200 600 1,000 1,200 1,400 1,600 1,800 2,000 2,200

Control region / D-loop W— ‘ 16S rRNA

tRNA-Phe tRNA-Val
2,400 2,600 2,800 3,000 3,200 3,400 3,600 3,800 4,000 4,200 4,400 4,600
-‘pw — i .
<5
tRNA-Leu tRNA-lle  tRNA-GIn tRNA-Met
4,800 5,000 5,200 5,400 5,600 5,800 6,000 6,200 6,400 6,600 6,800 7,000

tRNA-Trp  tRNA-Ala tRNA-Asn tRNA-Cys
7,200 7,400 7,600 7,800 8,000 8,200

MD ATP8
tRNA-Ser tRNA-Asp tRNA-Lys

9,600 9,800 10,000 10,200 10,|400 10,600 10,800 11,000 11,200 11,400 11,600 11,800

tRNA-Tyr
8,400 8,800 9,000 9,200 9,400

tRNA-Gly tRNA-Arg
12,000 12,200 12,400 12,600 12,800 13,000 13,200 13,400 K 13,800 14,000 14,200

/Ay | Vs

4

tRNA-His tRNA-Ser tRNA-Leu ND6
14,400 14,600 14,800 15,000 15,200 15,400 15,600 15,800 16,000 16,200 16,400 16,569

2 Control region / D-loop

tRNA-Thr

A

tRNA-GIlu © 2009 Mannis van Oven - PhyloTree.org tRNA-Pro
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