twk-16 twk-21 T01B4.1 
twk-17 twk-22 T01B4.2 
twk-18 unc-58 T06H11.1a 
  T06H11.1b 
twk-19 twk-8 ZC410.4a 
  ZC410.4b 
twk-2 twk-18 C24A3.6 
twk-20 twk-4 ZK1067.5 
twk-21 twk-9 ZK1251.8 
twk-23 sup-9 F34D6.3 
twk-24 twk-10 K04A8.4 
twk-25 twk-3 M110.2 
twk-3 twk-26 C33D12.3 
twk-38 sup-9 F34D6.3 
twk-41 egl-23 Y37A1B.11 
twk-5 twk-6 F17C8.5 
twk-6 twk-23 F19D8.1 
twk-7 twk-1 F21C3.1 
twk-8 twk-7 F22B7.7 
twk-9 twk-12 F29F11.4 
uba-3 rfl-1 F11H8.1 
ubc-2 let-70 M7.1 
uch-1 cyk-3 ZK328.1a 
  ZK328.1b 
unc-102 unc-1 K03E6.5 
unc-106 unc-6 F41C6.1 
unc-107 vab-8 K12F2.2a 
  K12F2.2b 
unc-110 twk-18 C24A3.6 
unc-12 unc-7 R07D5.1 
unc-121 snt-1 F31E8.2a 
  F31E8.2b 
unc-19 unc-18 F27D9.1a 
  F27D9.1b 
  F27D9.1c 
unc-21 unc-29 T08G11.5 
unc-28 unc-8 R13A1.4 
unc-48 unc-26 JC8.10a 
  JC8.10b 
unc-49a unc-49 T21C12.1a 
  T21C12.1b 
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  T21C12.1c 
  T21C12.1d 
  T21C12.1e 
  T21C12.1f 
  T21C12.1g 
unc-49b unc-49 T21C12.1a 
  T21C12.1b 
  T21C12.1c 
  T21C12.1d 
  T21C12.1e 
  T21C12.1f 
  T21C12.1g 
unc-49c unc-49 T21C12.1a 
  T21C12.1b 
  T21C12.1c 
  T21C12.1d 
  T21C12.1e 
  T21C12.1f 
  T21C12.1g 
unc-56 unc-29 T08G11.5 
unc-66 unc-60 C38C3.5a 
  C38C3.5b 
  C38C3.5c 
unc-72 unc-36 C50C3.9 
unc-88 unc-59 W09C5.2 
unc-91 unc-40 T19B4.7 
unc-92 act-123 NA 
unc-99 unc-27 ZK721.2 
usp-1 duo-1 F38B7.5 
uvt-1 spp-14 K09F5.3a 
  K09F5.3b 
uvt-4 apl-1 C42D8.8a 
  C42D8.8b 
vab-20 pat-2 NA 
vab-21 ifb-1 F10C1.2a 
  F10C1.2b 
vab-4 unc-23 H14N18.1a 
  H14N18.1b 
vet-4 pes-2 F56G4.2 
vmp-1 cut-1 C47G2.1 
vmp-2 cut-2 NA 
wnt-1 cwn-1 K10B4.6a 
  K10B4.6b 
wnt-2 cwn-2 W01B6.1 
ypp-1 ptp-3 C09D8.1a 
  C09D8.1b 
zen-1 rrs-1 NA 
zpf-1 zfp-1 F54F2.2a 
  F54F2.2b 
  F54F2.2c 
zyg-14 par-1 H39E23.1a 
zyg-4 emb-7 NA 
zyg-6 emb-9 K04H4.1a 
  K04H4.1b 
 




