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44. Sowers, M.R., Boehnke, M., Jannausch, M.L., Crutchfield, M., Corton, G., and Burns, T.L. 

(1992)  Familiality and partitioning the variability of femoral bone mineral density in 
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53. Spence, M.A., Bishop, D.T., Boehnke, M., Elston, R.C., Falk, C., Hodge, S.E., Ott, J., Rice, 
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Heredity 43:166-172. 

 
54. Richard, C.W. III, Boehnke, M., Berg, D.J., Lichy, J.H., Meeker, T.C., Hauser, E., Myers, 

R.M., and Cox, D.R. (1993)  A radiation hybrid map of the distal short arm of human 
chromosome 11, containing the Beckwith-Weidemann and associated embryonal tumor 
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55. Chamberlain, J.S., Boehnke, M., Frank, T.S., Kiousis, S., Xu, J., Guo, S.-W., Hauser, E.R., 

Norum, R.A., Helmbold, E.A., Markel, D.S., Keshavarzi, S.M., Jackson, C.E., Calzone, 
K., Garber, J., Collins, F.S., and Weber, B.L. (1993)  BRCA1 maps proximal to D17S579 
on chromosome 17q21 by genetic analysis.  American Journal of Human Genetics 
52:792-798. 

 
56. Biesecker, B.B., Boehnke, M., Calzone, K., Markel, D.S., Garber, J.E., Collins, F.S., and 

Weber, B.L. (1993)  Genetic counseling for families with inherited susceptibility to 
breast and ovarian cancer.  Journal of the American Medical Association 269:1970-1974. 

 
57. Abel, K.J., Boehnke, M., Prahalad, M., Ho, P., Flejter, W.L., Watkins, M., VanderStoep, J., 

Chandrasekharappa, S.C., Collins, F.S., Glover, T.W., and Weber, B.L. (1993)  A 
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E.A., Markel, D.S., Zolotor, A., McKinnon, W.C., Vanderstoep, J.L., Jackson, C.E., 
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Goddard, K.A.B., Nemens, E., White, J.A., Alonso, M.E., Taylor, T.D., Ball, M.J., Kaye, 
J., Morris, J., Chui, H., Sadovnick, A.D., Martin, G.M., Larson, E.B., Heston, L.L., Bird, 
T.D., and Schellenberg, G.D. (1994)  The apolipoprotien E/CI/CII gene cluster and late-
onset Alzheimer disease.  American Journal of Human Genetics 54:631-642. 

 
63. Lunetta, K.L., and Boehnke, M. (1994)  Multipoint radiation hybrid mapping:  comparison 

of methods, sample size requirements, and optimal study characteristics.  Genomics 
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64. Boehnke, M. (1994)  Limits of resolution of genetic linkage studies:  implications for the 
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55:379-390. 

 
65. Couch, F.J., Abel, K.J., Brody, L.C., Boehnke, M., Collins, F.S., and Weber, B.L. (1994)  

Localization of the gene for ATP citrate lyase (ACLY) distal to gastrin (GAS) and 
proximal to D17S856 on chromosome 17q12-q21.  Genomics 21:444-446. 

 
66. Oshima, J., Yu, C.-E., Boehnke, M., Weber, J.L., Edelhoff, S., Wagner, M.J., Wells, D.E., 

Wood, S., Disteche, C.M., Martin, G.M., and Schellenberg, G.D. (1994)  Integrated 
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Allan, L., Ponder, B.A.J., Peto, J., Smith, S., Stratton, M., Lenoir, G.M., Feunteun, J., 
Lynch, H., Arason, A., Barkardottir, R., Egilsson, V., Black, D.M., Kelsell, D., Spurr, N., 
Devilee, P., Cornelisse, C.J., Varsen, H., Birch, J.M., Skolnick, M., Santibanezkoref, 
M.S., Teare, D., Steel, M., Porter, D., Cohen, B.B., Carothers, A., Smyth, E.M., Weber, 
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69. Lange, K., Boehnke, M., Cox, D.R., and Lunetta, K.L. (1995)  Statistical methods for 

polyploid radiation hybrid mapping.  Genome Research 5:136-150. 
 
70. Lunetta, K.L., Boehnke, M., Lange, K., and Cox, D.R. (1995) Experimental design and error 
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73. Boehnke, M., and Hulbert-Shearon, T. (1995) Recombination fraction estimate of zero in the 

presence of apparent recombinants: effects of incomplete penetrance and sporadic cases.  
Genetic Epidemiology 12:509-513. 
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human CLP and CPO.  Genomics 34:299-303. 

 
80. Hou, Y.-C., Richards, J.E., Bingham, E.L., Pawar, H., Scott, K., Segal, M., Lunetta, K.L., 

Boehnke, M., and Sieving, P.A. (1996) Linkage study of Best’s Vitelliform Macular 
Dystrophy (VMD2) in a large North American family.  Human Heredity 46:211-220. 

