MolProbity Ramachandran analysis

3MWD, model 1

General case Glycine
180

ST LR
;
\

180

N\
bt
RUE

| T T T T |

o
@
>

)

/
-/
/

\\ N
AN
. Ef

N
S ( . \j —
d /| = N[ 7
AN \ ~ 1\ \\ ~
-180:(:77./;}\..... TTT T T[T ||||(1/537H|S '180:||||| Tlol'llkllll TT T 1T |||||°c|°|°|<|>|
-180 0 Phi 180 -180 0 Phi 180
Proline Pre-proline
180 180 ~
] 8 ] o o
L D)
] of,® ] £ 3
N e : N
PSi_: > / Psi—:‘ ? ooo%/
] A e (N
A NS/ &
3 “\ 3
] g N
7 N—" ] A
'180:|||||r||||\|||||||||||||||||||| '180:|||||||[||\||||||||||||||||||||l
180 0 Phi 180 -180 0 Phi 180

97.6% (720/738) of all residues were in favored (98%) regions.
99.9% (737/738) of all residues were in allowed (>99.8%) regions.

There were 1 outliers (phi, psi):
B 537 HIS (169.0, -177.6)
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