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Boehnke, M., Arduino, J.M., and Omoto, K.H. Sample size guidelines for linkage analysis of a
dominant major locus for a quantitative trait. Refereed poster presentation: American
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Research Institute RO1 HG00376, 9/1/98 - 8/31/2001, 50% effort, P.I. Michael
Boehnke $418,108.
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"Institutional Training Grant in Genomic Science", National Human Genome Research
Institute, T32 HG00040, 7/1/00 - 6/30/2005, 5% effort, P.I. Michael Boehnke
$1,932,942.

“Mapping Genes for Non-Insulin Dependent Diabetes Mellitus”, National Human
Genome Research Institute, 04/01/01-09/30/03, 30% effort , P.I. Michael
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"Molecular Genetics of Primary Open-Angle Glaucoma", National Eye Institute,
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“Mental Illness Research, Education, and Clinical Center (MIRECC)”, United States
Department of Veterans Affairs, 10/1/99 — 9/30/01, 10% effort, P.I. Murray
Raskind, University of Washington.

“Molecular Epidemiology of Colorectal Cancer”, National Cancer Institute, CA 81488,
01/01/99-12/31/04, 0% effort, P.I. Stephen Gruber.

“Software for Integrated Linkage and Association Analysis”, National Institute of Mental
Health, RO1 MH59528, 04/01/00 — 03/31/03, 5% effort, P.I. Elizabeth Hauser,
Duke University.

PREVIOUSLY SPONSORED RESEARCH

"Linkage Studies in Neurofibromatosis", NIH NS23410, 4/1/86 - 3/31/89, 15% effort,
P.I. Robert Erickson.

"Comparison of Fixed and Sequential Sampling for Family Studies", Rackham Faculty
Research Grant, 1/5/87 - 12/31/87, 0% faculty effort, 35% GSRA effort, P.I.
Michael Boehnke, $9,927.

"Alzheimer Disease Research Center", subcontract from the University of Washington,
Seattle, Michigan P.I. Michael Boehnke, 5/1/87 - 12/31/87, 20% effort.

"Michigan Diabetes Research and Training Center", 9/1/87 - 8/31/89, 10% effort, P.1.
Douglas Greene.

"Program Project: The Study of Human Mutation", NIH CA26803, 12/1/87 - 11/30/90,
10% effort, P.I. Samir Hanash.

"Design Issues in Genetic Linkage and Segregation Studies", NIH R29 HG00376,
9/28/88 - 8/31/93, 50% effort, P.I. Michael Boehnke $349,752.

"Macular Genetic Studies of Human X-Chromosomal Retinal Dystrophies", Retinitis
Pigmentosa Foundation, 10/1/88 - 6/30/91, 5% effort, P.1. Paul Sieving.

"The Effects of Bilineal Pedigrees in Linkage Analysis", MacArthur Foundation, 3/1/90 -
2/28/91, P.I. Michael Boehnke $11,369.
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"Two-Trait Locus Models for Linkage Analysis of Complex Traits", MacArthur
Foundation, 5/1/91 - 12/31/91, 0% effort, P.I. Michael Boehnke $7,024.

"Efficient Use of Two-Trait Linkage Analysis", MacArthur Foundation, 6/1/92 - 5/31/93,
0% effort, P.I. Michael Boehnke $12,800.

"Linkage Studies in Neurofibromatosis", NIH RO1 NS23410, 4/1/89 - 3/31/94, 5% effort,
P.1. Francis Collins.

"Genomic Technology and Genetic Disease", Statistical Genetics Core, 9/30/90 -
7/31/95, 15% effort, P.I. (Core) Michael Boehnke, P.I. (Center) Francis Collins
and Miriam Meisler.

"Retinitis Pigmentosa Research Center", National Retinitis Pigmentosa Foundation,
7/1/91 - 6/30/94, 5% effort.

"Molecular Genetics of Juvenile Onset Glaucoma", National Eye Institute, RO1
EY 09580, 9/30/92 - 9/29/95, 10% effort, P.I. Julia Richards.