 
81. Richards, J.E., Lichter, P.R., Herman, S., Hauser, E.R.,  Hou, Y.-C., Johnson, T., and 

Boehnke, M. (1996) Probable exclusion of GLC1A as a candidate glaucoma gene in a 
family with middle age onset primary open angle glaucoma. Ophthalmology 103:1035-
1040. 

 
82. Johnson, A.T., Richards, J.E., Boehnke, M., Stringham, H.M., Herman, S.B., Wong, D.J., 

and Lichter, P.R. (1996) Clinical phenotype of juvenile-onset primary open-angle 
glaucoma linked to chromosome 1q. Ophthalmology 103:808-814. 

 
83. Lunetta, K.L., Boehnke, M., Lange, K., and Cox, D.R. (1996) Selected locus and multiple 

mapping panel models for radiation hybrid mapping.  American Journal of Human 
Genetics 59:717-725. 

 
84. Stringham, H.M., and Boehnke, M. (1996) Identifying marker typing incompatibilities in 

linkage analysis.  American Journal of Human Genetics 59:946-950. 
 
85. Nichols, W.C., Antin, J.H., Lunetta, K.L., Terry, V.H., Hertel, C.E., Wheatley, M.A., Arnold, 

N.D., Siemieniak, D.R., Boehnke, M., and Ginsburg, D. (1996) Polymorphism of 
adhesion molecule CD31 is not a significant risk factor for graft-versus-host disease.  
Blood 88:4429-4434. 

 
86. Lichter, P.R., Richards, J.E., Boehnke, M., Othman, M., Cameron, B.D., Stringham, H.M., 

Downs, C.A., Lewis, S.B., and Boyd, B.F. (1996) Juvenile glaucoma linked to GLC1A in 
a Panamanian family.  Transactions of the American Ophthalmology Society 44:335-346. 

 
87. Lichter, P.R., Richards, J.E., Boehnke, M., Othman, M., Cameron, B.D., Stringham, H.M., 

Downs, C.A., Lewis, S.B., and Boyd, B.F. (1997) Juvenile glaucoma linked to the 
GLC1A gene on chromosome 1q in a Panamanian family.  American Journal of 
Ophthalmology 123:413-416. 

 
88. Ghosh, C., Karanjawala, Z., Hauser, E., Ally, D., Knapp, J., Rayman, J., Musick, A., 

Tannenbaum, J., Te, C., Shapiro, S., Eldridge, W., Musick, T., Martin, C., Smith, J., 
Carpten, J., Brownstein, M., Powell, J., Whiten, R., Chines, P., Nylund, S., Magnuson, 
V., Boehnke, M., Collins, F., and the FUSION Study Group (1997) Methods for precise 
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sizing, automated binning of alleles and reduction of error rates in large-scale genotyping 
using fluorescently-labeled dinucleotide markers.  Genome Research 7:165-178. 

 
89. Boehnke, M., and Cox, N.J. (1997) Accurate inference of relationships in sib-pair linkage 

studies.  American Journal of Human Genetics 61:423-429. 
 
90. Lichter, P.R., Richards, J.E., Downs, C.A., Stringham, H.M., Boehnke, M., and Farley, F.A.  

1997) Cosegregation of open-angle glaucoma and the nail-patella syndrome. American 
Journal Of Ophthalmology 124:506-515. 

 
91. Boehnke, M., and Langefeld, C.D. (1998) Genetic association mapping based on discordant 

sib pairs:  the discordant alleles test (DAT).  American Journal of Human Genetics 
62:950-961. 
 

92. Valle, T., Tuomilehto, J., Bergman, R.N., Ghosh, S., Hauser, E.R., Eriksson, J., Nylund, S.J., 
Kohtamäki, K., Toivanen, L., Vidgren, G., Tuomilehto-Wolf, E., Ehnholm, C., Blaschak, 
J., Langefeld, C.D., Watanabe, R.M., Magnuson, V., Ally, D.S., Hagopian, W.A., Ross, 
E., Buchanan, T.A., Collins, F., and Boehnke, M. (1998) Mapping genes for NIDDM - 
Design of the Finland-United States investigation of NIDDM genetics (FUSION) study. 
Diabetes Care 21:949-958. 

 
93. Ghosh, S., Hauser, E.R., Magnuson, V.L., Valle, T., Ally, D.S., Karanjawala, Z.E., Rayman, 

J.B., Knapp, J.I., Musick, A., Tannenbaum, J., Te, C., Eldridge, W., Shapiro, S., Musick, 
T., Martin, C., So, A., Witt, A., Blaschak-Harvan, J., Watanabe, R.M., Hagopian, W., 
Eriksson, J., Nylund, S., Kohtamäki, K., Tuomilehto-Wolf, E., Toivanen, L., Vidgren, G., 
Ehnholm, C., Bergman, R., Tuomilehto, J., Collins, F.S., and Boehnke, M. (1998) A 
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94. Othman, M.I., Sullivan, S.A., Skuta, G.L., Cockrell, D.A., Stringham, H.M., Downs, C.A., 

