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The version of this article originally published online contained twominor graphical presentation errors, which do not affect the results

or conclusions. These errors have now been corrected in the article online and will be corrected in the printed edition as well, as

follows:

In Figure 1A, one individual from the Dolnı́ V�estonice archeological site originally represented with a red point (mtDNA haplogroup

U5) has been corrected to a blue point (mtDNA haplogroup U2’3’4’7’8’9).

In Figure 3, two blue points representing two contemporaneous individuals from the same location (Goyet, Belgium) were super-

imposed, appearing as a single point. Both points are now visibly distinct, giving a total of 55 individuals as reported in the Figure 3

legend.

The corrected and original figures are shown below for reference.

Additionally, the version originally published online contained an error in the name of author Dan Grigorescu, whose surnamewemis-

spelled as ‘‘Grigourescu.’’ This error has now been corrected online and will be corrected in the printed edition as well.

The authors apologize for these errors.
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Figure 1. Late Pleistocene and Early Holocene Archeological Sites and Hunter-Gatherer mtDNA Haplogroups (corrected)
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Figure 1. Late Pleistocene and Early Holocene Archeological Sites and Hunter-Gatherer mtDNA Haplogroups (original)
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Figure 3. Late Pleistocene and Early Holocene Climatic Fluctuations and European Hunter-Gatherer Demography (corrected)
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Figure 3. Late Pleistocene and Early Holocene Climatic Fluctuations and European Hunter-Gatherer Demography (original)
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