"Mapping Genes for Type 2 Diabetes", supplement to "Genomic Technology and Genetic
Disease", NIH, NCHGR P30 HG00209, 6/1/94-7/31/95, 15% effort, P.1.
(Supplement) Michael Boehnke, P.I. (Center) Miriam Meisler $111,415.

"Design and Analysis of Human Gene Mapping Studies", National Human Genome
Research Institute RO1 HG00376, supplement, 9/1/95 - 8/31/98, 15% effort, P.I.
Michael Boehnke $310,535.

"FUSION: Statistical Analysis and Database Support", National Human Genome
Research Institute, 5/1/97 - 8/31/98, 0% effort, P.I. Michael Boehnke, $139,306.

"Public Health Genetics: An Education Model", National Human Genome Research
Institute, HG01511, 12/09/96 - 11/30/99, 5% effort (no salary), P.I. Susan
Caumartin.

"FUSION: Statistical Analysis and Database Support", National Human Genome
Research Institute, 10/1/98 - 9/30/99, 15% effort, P.I. Michael Boehnke,
$286,984.

"Isolation of the Gene(s) for Ataxia-Telangiectasia", National Cancer Institute, RO1
CAS57569, 4/1/97 - 3/31/2000, 2% effort, P.I. Patrick Concannon, Virginia Mason
Research Center.

"Institutional Training Grant in Genomic Science", National Human Genome Research
Institute, T32 HG00040, 7/1/95 - 6/30/2000, 5% effort (no salary), P.I. Michael
Boehnke $1,163,746.

“FUSION: Statistical Analysis and Database Support”, National Human Genome
Research Institute, 5/1/97 - 12/31/2000, 15% effort, P.I. Michael Boehnke
$282,321.

"Molecular Genetics of Juvenile Onset Glaucoma", National Eye Institute, RO1
EY09580, 12/8/95 - 11/30/2000, 10% effort, P.I. Julia Richards.
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TEACHING

Introduction to Biostatistics: 1984, 1985, 1986, 1987, 1988, 1989, 1990, 1991, 1992,
1995, 1997, 2000. Textbook: W. Mendenhall, R.J. Beaver, and B.M. Beaver,
Introduction to Probability and Statistics, 10th ed.

Foundations of Biostatistical Inference: 1984, 1985, 1986
Textbook: B. Lindgren, Statistical Theory, 3rd ed.

Statistical Models and Numerical Methods in Human Genetics: 1985, 1987, 1989, 1991,
1993, 1995, 1997, 1999.

Introduction to Applied Stochastic Processes: 1986
Textbook: H.M. Taylor and S. Karlin, /ntroduction to Stochastic Modeling.

Introduction to Mathematical Modeling in Clinical Research: 1986, 1988

Statistical Computer Packages: 1987

Readings in Statistical Human Genetics: 1992, 1996, 1997, 1998, 2000.
Advanced Topics in Genetic Modeling: 1999, 2003
Textbook: K. Lange, Mathematical and Statistical Models for Genetic Analysis.

DOCTORAL COMMITTEE SERVICE

Daniel J. Odenheimer, Department of Epidemiology, 1985. "An Evaluation of the
Validity of Complex Segregation Analysis in Identifying an Individual's Genotype at a
Major Locus."

Ann R. G. Schwartz, Department of Epidemiology, 1986. "A New Method for Detecting
Familial Heterogeneity of Cancer Risk: A Population-Based Study in Metropolitan
Detroit."

Lynn M. Ploughman, Department of Biostatistics, 1990. Chair. "Linkage Analysis:
Power Estimation and Comparison of Methods."

Mark Graves, Department of Electrical Engineering and Computer Science, 1994.
"Theories and Tools for Designing Application-Specific Knowledge Base Data Models."

Nicholas Schork, Department of Epidemiology, 1994. Co-Chair. "Advances in the
Genetic-Epidemiologic Analysis of Complex Phenotypes."

Kim Papenberg, Department of Human Genetics, 1995. “Hereditary Hemorrhagic
Telangiectasia: From Linkage to Mutation Analysis."

Kathryn Lunetta, Department of Biostatistics, 1996. Chair. "Models and Experimental
Design for Radiation Hybrid Mapping."