Fornes, A., Mick, A., Boehnke, M., Vollrath, D., and Richards, J.E. (1998) Autosomal 
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95. Richards, J.E., Ritch, R., Lichter, P.R., Rozsa, F.W., Stringham, H.M., Caronia, R.M., 
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96. Cerosaletti, K.M., Lange, E., Stringham, H.M., Weemaes, C.M., Smeets, D., Solder, B., 

Belohradsky, B.H., Taylor, A.M., Karnes, P., Elliott, A., Komatsu, K., Gatti, R.A., 
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98. Ghosh, S., Langefeld, C.D., Ally, D., Watanabe, R.M., Hauser, E.R., Magnuson, V.L., 

Nylund, S.J., Valle, T., Eriksson, J., Bergman, R.N., Tuomilehto, J., Collins, F.S., and 
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99. Ghosh, S., Watanabe, R.M., Hauser, E.R., Valle, T., Magnuson, V.L., Erdos, M.R., 
Langefeld, C.D., Balow, J., Ally, D.S., Kohtamaki, K., Chines, P., Birznieks, G., Kaleta, 
H., Musick, A., Te, C., Tannenbaum, J., Eldridge, W., Shapiro, S., Martin, C., Witt, A., 
So, A., Chang, J., Shurtleff, B., Porter, R., Kudelko, K., Unni, A., Segal, L., Sharaf, R., 
Blaschak-Harvan, J., Eriksson, J., Tenkula, T., Vidgren, G., Ehnholm, C., Tuomilehto-
Wolf, E., Hagopian, W., Buchanan, T.A., Tuomilehto, J., Bergman, R.N., Collins, F.S., 
and Boehnke, M. (1999) Type 2 diabetes:  evidence for linkage on chromosome 20 in 
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101. Watanabe, R.M., Valle, T., Hauser, E.R., Ghosh, S., Eriksson, J., Kohtamäki, K., Ehnholm, 

C., Tuomilehto, J., Collins, F.S., Bergman, R.N., and Boehnke, M. for the Finland-
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(2000) The Finland-United States Investigation of Non-Insulin-Dependent Diabetes 
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110. Douglas, J.A., Erdos, M.R., Watanabe, R.M., Braun, A., Johnston, C.L., Oeth, P., Mohlke, 
 K.L., Valle, T.T., Ehnholm, C., Buchanan, T.A., Bergman, R.N., Collins, F.S., Boehnke, 
 M., and Tuomilehto, J. (2001) The PPAR-γ2 Pro12Ala variant: association with type 2 
 diabetes and trait differences. Diabetes 50:886-890. 
 
111. Douglas, J.A., Boehnke, M., Gillanders, E., Trent, J.M., and Gruber, S.B. (2001) 
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112. Tsuang, D.W., Skol, A.D., Faraone, S.V., Bingham, S., Young, K.A., Prabhudesai, S., 

Haverstock, S.L., Mena, F., Menon, A.S., Bisset, D., Pepple, J., Sauter, F., Baldwin, C., 
Weiss, D., Collins, J., Boehnke, M., Schellenberg, G.D., and Tsuang, M.T. (2001) 
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Affairs Cooperative Study sample.  American Journal of Medical Genetics 105:662-668  
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 Human Genetics 70:487-495. 
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116. Fingerlin, T.E., Erdos, M.R., Watanabe, R.M., Wiles, K.R., Stringham, H.M., Mohlke, 
K.L.,  Silander, K., Valle, T.T., Buchanan, T.A., Tuomilehto, J., Bergman, R.N., Boehnke, M., 
 and Collins, F.S. (2002) Variation in three single nucleotide polymorphisms in the  

calpain-10 gene not associated with type 2 diabetes in a large Finnish cohort. Diabetes 
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117. Hanna, G.L., Veenstra-VanderWeele, J., Cox, N.J., Boehnke, M., Himle, J.A., Curtis, 
 G.C., Leventhal, B.L., Cook,Jr., E.H., (2002) Genome-wide linkage analysis of families 
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 Journal of Medical Genetics 114:541-552.    
 
118. Ayyagari, R., Demirci, F.Y., Liu, J.F., Bingham, E.L., Stringham, H., Kakuk, L.E., 

Boehnke, M., Gorin, M.B., Richards, J.E., and Sieving, P.A. (2002) X-linked recessive 
atrophic macular degeneration from RPGR mutation. Genomics 80:166-171. 

 
119. Faraone, S.V., Skol, A.D., Tsuang, D.W., Bingham, S., Young, K.A., Prabhudesai, S., 
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120. Skol, A.D., Young, K.A., Tsuang, D.W., Faraone, S.V., Haverstock, S.L., Bingham, S.,  

Prabhudesai, S., Mena, F., Menon, A.S., Yu, C.-E., Rundell, P., Pepple, J., Sauter, F., 
Baldwin, C., Weiss, D., Collins, J., Keith, T., Boehnke, M., Schellenberg, G.D., and 
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between NOTCH4 and schizophrenia in a large Veterans Affairs cooperative study 
sample. American Journal of Medical Genetics, in press. 

 
121. Mohlke, K.L., Erdos, M.R., Scott, L.J., Fingerlin, T.E., Jackson, A. U., Silander, K., 

Hollstein, P., Boehnke, M., and Francis S. Collins.  High-throughput screening for 
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of the National Academy of Sciences USA, in press. 

 
122. Moroi, S.E., Gokhale, P.A., Schteingart, M.T., Sugar, A., Downs, C.A., Shimizu, S., 

Krafchak, C., Fuse, N., Elner, S.G., Elner, V.M., Flint, A., Epstein, M., Boehnke, M., 
and Richards, J.E.  An unusual retrocorneal membrane on an intraocular lens in a case 
with posterior polymorphous corneal dystrophy, submitted for publication. 

 
123. Lange, E.M., and Boehnke, M. The haplotype runs test: I. The parent-parent-affected  

offspring trio design, submitted for publication. 
 
c)  Publications which have not received peer review 
 
Boehnke, M., and Lange, K. (1984)  Ascertainment and goodness of fit of variance component 

models for pedigree data, in Genetic Epidemiology of Coronary Heart Disease Past, 
Present and Future, edited by Rao, D.C., Elston, R.C., Kuller, L.H., Feinleib, M., Carter, 
C., and Havlik, R., Alan R. Liss, Inc., New York, pp. 173-192. 

 
Gatti, R.A., Boehnke, M., Crist, M., and Sparkes, R.S. (1985)  Genetic linkage studies in 

Ataxia-Telangiectasia:  Gm markers, in Ataxia-Telangiectasia:  Genetics, 
Neuropathology, and Immunology of a Degenerative Disease of Childhood, Gatti, R.A., 
ed., Alan R. Liss, Inc., New York, pp.163-172. 
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Chu, E.H.Y., Boehnke, M., and Hanash, S.M. (1987)  Application of two-dimensional 
electrophoresis to the detection of human somatic mutations at the protein level.  In 
Banbury Report 28:  Mammalian Cell Mutagenesis, Cold Spring Harbor Laboratory, 
Cold Spring Harbor, New York, pp. 203-209. 

 
Boehnke, M. (1990) (Book Review)  Multipoint mapping and linkage analysis based upon 

affected pedigree members: Genetic Analysis Workshop 6 in Progress in Clinical and 
Biological Research, edited by Elston, R.C., Spence, M.A., Hodge, S.E., and MacCluer, 
J.W. American Journal of Human Genetics 47:1031-1032. 

 
Boehnke, M. (1992) (Book Review)  Analysis of Human Genetic Linkage, Revised Edition, by 

Jηrg Ott.  American Journal of Human Genetics 51:917-918. 
 
Boehnke, M. (2000) (Book Review)  Analysis of Human Genetic Linkage, Third Edition, by 

Jηrg Ott.  American Journal of Human Genetics 66:1725. 
 
 
c)  Papers delivered at professional meetings 
 
Boehnke, M., and Lange, K.  Advances in likelihood calculation for human pedigree data.  

Refereed platform presentation:  American Society of Human Genetics, Dallas, October 
28-31, 1981.  American Journal of Human Genetics 33:134A. 

 
Boehnke, M., Lange, K., Conneally, P.M., and Goldman, D.  A model of maternal transmission 

of a factor delaying age of onset in Huntington's disease.  Refereed platform presentation:  
American Society of Human Genetics, Detroit, September 29-October 2, 1982.  
American Journal of Human Genetics 34:177A. 

 
Boehnke, M., Greenberg, D., and Lange, K.  Conditioning on probands to correct for multiple 

ascertainment.  Refereed platform presentation: American Society of Human Genetics, 
Norfolk, October 30-November 2, 1983.  American Journal of Human Genetics 35:194A. 

 
Boehnke, M., and Lange, K.  Variance components models for pedigree data: ascertainment and 

goodness of fit.  Invited presentation:  the Biometric Society ENAR meetings,  Orlando, 
Florida, March 11-14, 1984.  Biometrics 40:1185. 

 
Boehnke, M. Combinatorial problems suggested by the use of DNA restriction fragment length 

polymorphisms in human genetics.  Invited presentation: The Biometric Society ENAR 
meetings, Raleigh, North Carolina, March 24-27, 1985.  Biometrics 41:572. 

 
Boehnke, M., Sing, C.F., Moll, P.P., Weidman, W.H., and Kottke, B.A.  Partitioning the 

variability of fasting plasma glucose levels in pedigrees. Genetic and environmental 
factors.  Refereed platform presentation: Society for Epidemiologic Research, Chapel 
Hill, North Carolina, June 18-21, 1985. 

 
Boehnke, M.  Discussant for design and analysis of family studies.  American Statistical 

Association meeting, Chicago, Illinois, August 21, 1986. 
 
Boehnke, M., and Ploughman, L.M.  Estimation of the power of a proposed linkage study:  

computer programs for simulation.  Refereed poster presentation:  American Society of 
Human Genetics meeting, Philadelphia, Pennsylvania, November 4, 1986.  American 
Journal of Human Genetics 39:A148. 