Benjamin Rybicki, Department of Epidemiology, 1997. "Genetic Epidemiology of
Sarcoidosis."
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Elizabeth Hauser, Department of Biostatistics, 1998. Chair. "Methods for Linkage
Analysis of Complex Genetic Disease."

Ruzong Fan, Department of Biostatistics, 1998. "Mathematical and Statistical Models
for Mutant Genes in Nonstationary Populations."

George J. Papanicolaou, Department of Human Genetics, 1999. “Genotypic and
Phenotypic Analysis of Malignant Melanoma: Analysis of Gene Expression Patterns”.

Carl Langefeld, Department of Biostatistics, 1999. Chair. “The Application of Statistical
Methods for Highly Stratified Data to Linkage and Association Analysis of Complex
Genetic Traits.”

Heather Stringham, Department of Biostatistics, 2000. Chair. “Bayesian Solutions to
Problems of Uncertainty in Genetic Data.”

Leslie Lange, Department of Epidemiology, 2000. “Identification and Analysis of
Candidate Genes for Coronary Artery Calcification.”

Anne V. Jackson, Department of Human Genetics, 2000. “A Mouse Model System for
Quantitative Genetics of Age-Sensitive Traits.”

Ethan M. Lange, Department of Biostatistics, 2001. Chair. “Methods for Mapping
Disease Susceptibility Genes Using Allele-Sharing Statistics.”

Julie A. Douglas, Department of Biostatistics, 2001. Chair. “Methods for Resolving
Genotype and Haplotype Ambiguity in Human Genetic Data.”

Mohammad Khoshnevisan, Department of Epidemiology, 2001. “Selected Genetic and
Environmental Risk Factors in the Ecology of Human Oral Clefting.”

Michael P. Epstein, Department of Biostatistics, 2002. Co-Chair. “Statistical Methods in
Gene Mapping of Familial Traits.”

Chun Li, Department of Biostatistics, 2003. Chair. “Association Methods for Mapping
Genes for Complex Diseases.”

Tasha Fingerlin, Department of Epidemiology, Co-Chair.
Andrew Skol, Department of Biostatistics, Chair.
Mingyao Li, Department of Biostatistics, Chair.

Cathy Bock, Department of Epidemiology.

Albert Levin, Department of Epidemiology.

Bethany Niell, Department of Epidemiology.

Laura Rozek, Department of Epidemiology.
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OTHER STUDENT RESEARCH SUPERVISION

Kirk Tarlo, Department of Environmental and Industrial Health
Martin Young, Department of Biostatistics

Jane Olson, Department of Biostatistics

Jennifer Kwon, Department of Epidemiology

Jill VanderStoep, Department of Biostatistics

Justine Uro, Department of Biostatistics

Tempie Hulbert-Shearon, Department of Biostatistics

PROFESSIONAL SERVICE

Associate Editor:

American Journal of Human Genetics 1989-1991
Human Heredity 1992-present
Journal of the American Statistical Association 1993-present

Editorial Advisory Board:
Genome Research 1995-1999
Genetic Epidemiology 1997-present

Referee for:
American Journal of Human Genetics
Annals of Statistics
Annals of Thoracic Surgery
Bioinformatics
Biological Psychiatry
Biometrics
Cell
Cephalalgia
Communications in Statistics
Diabetes
Diabetologia
Genetic Epidemiology
Genetics
Genome Research
Genomics
Human Genetics
Human Heredity
Human Molecular Genetics
Journal of Clinical Endocrinology and Metabolsim
Journal of Clinical Investigation
Journal of Heredity
Journal of the American Statistical Association
Molecular Biology and Evolution
Molecular Medicine
Nature
Nature Genetics
Nature Medicine
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Proceedings of the National Academy of Sciences
Science
Theoretical and Applied Genetics

Grant Review

Other:

Member, Mammalian Genetics Study Section, 1994 - 1997.
Member, Center for Inherited Disease Research (CIDR) Access Committee, 1997 — 2002.

Member, NIGMS Human Mutant Cell Repository Advisory Committee, 1998 - 2001.

Co-Organizer (with Nancy Cox) of International Type 2 Diabetes Linkage Analysis
Consortium. Chair, Steering Committee. Member, Analysis and Mapping Committee.
September 1997 - present.
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