 
Boehnke, M., Moll, P.P., and Young, M.R.  Sequential Sampling of Pedigrees Increases the 

Power to Detect a Major Locus in Complex Segregation Analysis.  Refereed Platform 
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Presentation:  American Society of Human Genetics meeting, San Diego, California, 
October 8, 1987.  American Journal of Human Genetics 41:A251. 

 
Boehnke, M., Moll, P.P, and Young, M.R.  Sequential sampling and statistical power in 

complex segregation analysis.  Invited presentation:  Joint Statistical Meetings, New 
Orleans, Louisiana, August 23, 1988. 

 
Boehnke, M., and Moll, P.P.  Identifying pedigrees segregating at a major locus for a 

quantitative trait:  implications for linkage studies.  Refereed poster presentation:  
American Society of Human Genetics meeting, New Orleans, Louisiana, October 12, 
1989.  American Journal of Human Genetics 43:A137.   

 
Boehnke, M., Arduino, J.M., and Omoto, K.H.  Sample size guidelines for linkage analysis of a 

dominant major locus for a quantitative trait.  Refereed poster presentation:  American 
Society of Human Genetics meeting, Baltimore, Maryland, November 11, 1989.  
American Journal of Human Genetics 45:A131 

 
Boehnke, M. and Ploughman, L.M.  Identifying influential individuals in a proposed linkage 

study.  Refereed poster presentation:  American Society of Human Genetics, Cincinnati, 
Ohio, October 16, 1990.  American Journal of Human Genetics 47:A174. 

 
Boehnke, M.  Genetic Analysis Workshop 7:  summary of the radiation hybrid mapping results.  

Invited platform presentation:  American Society of Human Genetics, Cincinnati, Ohio, 
October 16, 1990. 

 
Boehnke, M. and Lange, K.  Fine structure chromosome mapping using radiation hybrids.  
 Invited presentation:  The Biometric Society ENAR meetings, Houston, Texas, March 
25,  1991. 
 
Boehnke, M. and Lange, K.  Multipoint mapping of human chromosomes using radiation 

hybrids.  Invited platform presentation:  International Congress of Human Genetics, 
Washington, D.C., October 8, 1991. 

 
Boehnke, M.  Multipoint methods for radiation hybrid mapping.  Invited presentation:  linkage 

analysis of single gene and polygenic traits.  INSERM, Paris, France, March 30, 1992. 
 
Boehnke, M., and Lange, K.  Constructing human gene maps using radiation hybrids.  Invited 

presentation:  genetic epidemiology of cancer:  a multidisciplinary approach.  National 
Cancer Institute, Bethesda, Maryland, April 30, 1992. 

 
Boehnke, M., and Lange, K.  Multipoint analysis for radiation hybrid mapping.  Invited 

presentation:  Sigrid Juselius Foundation Symposium, Helsinki, Finland, June 3, 1992. 
 
Boehnke, M., and Lange, K.  Constructing human gene maps using radiation hybrids.  Invited 

platform presentation:  Joint Statistical Meetings, Boston, Massachusetts, August 10, 
1992. 

 
Boehnke, M.  Human gene mapping.  Invited presentation:  Gordon Conference on Quantitative 

Genetics and Biotechnology.  Ventura, California, February 17, 1993. 
 
Boehnke, M.  Limits of resolution of human linkage studies:  implications for the positional 

cloning of disease genes.  Refereed platform presentation:  American Society of Human 
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Genetics, New Orleans, Louisiana, October 9, 1993.  American Journal of Human 
Genetics 53:263. 

 
Boehnke, M.  Limits of resolution of human linkage studies.  Invited presentation:  The 

Biometric Society ENAR meetings, Cleveland, Ohio, April 11, 1994. 
 
Boehnke, M., Lange, K., and Cox, D.R.  Statistical methods for diploid and polyploid radiation 

hybrid mapping of human chromosomes.  Refereed platform presentation:  Genome 
Mapping and Sequencing Meeting, Cold Spring Harbor, New York, May 14, 1994. 

 
Boehnke, M.  Mapping and exclusion of genes for complex traits:  application to NIDDM.  

Invited presentation:  Banbury Conference on Molecular Genetics of Diabetes, Cold 
Spring Harbor, New York, December 7, 1994. 

 
Boehnke, M.  Mapping genes for complex human diseases.  Wellcome Trust Course on Human 

Gene Mapping, Oxford, United Kingdom, July 19, 1995. 
 
Boehnke, M.  Statistical methods for whole genome radiation hybrid mapping.  Meeting on 

Methods for Gene Mapping, Tarrytown, New York, November 13, 1995. 
 
Boehnke, M.  Mapping genes for complex human diseases.  Human Genome Lecture Series, 

National Center for Human Genome Research, Bethesda, Maryland, January 18, 1996. 
 
Boehnke, M.  Mapping genes for complex human diseases:  application to adult-onset diabetes.  

Meeting on New Horizons in Genetics, Farmington Hills, Michigan, May 17, 1997. 
 
Boehnke, M., and Langefeld, C.D.  Association mapping based on discordant sib pairs.  Meeting 

on Genetics of Diabetes, Ystad, Sweden, July 25, 1997. 
 
Boehnke, M.  The genetics of complex diseases.  Meeting on the Future of Diabetes Research.  

Bethesda, Maryland, September 5, 1997. 
 
Boehnke, M., and Langefeld, C.D.  A transmission/disequilibrium test that uses both affected 

and unaffected offspring.  Refereed poster presentation:  American Society of Human 
Genetics, Baltimore, Maryland, October 29, 1997.  American Journal of Human Genetics 
61:1564. 

 
Boehnke, M., Langfeld, C.D., Pericak-Vance, M.A., Saunders, A.M.  Family-based tests for 

association using discordant sib pairs.  The Biometric Society, ENAR meetings, 
Pittsburgh, Pennsylvania, March 29, 1998. 

 
Boehnke, M.  Linkage disequilibrium and human gene mapping.  American Diabetes 

Association meeting on the Genetics of Diabetes, San Jose, California, October 19, 1999. 
 
Boehnke, M.  New developments in statistical methods for human gene mapping.  US-Japan 

Symposium in the Cardiovascular Area, Honolulu, Hawaii, January 9, 2001. 
 
 
CURRENT SPONSORED RESEARCH 

 
"Design and Analysis of Human Gene Mapping Studies", National Human Genome 

Research Institute R01 HG00376, 9/1/98 - 8/31/2001, 50% effort, P.I. Michael 
Boehnke $418,108. 
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"Institutional Training Grant in Genomic Science", National Human Genome Research 
Institute, T32 HG00040, 7/1/00 - 6/30/2005, 5% effort, P.I. Michael Boehnke 
$1,932,942. 

 
“Mapping Genes for Non-Insulin Dependent Diabetes Mellitus”, National Human 

Genome Research Institute, 04/01/01-09/30/03, 30% effort , P.I. Michael 
Boehnke $2,754,131. 

 
“Consortium Linkage Studies of Type 2 Diabetes”, National Institute of Diabetes, 

Digestive, and Kidney Diseases, U01 DK 58026, 6/1/99 – 5/31/04, 5% effort, P.I. 
Nancy Cox, University of Chicago. 

 
"Molecular Genetics of Primary Open-Angle Glaucoma", National Eye Institute, 

EY11671, 12/1/97 - 11/30/2002, 10% effort, P.I. Julia Richards. 
 

“Mental Illness Research, Education, and Clinical Center (MIRECC)”, United States 
Department of Veterans Affairs, 10/1/99 – 9/30/01, 10% effort, P.I. Murray 
Raskind, University of Washington. 

 
“Molecular Epidemiology of Colorectal Cancer”, National Cancer Institute, CA 81488, 

01/01/99-12/31/04, 0% effort, P.I. Stephen Gruber. 
 
“Software for Integrated Linkage and Association Analysis”, National Institute of Mental 

Health, R01 MH59528, 04/01/00 – 03/31/03, 5% effort, P.I. Elizabeth Hauser, 
Duke University. 

 
 

PREVIOUSLY SPONSORED RESEARCH 
 
"Linkage Studies in Neurofibromatosis", NIH NS23410, 4/1/86 - 3/31/89, 15% effort, 

P.I. Robert Erickson. 
 
"Comparison of Fixed and Sequential Sampling for Family Studies", Rackham Faculty 

Research Grant, 1/5/87 - 12/31/87, 0% faculty effort, 35% GSRA effort, P.I. 
Michael Boehnke, $9,927. 

 
"Alzheimer Disease Research Center", subcontract from the University of Washington, 

Seattle, Michigan P.I. Michael Boehnke, 5/1/87 - 12/31/87, 20% effort. 
 
"Michigan Diabetes Research and Training Center", 9/1/87 - 8/31/89, 10% effort, P.I. 

Douglas Greene. 
 
"Program Project: The Study of Human Mutation", NIH CA26803, 12/1/87 - 11/30/90, 

10% effort, P.I. Samir Hanash. 
 
"Design Issues in Genetic Linkage and Segregation Studies", NIH R29 HG00376, 

9/28/88 - 8/31/93, 50% effort, P.I. Michael Boehnke $349,752. 
 
"Macular Genetic Studies of Human X-Chromosomal Retinal Dystrophies", Retinitis 

Pigmentosa Foundation, 10/1/88 - 6/30/91, 5% effort, P.I. Paul Sieving. 
 
"The Effects of Bilineal Pedigrees in Linkage Analysis", MacArthur Foundation, 3/1/90 - 

2/28/91, P.I. Michael Boehnke $11,369. 
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"Two-Trait Locus Models for Linkage Analysis of Complex Traits", MacArthur 
Foundation, 5/1/91 - 12/31/91, 0% effort, P.I. Michael Boehnke $7,024. 

 
"Efficient Use of Two-Trait Linkage Analysis", MacArthur Foundation, 6/1/92 - 5/31/93, 

0% effort, P.I. Michael Boehnke $12,800. 
 
"Linkage Studies in Neurofibromatosis", NIH R01 NS23410, 4/1/89 - 3/31/94, 5% effort, 

P.I. Francis Collins. 
 

"Genomic Technology and Genetic Disease", Statistical Genetics Core, 9/30/90 - 
7/31/95, 15% effort, P.I. (Core) Michael Boehnke, P.I. (Center) Francis Collins 
and Miriam Meisler. 

 
"Retinitis Pigmentosa Research Center", National Retinitis Pigmentosa Foundation, 

7/1/91 - 6/30/94, 5% effort. 
 
"Molecular Genetics of Juvenile Onset Glaucoma", National Eye Institute, R01 

EY09580, 9/30/92 - 9/29/95, 10% effort, P.I. Julia Richards. 
 
"Mapping Genes for Type 2 Diabetes", supplement to "Genomic Technology and Genetic 

Disease", NIH, NCHGR P30 HG00209, 6/1/94-7/31/95, 15% effort, P.I. 
(Supplement) Michael Boehnke, P.I. (Center) Miriam Meisler $111,415. 

 
"Design and Analysis of Human Gene Mapping Studies", National Human Genome 

Research Institute R01 HG00376, supplement, 9/1/95 - 8/31/98, 15% effort, P.I. 
Michael Boehnke $310,535. 

 
"FUSION:  Statistical Analysis and Database Support", National Human Genome 

Research Institute, 5/1/97 - 8/31/98, 0% effort, P.I. Michael Boehnke, $139,306. 
 

"Public Health Genetics:  An Education Model", National Human Genome Research 
Institute, HG01511, 12/09/96 - 11/30/99, 5% effort (no salary), P.I. Susan 
Caumartin. 

 
"FUSION:  Statistical Analysis and Database Support", National Human Genome 

Research Institute, 10/1/98 - 9/30/99, 15% effort, P.I. Michael Boehnke, 
$286,984. 

 
"Isolation of the Gene(s) for Ataxia-Telangiectasia", National Cancer Institute, R01 

CA57569, 4/1/97 - 3/31/2000, 2% effort, P.I. Patrick Concannon, Virginia Mason 
Research Center. 

 
"Institutional Training Grant in Genomic Science", National Human Genome Research 

Institute, T32 HG00040, 7/1/95 - 6/30/2000, 5% effort (no salary), P.I. Michael 
Boehnke $1,163,746. 

 
“FUSION:  Statistical Analysis and Database Support”, National Human Genome 

Research Institute, 5/1/97 - 12/31/2000, 15% effort, P.I. Michael Boehnke 
$282,321. 

 
"Molecular Genetics of Juvenile Onset Glaucoma", National Eye Institute, R01 

EY09580, 12/8/95 - 11/30/2000, 10% effort, P.I. Julia Richards. 
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TEACHING 
 

Introduction to Biostatistics:  1984, 1985, 1986, 1987, 1988, 1989, 1990, 1991, 1992, 
1995, 1997, 2000.  Textbook:  W. Mendenhall, R.J. Beaver, and B.M. Beaver, 
Introduction to Probability and Statistics, 10th ed. 
 
Foundations of Biostatistical Inference:  1984, 1985, 1986  
Textbook:  B. Lindgren, Statistical Theory, 3rd ed. 
 
Statistical Models and Numerical Methods in Human Genetics:  1985, 1987, 1989, 1991, 
1993, 1995, 1997, 1999. 
 
Introduction to Applied Stochastic Processes:  1986 
Textbook:  H.M. Taylor and S. Karlin, Introduction to Stochastic Modeling. 
 
Introduction to Mathematical Modeling in Clinical Research:  1986, 1988 
 
Statistical Computer Packages:  1987 
 
Readings in Statistical Human Genetics:  1992, 1996, 1997, 1998, 2000. 
 
Advanced Topics in Genetic Modeling:  1999, 2003 

 Textbook:  K. Lange, Mathematical and Statistical Models for Genetic Analysis. 
 
 
DOCTORAL COMMITTEE SERVICE 
 

Daniel J. Odenheimer, Department of Epidemiology, 1985.  "An Evaluation of the 
Validity of Complex Segregation Analysis in Identifying an Individual's Genotype at a 
Major Locus." 
 
Ann R. G. Schwartz, Department of Epidemiology, 1986.  "A New Method for Detecting 
Familial Heterogeneity of Cancer Risk: A Population-Based Study in Metropolitan 
Detroit." 
 
Lynn M. Ploughman, Department of Biostatistics, 1990.  Chair.  "Linkage Analysis: 
Power Estimation and Comparison of Methods." 
 
Mark Graves, Department of Electrical Engineering and Computer Science, 1994.  
"Theories and Tools for Designing Application-Specific Knowledge Base Data Models." 
 
Nicholas Schork, Department of Epidemiology, 1994.  Co-Chair.  "Advances in the 
Genetic-Epidemiologic Analysis of Complex Phenotypes." 
 
Kim Papenberg, Department of Human Genetics, 1995.  “Hereditary Hemorrhagic 
Telangiectasia: From Linkage to Mutation Analysis." 
 
Kathryn Lunetta, Department of Biostatistics, 1996.  Chair.  "Models and Experimental 
Design for Radiation Hybrid Mapping." 
 
Benjamin Rybicki, Department of Epidemiology, 1997.  "Genetic Epidemiology of 
Sarcoidosis." 
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Elizabeth Hauser, Department of Biostatistics, 1998.  Chair.  "Methods for Linkage 
Analysis of Complex Genetic Disease." 
 
Ruzong Fan, Department of Biostatistics, 1998.  "Mathematical and Statistical Models 
for Mutant Genes in Nonstationary Populations." 
 
George J. Papanicolaou, Department of Human Genetics, 1999.   “Genotypic and 
Phenotypic Analysis of Malignant Melanoma: Analysis of Gene Expression Patterns”. 
 
Carl Langefeld, Department of Biostatistics, 1999.  Chair.  “The Application of Statistical 
Methods for Highly Stratified Data to Linkage and Association Analysis of Complex 
Genetic Traits.” 
 
Heather Stringham, Department of Biostatistics, 2000.  Chair.  “Bayesian Solutions to 
Problems of Uncertainty in Genetic Data.” 
 
Leslie Lange, Department of Epidemiology, 2000. “Identification and Analysis of 
Candidate Genes for Coronary Artery Calcification.” 
 
Anne V. Jackson, Department of Human Genetics, 2000. “A Mouse Model System for 
Quantitative Genetics of Age-Sensitive Traits.” 
 
Ethan M. Lange, Department of Biostatistics, 2001.  Chair.  “Methods for Mapping 
Disease Susceptibility Genes Using Allele-Sharing Statistics.” 
 
Julie A. Douglas, Department of Biostatistics, 2001.  Chair.  “Methods for Resolving 
Genotype and Haplotype Ambiguity in Human Genetic Data.” 
 
Mohammad Khoshnevisan, Department of Epidemiology, 2001.  “Selected Genetic and 
Environmental Risk Factors in the Ecology of Human Oral Clefting.” 
 
Michael P. Epstein, Department of Biostatistics, 2002.  Co-Chair.  “Statistical Methods in 
Gene Mapping of Familial Traits.” 
 
Chun Li, Department of Biostatistics, 2003.  Chair.  “Association Methods for Mapping 
Genes for Complex Diseases.” 
 
Tasha Fingerlin, Department of Epidemiology, Co-Chair. 
 
Andrew Skol, Department of Biostatistics, Chair. 
 
Mingyao Li, Department of Biostatistics, Chair. 
 
Cathy Bock, Department of Epidemiology. 
 
Albert Levin, Department of Epidemiology. 
 
Bethany Niell, Department of Epidemiology. 
 
Laura Rozek, Department of Epidemiology. 
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OTHER STUDENT RESEARCH SUPERVISION 
 

Kirk Tarlo, Department of Environmental and Industrial Health 
Martin Young, Department of Biostatistics 
Jane Olson, Department of Biostatistics 
Jennifer Kwon, Department of Epidemiology 
Jill VanderStoep, Department of Biostatistics 
Justine Uro, Department of Biostatistics 
Tempie Hulbert-Shearon, Department of Biostatistics 

 
 
PROFESSIONAL SERVICE 
 
Associate Editor: 

American Journal of Human Genetics 1989-1991 
Human Heredity 1992-present 
Journal of the American Statistical Association 1993-present 

 
Editorial Advisory Board: 

Genome Research 1995-1999 
Genetic Epidemiology 1997-present 

 
Referee for: 

American Journal of Human Genetics 
Annals of Statistics 
Annals of Thoracic Surgery 
Bioinformatics 
Biological Psychiatry 
Biometrics 
Cell 
Cephalalgia 
Communications in Statistics 
Diabetes 
Diabetologia 
Genetic Epidemiology 
Genetics 
Genome Research 
Genomics 
Human Genetics 
Human Heredity 
Human Molecular Genetics 
Journal of Clinical Endocrinology and Metabolsim 
Journal of Clinical Investigation 
Journal of Heredity 
Journal of the American Statistical Association 
Molecular Biology and Evolution 
Molecular Medicine 
Nature 
Nature Genetics 
Nature Medicine 
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Proceedings of the National Academy of Sciences 
Science 
Theoretical and Applied Genetics 

 
 
Grant Review 
 

Member, Mammalian Genetics Study Section, 1994 - 1997. 
 
Member, Center for Inherited Disease Research (CIDR) Access Committee, 1997 – 2002. 
 
Member, NIGMS Human Mutant Cell Repository Advisory Committee, 1998 - 2001. 
 

Other: 
 

Co-Organizer (with Nancy Cox) of International Type 2 Diabetes Linkage Analysis 
Consortium.  Chair, Steering Committee.  Member, Analysis and Mapping Committee.  
September 1997 - present. 


